
Index Name Magnitude Summary Chrom Pos Gene #
Refs

Max
Magnitude

0 gs144 4 Male
1 gs112 3.5 Haplogroup I2 (YDNA)
2 rs12483377(A;A) 3.5 Knobloch syndrome? 21 46931109 COL18A1 1 3.5
3 rs2981582(T;T) 3.2 1.7x higher risk of ER+ breast cancer 10 123352317 FGFR2 33 3.2

4 rs738409(G;G) 3.1 higher odds of alcoholic liver disease,
increased liver fat 22 44324727 PNPLA3 86 3.1

5 gs227 3 fully heterozygous, age related tasting
variation

6 rs1021737(T;T) 3 significantly higher plasma total
homocysteine concentration 1 70904800 CTH 4 3

7 rs910873(A;G) 3 1.7x increased risk of melanoma; increased
risk of squamous cell carcinoma 20 33171772 PIGU 11 4

8 rs2237717(T;T) 3 reduced abilities related to neurocognition
and ability to recognize faces 7 116405387 MET 5 3

9 rs1799945(C;G) 3
One copy of H63D, carrier of
hemochromatosis, likely unaffected unless
also C282Y carrier.

6 26091179 HFE 21 4

10 rs3738579(T;T) 3 1.5x  2x increased risk for cervical cancer,
HNSCC, and breast cancer 1 182556036 RNASEL 3

11 rs4307059(T;T) 3 1.42x risk of Autism 5 25967703 9 3
12 rs7754840(C;G) 3 1.3x increased risk for type2 diabetes 6 20661250 CDKAL1 68 3

13 rs2011077(G;G) 3

6.2x increased risk of developing prostate
cancer, a 3x increased risk of developing
BPH, and a 5.5x increased risk of
developing metastatic prostate cancer

5 176521456 FGFR4 1 3

14 rs1800497(C;C) 3

Normal (A2/A2): Better avoidance of errors.
Normal OCD risk, normal Tardive
Diskinesia risk, lower ADHD risk. Less
Alcohol dependence. Higher risk of
Postoperative Nausea. Lower obesity.
Bupropion is ...

11 113270828 ANKK1 103 4



15 rs242557(A;A) 2.8 Alzheimer's disease 17 44019712 MAPT 17 2.8
16 rs3732379(C;T) 2.8 reduced risk of acute coronary events 3 39307256 CX3CR1 9 3
17 rs9272346(A;A) 2.7 18.5x risk of Type1 Diabetes 6 32604372 HLADQA1 6 2.7
18 rs1426654(A;A) 2.7 probably lightskinned, European ancestry 15 48426484 SLC24A5 18 2.7
19 gs250 2.5 Normal Parkinson's Disease Risk

20 gs277 2.5 Increased risk of Atrial Fibrillation in one of
the 2 SNPs mentioned by 23andMe.

21 gs281 2.5
you are part of the 88% of the population
who will not lose weight unless you perform
high energy exercise

22 gs285 2.5 you will lose 2.5x as much weight on a low
fat diet

23 rs12803066(A;G) 2.5 increased risk of myopia 11 100043420 CNTN5 1 2.5
24 rs2802292(T;T) 2.5 Less likely to live to 100. 6 108908518 FOXO3 8 2.5
25 rs2254958(C;C) 2.5 1.61x increased risk for Alzheimer's 2 37376291 EIF2AK2 4 2.5

26 rs13266634(C;T) 2.5 increased risk for type2 diabetes 8 118184783 SLC30A8 115 3
27 rs2180439(C;T) 2.5 Increased risk of Male Pattern Baldness. 20 21853100 5 3

28 rs3780374(A;G) 2.5 Substantially increased odds of developing
V617Fpositive MPN. 9 5099677 JAK2 2.8

29 rs5888(C;T) 2.5 3x higher risk for agerelated macular
degeneration 12 125284748 SCARB1 15 2.5

30 rs2076295(G;T) 2.5 One copy of the risk allele (T), upregulation
of DSP expression 6 7563232 DSP 1 2.8

31 rs12979860(C;T) 2.5 ~2040% of such hepatitis C patients
respond to treatment 19 39738787 IFNL4 134 3

32 rs53576(G;G) 2.5 Optimistic and empathetic; handle stress
well 3 8804371 OXTR 28 2.8

33 rs1711437(G;G) 2.4 accelerated degradation of kidney function 11 102465226 MMP20 1 2.4
34 rs1859962(G;G) 2.3 1.28x increased risk for prostate cancer 17 69108753 32 2.3

35 rs1815739(T;T) 2.3 Impaired muscle performance. Likely
endurance athlete. 11 66328095 ACTN3 3 2.3



36 rs3825942(C;C) 2.3 common but 10x higher glaucoma risk in
most (but not all) populations 15 74219582 LOXL1 41 2.3

37 rs2305089(T;T) 2.2 higher risk for chordoma 6 166579270 T 2 2.2
38 rs2165241(C;T) 2.2 4.4x increased risk of exfoliation glaucoma 15 74222202 LOXL1 31 2.3
39 rs1136287(T;T) 2.2 3.9x increased risk of wet ARMD 17 1673276 SERPINF1 10 2.2
40 rs11887534(C;G) 2.1 2x increased risk for gallstones 2 44066247 ABCG8 18 2.1
41 rs1695(G;G) 2.1 3.5x asthma risk in certain populations 11 67352689 GSTP1 89 2.1
42 rs2270641(G;G) 2.1 3.7x higher risk for schizophrenia 8 20038466 SLC18A1 4 2.1
43 rs7538876(A;A) 2.1 1.28x increased Basal Cell Carcinoma risk. 1 17722363 PADI6 6 2.1

44 rs2187668(A;G) 2.1
Somewhat increased autoimmune disorder
(lupus, celiac disease) risk; 1 HLA
DRB1*0301 allele

6 32605884 HLADQA1 8 3

45 rs2231142(A;C) 2.1 1.74x increased gout risk; gefinitib takers 4x
more susceptible to diarrhea 4 89052323 ABCG2 42 3.5

46 rs1219648(G;G) 2.1 1.64x risk for breast cancer 10 123346190 FGFR2 44 2.1
47 rs1329428(G;G) 2.1 2x increased risk for macular degeneration 1 196702810 CFH 17 2.1

48 rs2511989(A;G) 2.1 0.63x decreased agerelated macular
degeneration risk 11 57378325 SERPING1 10 2.2

49 rs560887(G;G) 2.1 Avg. fasting Plasma Glucose 5.18 mmol/L
(93 mg/dl). 2 169763148 G6PC2 38 2.1

50 rs17070145(C;C) 2.1 reduced memory abilities 5 167845791 WWC1 15 2.1

51 rs3775291(A;G) 2.1 0.71x decreased risk for dry age related
macular degeneration 4 187004074 TLR3 18 2.2

52 rs9264942(C;T) 2.1 60% reduction in HIV viral load 6 31274380 RPL3P2 19 2.2
53 rs3761847(A;G) 2.1 1.32 x risk of rheumatoid arthritis. 9 123690239 TRAF1 39 2.2
54 rs646776(A;A) 2.1 1.2x risk of coronary artery disease 1 109818530 CELSR2 37 2.1

55 rs5443(C;T) 2.1 some risk 12 6954875 GNB3 39 2.4
56 rs3129934(C;C) 2.1 Normal lower risk of Multiple Sclerosis. 6 32336187 C6orf10 7 2.2
57 rs7837688(G;G) 2.1 1.7x increased risk for prostate cancer 8 128539360 10 2.1

58 rs25531(G;G) 2.1 long form of 5HTTLPR. less sensitive to 17 28564346 SLC6A4 99 2.5



pain
59 rs3746444(T;T) 2.1 decreased cancer risk 20 33578251 MYH7B 47 2.1

60 rs543749(G;G) 2.1 if a smoker, somewhat more likely to
develop COPD 20 3649679 ADAM33 5 2.1

61 rs5751876(T;T) 2.1 significantly higher anxiety levels after
moderate caffeine consumption 22 24837301 ADORA2A 16 2.1

62 rs380390(C;C) 2.1 increased risk for ARMD 1 196701051 CFH 22 2.1
63 rs8050894(C;C) 2.1 warfarin sensitivity (~2.5 mg/day) 16 31104509 VKORC1 6 2.1
64 gs101 2 probably able to digest milk
65 gs132 2 A blood group; AA or AO at molecular level
66 gs159 2 CYP1A2 fast metabolizer
67 gs171 2 CYP2D6*9
68 gs246 2 APOE3/APOE3
69 gs289 2 You have one short form 5HTTLPR.
70 rs12567232(A;G) 2 Increased risk for Crohn's Disease 1 67728018 2 2
71 rs1667394(G;G) 2 darker skin, eye and hair color is more likely 15 28530182 HERC2 8 2.1
72 rs5918(C;C) 2 MI risk, aspirin resistance 17 45360730 ITGB3 26 2
73 rs2229616(A;G) 2 lower risk of metabolic syndrome 18 58039276 MC4R 3 2.1

74 rs4794067(C;C) 2
2.1x risk for Aspirin Induced Asthma. But
possibly lower risk of lupus and intractable
Graves' disease.

17 45808828 TBX21 1 2

75 rs642961(A;A) 2 2.40x increased risk of cleft lip 1 209989270 9 2
76 rs2070600(A;G) 2 1.5x increased risk for gastric cancer 6 32151443 AGER 19 2
77 rs12037606(A;A) 2 1.52x risk of developing Crohn's disease 1 172898402 2
78 rs3738401(A;A) 2 1 231830295 DISC1 11 2
79 rs2298383(C;C) 2 increased anxiety in response to caffeine 22 24825511 ADORA2A 4 2

80 rs3842787(C;T) 2 Higher risk of bleeding during coronary
angiography 9 125133507 PTGS1 11 3

81 rs11171739(C;C) 2 1.75x risk of developing Type1 diabetes 12 56470625 ERBB3 9 2
82 rs622342(C;C) 2 influences dosage for Parkinson's patients 6 160572866 SLC22A1 8 2



83 rs2200733(C;T) 2 1.4x increased risk of Atrial Fibrillation and
ischemic stroke.

4 111710169 LOC729065 29 2.2

84 rs1012053(A;C) 2 0.625x reduced risk of Bipolar Disorder. 13 42653437 DGKH 7 2.1
85 rs1805007(C;T) 2 increased response to anesthetics 16 89986117 MC1R 12 3.2

86 rs9303277(T;T) 2 Increased risk of developing primary biliary
cirrhosis 17 37976469 IKZF3 12 2

87 rs17822931(C;T) 2 Wet earwax. Slightly better body odour. 16 48258198 ABCC11 11 2.5

88 rs6983267(T;T) 2 normal risk for cancers; aspirin reduces risk
for colorectal cancer 8 128413305 140 3.2

89 rs7216389(C;C) 2 0.69x lower risk of Childhood Asthma. 17 38069949 GSDMB 25 2

90 rs828907(T;T) 2 Increased risk of bladder cancer and 2x risk
of developing bladder cancer in smokers 2 216972732 XRCC5 4 2

91 rs10492519(G;G) 2 Increased risk of developing prostate cancer 13 51824328 FAM124A 1 2

92 rs9954153(G;T) 2 ~2.5x higher risk for Fuchs' dystrophy, a
corneal disorder 18 53538257 1 2

93 rs1801394(G;G) 2 1.4x higher risk for meningiomas 5 7870973 MTRR 15 2
94 rs1393350(A;G) 2 11 89011046 TYR 11 3
95 rs198846(A;G) 2 6 26107463 HIST1H1T 2 3
96 rs1042522(C;G) 2 Slightly increased lifespan? 17 7579472 TP53 117 3
97 rs520354(A;A) 2 increased risk in men for biliary conditions 2 21259612 APOB 2 2
98 rs11650354(C;T) 2 possible risk for allergic asthma 17 45822092 TBX21 2 2
99 rs629242(C;T) 2 somewhat higher risk for prostate cancer 4 57143037 KIAA1211 2 2.1

100 rs4054823(T;T) 2 1.26x higher risk of aggressive form of
prostate cancer 17 13625024 2 2

101 rs2305795(A;A) 2 1.3x higher risk of narcolepsy compared to
(A;G) genotype 19 10226052 EIF3G 1 2

102 rs7107418(A;A) 2 More likely to think cilantro tastes like soap 11 6892826 OR10A2 2
103 rs2707466(G;G) 2 weaker bones 7 120979089 WNT16 2 2
104 rs1454292(T;T) 2 straighter hair 8 4926465 RSL24D1P7 1 2
105 rs2352028(C;T) 2 13 92445229 GPC5 5 2



106 rs241448(C;T) 2 1.51x increased risk for Alzheimer's 6 32796685 TAP2 3 2.1

107 rs3212227(A;C) 2 Significantly increased risk of developing
cervical cancer 5 158742950 IL12B 61 2

108 rs9273363(A;C) 2 Lower 0.87x risk of Type 1 Diabetes. 6 32626272 HLADQB1 3 2.1
109 rs2073963(T;T) 2 reduced risk of baldness 7 18877874 HDAC9 1 2.5
110 rs1676486(A;G) 2 1.4x risk for LDH 1 103354138 COL11A1 4 2
111 rs261360(G;G) 2 curlier hair 20 5037774 1 2

112 rs2201841(C;T) 2 1.5x increased risk for Crohn's disease; 2x
increased risk for Graves' disease 1 67694202 IL23R 35 2

113 rs1051730(C;C) 2 Smokes normal (lower) number of cigarettes
if a smoker. 15 78894339 CHRNA3 84 2.5

114 rs10889677(A;C) 2
1.5x increased risk for certain autoimmune
diseases; 2x increased risk for Graves
disease

1 67725120 IL23R 38 2

115 rs2542052(C;C) 2 better odds of living to 100 11 116699984 APOC3 7 2

116 rs1050631(C;T) 2 Mean Survival Time of 25 months for
esophageal squamouscell carcinoma 18 33694120 SLC39A6 1 2.1

117 rs5848(A;G) 2 increased dementia risk 17 42430244 GRN 22 3
118 rs1265181(C;G) 2 increased risk for psoriasis 6 31155785 7 2
119 rs2987983(C;T) 2 1.2x increased risk of prostate cancer 14 64763653 ESR2 16 2

120 rs2073711(C;T) 2 Back Pain: lower risk of Lumbar Disc
Disease. 15 65494212 CILP 2 2

121 rs16944(G;G) 2 Increased risk of mental disorders 2 113594867 IL1B 91 2
122 rs801114(T;T) 2 0.78x decreased Basal Cell Carcinoma risk. 1 228997835 6 2.1

123 rs1799990(A;G) 2 Resistance to Prion Disease (PrP 129
Met/Val heterozygote) 20 4680251 PRNP 18 2

124 rs2298566(A;C) 2 increased risk of coronary heart disease;
better response to statins 11 130750642 SNX19 3 2

125 rs7923837(G;G) 2 3.2x risk for T2D 10 94481917 35 2
126 rs17228212(C;T) 2 1.26x increased risk for heart disease 15 67458639 SMAD3 7 2

CYP2C19*17 ultra fast metabolizer; drug



127 rs12248560(C;T) 2 metabolism effects; also 0.77x decreased
breast cancer risk

10 96521657 CYP2C19 12 2

128 rs5882(A;A) 2 Faster aging. Increased risk for Dementia.
Less good cholesterol. 16 57016092 CETP 28 2.1

129 rs3764261(G;T) 2 associated with higher HDL cholesterol 16 56993324 49 2.5

130 rs1892534(G;G) 2 Slightly higher CReactive Protein levels.
Possibly slightly lower cancer risk. 1 66105944 12 2

131 rs6855911(A;A) 2 normal, but increased risk of gout 4 9935910 SLC2A9 10 2

132 rs4911414(G;T) 2 24x higher risk of sun sensitivity if part of
risk haplotype 20 32729444 12 2

133 rs710521(A;A) 2 1.4x increased risk of developing bladder
cancer. 3 189645933 7 2

134 rs1801131(A;C) 2 1 11854476 MTHFR 109 2.1

135 rs2395185(G;T) 2 2.72x higher risk of Type 1 Diabetes, but
0.88x lower risk of Ulcerative Colitis. 6 32433167 17 3

136 rs3738919(A;C) 2 1.94x risk of developing rheumatoid arthritis 2 187521260 ITGAV 1 2.5

137 rs806380(A;A) 2 Normal genotype. slightly higher odds of
cannabis dependence 6 88864653 CNR1 5 2.1

138 rs4654748(C;T) 2 1.45 ng/mL lower Vitamin B6 blood
concentration 1 21786068 NBPF3 4 2

139 rs7961152(A;C) 2 1.2x higher risk for hypertension 12 24981611 BCAT1 3 2

140 rs1160312(A;G) 2
1.6x increased risk of Male Pattern
Baldness. 20 22050503 C19orf26 5 2

141 rs763110(C;T) 2 ~0.80x reduced cancer risk 1 172627498 FASLG 17 2

142 rs9340799(A;A) 2
Women have lower risk of Endometriosis
but normal risk for Endometrial Cancer, and
more cognitive impairment with age.

6 152163381 ESR1 81 3

143 rs7501331(C;T) 2 Reduced conversion of betacarotene to
retinol 16 81314496 BCMO1 5 2

144 rs1333048(A;C) 2 1.3x increased coronary artery disease risk 9 22125347 6 2.1
145 rs4792311(A;G) 2 Increased risk of prostate cancer 17 12915009 ELAC2 1 2



146 rs3923809(A;A) 2 1.9x risk for developing restless legs
syndrome

6 38440970 BTBD9 7 2

147 rs6700998(G;T) 2 Normal risk of Atopic Dermatitis. 1 152434009 2

148 rs493258(A;G) 2 1.15x risk of Age Related Macular
Degeneration 15 58687880 5 2

149 rs17576(A;G) 2 higher risk for MI and lung cancer, and
COPD in smokers 20 44640225 MMP9 16 2

150 rs6457617(C;T) 2 2.3x risk of rheumatoid arthritis 6 32663851 20 2.1

151 rs1015362(G;G) 2 24x higher risk of sun sensitivity if part of
risk haplotype. 20 32738612 11 2

152 rs10984447(A;A) 2 >1.17x increased risk for multiple sclerosis 9 121984553 DBC1 4 2
153 rs2383207(A;G) 2 increased risk for heart disease 9 22115959 CDKN2BAS 29 2.1
154 rs4149268(G;G) 2 associated with higher HDL cholesterol 9 107647220 ABCA1 10 2

155 rs6311(C;T) 2 Normal risk of sexual dysfunction when
taking SSRI Antidepressants. 13 47471478 HTR2A 45 3

156 rs10936599(C;C) 2 longer telomeres, longer life? 3 169492101 MYNN 9 2
157 rs326(A;A) 2 lower HDL cholesterol 8 19819439 LPL 8 2
158 rs762551(A;A) 2 Fast Caffeine Metabolizer. 15 75041917 CYP1A2 37 2.5
159 rs1864163(G;G) 2 associated with higher HDL cholesterol 16 56997233 CETP 6 2
160 rs6997709(G;G) 2 1.5x higher risk for hypertension 8 140180024 2 2
161 rs3758391(C;C) 2 Normal (worse) aging. 10 69643342 SIRT1 4 2.1

162 rs7903146(C;C) 2 Normal (lower) risk of Type 2 Diabetes and
Gestational Diabetes. 10 114758349 TCF7L2 276 3.5

163 rs7776725(T;T) 2 stronger bones 7 121033121 FAM3C 4 2
164 rs1045642(C;T) 2 7 87138645 ABCB1 91 3
165 rs2156921(A;G) 2 1.29x increased risk for depression 22 23569063 BCR 1 2
166 rs2383206(A;G) 2 1.4x increased risk for heart disease 9 22115026 CDKN2BAS 30 3
167 rs1585215(A;G) 2 2x increased risk for Hodgkin lymphoma 4 103444474 NFKB1 2.1
168 rs13153971(C;T) 2 Normal (higher) risk of Asthma. 5 149581321 SLC6A7 2
169 rs6505162(A;C) 2 0.58x decreased risk for esophageal cancer 17 28444183 CCDC55 9 2.1



170 rs189798(C;C) 2 normal high myopia risk 8 8990577 1 2.1

171 rs358806(C;C) 2 1.78x increased risk of developing Type2
diabetes 3 55313400 2 2

172 rs6897932(C;C) 2 1.5x increased risk for multiple sclerosis 5 35874575 IL7R 52 2
173 rs7442295(A;A) 2 ~4x higher risk for hyperuracemia 4 9966380 SLC2A9 13 2
174 rs2108622(C;C) 2 lower warfarin dosing 19 15990431 CYP4F2 49 2

175 rs800292(C;C) 2 5% higher risk of Age related macular
degeneration 1 196642233 CFH 21 2

176 rs6908425(C;C) 2 1.95x increased risk of developing Crohn's
disease 6 20728731 CDKAL1 12 2

177 rs1799884(G;G) 2 Mothers have typical BirthWeight babies.
Slightly lower risk of Type 2 Diabetes. 7 44229068 GCK 13 3

178 rs3819331(T;T) 2 lower risk of autism 11 112099410 PTS 2

179 rs9652490(A;A) 2 ~2x increased risk for Parkinson's disease,
and, essential tremor 15 77963887 22 2

180 rs7250581(G;G) 2 1.4x risk 19 30064396 2 2
181 rs17672135(T;T) 2 1.3x risk 1 240445596 FMN2 4 2

182 rs2811712(A;A) 2 Normal (higher) risk of physical impairment
with age. 9 21998035 CDKN2BAS 1 2.1

183 rs671(G;G) 2

Alcohol Flush: Normal, doesn't flush.
Normal hangovers. Normal risk of
Alcoholism. Normal risk of Esophageal
Cancer. Disulfiram is effective for
alcoholism.

12 112241766 ALDH2 45 4

184 rs10306114(A;G) 2 Higher risk of bleeding during coronary
angiography 9 125132522 PTGS1 5 3

185 rs2279744(G;T) 2 generally more cancer prone 12 69202580 MDM2 47 2.1
186 rs3025039(C;T) 2 2.6x increased risk for ARMD 6 43752536 VEGFA 30 2
187 rs11803731(A;A) 2 straighter hair 1 152083325 TCHH 3 2

188 rs2274223(G;G) 1.9 1.9x increased risk for stomach &
esophageal cancer (seen in Han Chinese) 10 96066341 PLCE1 20 2

0.78x reduced risk for Coronary Heart



189 rs10757278(A;A) 1.9 Disease. 0.77x reduced risk for Brain
Aneurysm and Abdominal Aortic
Aneurysm.

9 22124477 72 2.5

190 rs2032583(C;T) 1.9 7x more likely to respond to certain
antidepressants. 7 87160561 ABCB1 11 2

191 rs27072(C;T) 1.9 Lower risk of alcohol withdrawal seizures,
and perhaps lower odds of ADHD. 5 1394522 SLC6A3 5 2

192 rs7927894(C;T) 1.9 Normal risk of Atopic Dermatitis. 11 76301316 12 2

193 rs4570625(G;G) 1.9 higher scores on anxietyrelated personality
traits; greater placebo response 12 72331923 TPH2 16 1.9

194 rs7743761(C;C) 1.9 Normal (lower) risk of Ankylosing
Spondylitis. 6 31336100 DHFRP2 1 2

195 rs10033464(G;G) 1.9
0.92x decreased risk of Atrial Fibrillation
and cardioembolic stroke. 4 111720761 10 3

196 rs2303138(G;G) 1.9 Normal risk (0.1%) for Ankylosing
Spondylitis. 5 96350710 LNPEP 2

197 rs4950928(C;C) 1.9 Normal (higher) risk of Asthma. 1 203155882 CHI3L1 21 2
198 gs209 1.8 1.7x increased risk for panic disorder
199 rs4474514(A;G) 1.8 3x increased testicular cancer risk for men 12 88953959 KITLG 4 1.8
200 rs143383(T;T) 1.8 1.3x increased risk for osteoarthritis 20 34025983 GDF5 30 1.8
201 rs1801260(T;T) 1.8 Normal (higher) risk of ADHD symptoms. 4 56301369 CLOCK 5 2

202 rs37973(A;G) 1.8 Among asthmatics, 1.5x more likely to show
less response to inhaled glucocorticoids 7 8007876 GLCCI1 1 2.3

203 rs2003046(C;C) 1.8 Normal (higher) risk of Male Pattern
Baldness. 1 11032827 C1orf127 2

204 gs232 1.7 possible low pain sensitivity
205 gs234 1.7 possible high pain sensitivity
206 rs5400(C;T) 1.7 significantly higher sugar consumption? 3 170732300 SLC2A2 5 1.8

207 rs8085664(C;C) 1.7 Normal (higher) risk of Male Pattern
Baldness. 18 42814156 SLC14A2 2.1



208 gs196 1.6 Haplogroup I (YDNA); 50% higher age
adjusted risk of coronary artery disease?

209 rs1537415(C;G) 1.6 1.6x increased risk for periodontitis 9 138529722 GLT6D1 1 2
210 rs3843763(C;C) 1.6 Normal (higher) HDL 'Good' Cholesterol. 20 44548193 PLTP 2 1.9
211 gs139 1.5 NAT2 intermediate metabolizer

212 rs619203(C;G) 1.5 increases susceptibility to Myocardial
Infarction 1.15 times 6 117622184 ROS1 3 1.5

213 rs3814570(T;T) 1.5 1.3x increased risk for Crohn's disease with
ileal involvement 10 114708510 TCF7L2 1.5

214 rs1799941(A;A) 1.5 Sex HormoneBinding Globulin levels are
0.4 standard deviations higher 17 7533423 SHBG 20 1.5

215 rs2007153(A;A) 1.5 decreased risk of schizophrenia in limited
study 9 136503819 DBH 1.5

216 rs4656461(A;G) 1.5 1.5x increased risk for open angle glaucoma 1 165687205 2 2.2

217 rs6896702(C;T) 1.5 Slightly increased risk of developing
Parkinson's Disease 5 9331848 SEMA5A 2

218 rs872071(G;G) 1.5 ~1.5x increased risk for chronic lymphocytic
leukemia 6 411064 IRF4 15 1.5

219 rs966221(C;C) 1.5 1.5x increased stroke risk certain
populations 5 59502520 PDE4D 10 1.5

220 rs3782179(C;T) 1.5 3x lower odds of testicular cancer risk for
men 12 88953326 KITLG 2 2

221 rs9561778(G;T) 1.5 ~2x increased risk of adverse drug reactions
from cyclophosphamide treatments 13 95713715 ABCC4 2 1.5

222 rs10784502(T;T) 1.5 less intercranial volume? 12 66343810 HMGA2 2

223 rs1994090(G;T) 1.5 Slightly increased risk of developing
Parkinson's Disease 12 40428561 SLC2A13 3 2

224 rs309375(T;T) 1.5 Larger mosquito bites 4 123681156 2.5

225 rs3745516(A;G) 1.5 Slightly increased risk of developing
primary biliary cirrhosis 19 50926742 SPIB 4 2

226 rs13149290(C;T) 1.5 Slightly increased risk of developing
prostate cancer 4 146750966 ZNF827 1 1.5



227 rs4464148(C;T) 1.5 1.10x increased risk for colorectal cancer 18 46459032 SMAD7 13 2

228 rs12469063(A;G) 1.5 Slightly increased risk of developing restless
legs syndrome 2 66764308 MEIS1 3 2

229 rs6591536(A;G) 1.5 more able to detect βionone (floral)
fragrance 11 59211188 OR5A1 1 1.5

230 rs2300478(G;T) 1.5 1.7x risk for developing restless legs
syndrome 2 66781453 MEIS1 8 2

231 rs7850258(G;G) 1.5 Slightly higher odds of developing primary
hypothyroidism. 9 100549013 2 1.5

232 rs700651(A;G) 1.5 ~1.18x increased risk of aneurysm 2 198631714 BOLL 6 2
233 rs9642880(G;T) 1.5 1.2x increased bladder cancer risk 8 128718068 13 2
234 rs6435862(G;T) 1.5 1.7x higher risk of aggressive neuroblastoma 2 215672546 BARD1 4 2

235 rs10883365(A;G) 1.5 1.2x increased risk for developing Crohn's
disease 10 101287764 8 2

236 rs4489954(G;T) 1.5 0.69x risk risk of developing restless legs
syndrome 15 68072075 MAP2K5 3 2

237 rs729302(A;C) 1.5 0.89x decreased risk of developing
rheumatoid arthritis 7 128568960 16 1.5

238 rs12431733(C;T) 1.5 Slightly increased risk of developing
Parkinson's Disease 14 54290830 1 2

239 rs3851179(A;G) 1.5 0.85x decreased risk for Alzheimer's disease 11 85868640 26 1.5

240 rs3784709(C;T) 1.5 0.71x risk of developing restless legs
syndrome 15 68072275 MAP2K5 3 2

241 rs401681(C;T) 1.5 ~1.2x increased risk for several types of
cancer 5 1322087 CLPTM1L 36 1.5

242 rs1063192(C;T) 1.5 0.71x reduced risk of myocardial infarction 9 22003367 CDKN2B 14 1.5
243 rs11136000(C;T) 1.5 0.84x decreased risk for Alzheimer's disease 8 27464519 CLU 29 1.5

244 rs4481887(G;G) 1.5 least likely to be able to smell asparagus
metabolites in urine 1 248496863 2 2

245 rs10757272(C;T) 1.5 1.30x increased risk for Coronary artery
disease 9 22088260 CDKN2BAS1 3 2



246 rs464049(C;T) 1.5 increased risk of schizophrenia in limited
study

5 1423905 SLC6A3 1 1.5

247 rs763361(C;T) 1.5
Slightly increased risk for multiple
autoimmune diseases, such as type1
diabetes

18 67531642 CD226 31 2

248 rs4845618(G;T) 1.5 1.7x increased melanoma risk 1 154400015 IL6R 5 1.5

249 rs2736990(C;T) 1.5 Slightly increased risk of developing
Parkinson's Disease 4 90678541 SNCA 6 2

250 rs140701(A;G) 1.5 Increased risk for anxiety disorders 17 28538532 SLC6A4 11 1.5
251 rs2280714(A;G) 1.5 1.4x increased risk of SLE 7 128594725 TNPO3 21 1.5

252 rs4027132(A;G) 1.5 1.39x increased risk of developing bipolar
disorder 2 12037492 2 2

253 rs807701(C;T) 1.5 Slightly increased dyslexia risk 6 24273791 DCDC2 2 2.1
254 rs4785763(A;C) 1.5 1.5x higher risk for melanoma 16 90066936 AFG3L1 2 1.5

255 rs27388(A;G) 1.5 Slightly increased risk of developing
schizophrenia 5 126683809 MEGF10 1 2

256 rs2241880(C;T) 1.5 1.4x increased risk for Crohn's disease in
Caucasians 2 234183368 ATG16L1 25 2

257 rs4331145(A;G) 1.5 decreased risk of schizophrenia in limited
study 11 643683 DRD4 1 1.5

258 rs12498742(A;A) 1.5 1.25 increased risk for gout 4 9944052 SLC2A9 2 1.5

259 rs4149274(C;C) 1.5 Associated with higher HDL (good)
cholesterol. 9 107639414 ABCA1 2 1.5

260 rs5370(G;G) 1.5 Lateonset Type=2 diabetes 6 12296255 EDN1 15 2

261 rs2881766(T;T) 1.5 Slightly increased risk for pregnancy
induced hypertension 6 152119119 ESR1 3 1.5

262 rs420259(T;T) 1.5 Normal risk of Bipolar Disorder. 16 23634026 PALB2 5 1.9
263 rs4939883(C;C) 1.5 associated with higher HDL cholesterol 18 47167214 16 1.5

264 rs501120(A;A) 1.5 common, but >1.3x increased risk for heart
disease 10 44753867 7 1.5

265 rs2267013(A;A) 1.5 1.3x increased risk for depression 22 23545879 BCR 1 1.5



266 rs7341475(G;G) 1.5 1.58x increased schizophrenia risk for
women

7 103404815 RELN 11 1.5

267 rs5219(C;T) 1.5 1.3x increased risk for type2 diabetes 11 17409572 KCNJ11 78 2.5
268 rs28694718(A;G) 1.5 2x higher risk for schizophrenia X 1414225 CSF2RA 1 1.5
269 rs9939609(T;T) 1.5 lower risk of obesity and Type2 diabetes 16 53820527 FTO 269 3.1
270 rs2230201(A;G) 1.4 1.4x risk of lupus 19 6713291 C3 1 2
271 rs2072590(T;T) 1.4 1.4x increased risk for ovarian cancer 2 177042633 LOC401022 4 1.4

272 rs1545843(A;A) 1.4 1.4x increased risk for depression (for those
under 55) 12 84564068 1 1.4

273 rs2294008(C;C) 1.4 lower risk of cancer 8 143761931 PSCA 34 2.1
274 rs10050860(C;T) 1.4 0.71x lower risk for Ankylosing Spondylitis. 5 96122210 ERAP1 8 1.7
275 rs12770228(A;G) 1.4 1.4x increased risk for meningioma 10 21783634 C10orf114 1 2
276 rs2046210(C;T) 1.4 1.4x increased breast cancer risk 6 151948366 33 1.6
277 rs4959039(A;G) 1.4 1.4x higher risk for multiple sclerosis 6 29957069 1.6

278 rs6010620(G;G) 1.4 1.4x higher risk for glioma development; but
this is the common allele 20 62309839 RTEL1 21 1.4

279 rs6495446(C;C) 1.4 2.5x increased risk for chronic kidney
disease 15 80154982 MTHFS 1 1.4

280 rs3131296(G;G) 1.4 1.4x increased risk for schizophrenia 6 32172993 NOTCH4 6 1.4
281 rs1800454(A;G) 1.3 carrier 6 32800412 TAP2 1 1.5

282 rs16847548(C;T) 1.3
1.3x increased risk for sudden cardiac death
in Caucasians 1 162035274 4 2.5

283 rs2059693(C;T) 1.3 1.3x increased risk for testicular cancer 2 220442490 INHA 1.6

284 rs2024513(A;G) 1.3 1.3x higher risk for schizophrenia (among
Han Chinese) 2 51152019 NRXN1 1.7

285 rs1042713(A;G) 1.3 1.3x increased risk that pediatric inhaler use
may make asthma worse 5 148206440 ADRB2 63 1.7

286 rs2549782(G;T) 1.3 1.3x increased risk for preeclampsia in most
populations 5 96231000 ERAP2 6 1.6

287 rs356219(A;G) 1.3 1.3x increased risk for Parkinson's disease 4 90637601 SNCA 13 1.6



288 rs1434536(A;G) 1.3 1.29x increased breast cancer risk 4 96075965 BMPR1B 1 2
289 rs10947262(C;C) 1.3 1.3x increased risk for osteoarthritis 6 32373312 BTNL2 1 1.3

290 rs10513789(T;T) 1.25 Very common. Normal risk of Parkinson's
disease. 3 182760073 MCCC1 2

291 rs748404(T;T) 1.25 slightly increased risk (1.25) for lung cancer 15 43559231 TGM5 1 1.25
292 gs184 1.2 Able to taste bitterness.
293 rs11172113(C;C) 1.2 0.8x lower risk for migraines 12 57527283 LRP1 8 1.2
294 rs2814707(A;G) 1.2 1.2x increased risk for ALS 9 27536397 6 1.2
295 rs3849942(A;G) 1.2 1.2x increased risk for ALS 9 27543281 7 1.4
296 rs1344706(T;T) 1.2 1.2x increased risk for schizophrenia 2 185778428 ZNF804A 37 1.2
297 rs4320932(A;G) 1.2 0.87x decreased risk for ovarian cancer 11 2171601 INSIGF2 7 1.4

298 rs4324715(C;C) 1.2 >1.5x increased testicular cancer risk for
men 5 141669507 2 1.2

299 rs2252586(A;G) 1.2 1.2x higher risk for glioma development 7 54978924 3 1.4
300 rs10865331(A;G) 1.2 1.2x higher risk for ankylosing spondylitis 2 62551472 8 1.4
301 rs2056116(A;G) 1.2 1.18x risk for breast cancer 4 13009987 3 2

302 rs30187(C;C) 1.2 Normal low risk (0.1%) for ankylosing
spondylitis. 5 96124330 ERAP1 26 2

303 rs9306160(C;T) 1.2 0.75x (reduced) risk for metastasis in LN
/ER+ breast cancer patients 21 45107562 RRP1B 1.3

304 rs4977756(A;G) 1.2 1.2x higher risk for glioma development 9 22068652 CDKN2BAS 12 1.4

305 rs11246226(A;C) 1.2 decreased risk of schizophrenia in limited
study 11 641191 DRD4 3 1.2

306 rs6036025(G;G) 1.2 more likely to go bald 20 22039868 C19orf26 1.2

307 rs28647808(C;C) 1.2
among diabetic patients, somewhat lower
risk for complications but also lower
response to therapy

9 136305530 ADAMTS13 1 1.2

308 rs7568369(G;T) 1.1 0.90x reduced risk of obesity 2 208031315 KLF7 1 1.1
309 rs365990(G;G) 1.1 risk genotype 14 23861811 MYH6 6 1.1
310 rs2651899(A;G) 1.1 1.1x higher risk for migraines 1 3083712 PRDM16 6 1.2



311 rs889312(A;C) 1.1 Very slightly higher risk for breast cancer 5 56031884 46 1.1
312 rs4880(C;T) 1.1 complex! see rs4880 6 160113872 SOD2 78 1.1
313 rs363050(A;G) 1.1 20 10234257 SNAP25 2 1.1

314 rs4496877(G;T) 1.1 For type1 diabetics, 1.3x increased
nephropathy risk 7 150680506 NOS3 2 1.2

315 rs13387042(A;G) 1.1 1.12x increased risk for breast cancer 2 217905832 39 1.25

316 rs4977574(A;G) 1.1
Some studies  but not others  report a
slightly increased risk for myocardial
infarction

9 22098574 CDKN2BAS1 25 1.5

317 rs713598(C;G) 1.1 Can taste bitter. 7 141673345 TAS2R38 5 1.1
318 rs2653349(G;G) 1.1 26x increased risk for cluster headaches 6 55142337 HCRTR2 3 1.1

319 rs11209026(G;G) 1.1 Normal, but higher risk for certain
autoimmune diseases. 1 67705958 IL23R 95 3

320 rs10495584(A;A) 1.1 Normal (higher) blood pressure. 2 11959983 LPIN1 1 2.5

321 rs34516635(G;G) 1.1 Less longevity for Ashkenazi Jewish
women. 15 99451976 IGF1R 1 1.5

322 rs7794745(A;A) 1.1 normal risk (for autism) 7 146489606 CNTNAP2 7 2
323 rs12050604(A;C) 1.09 very slightly increased risk for lung cancer 15 43357406 UBR1 1.2
324 gs154 1 CYP3A5 expressor
325 gs160 1 CYP2C9 Extensive Metabolizers
326 gs182 1 CYP2D6*39
327 rs1051375(A;G) 12 2788879 CACNA1C 2
328 rs10903323(G;G) 8 10149567 MSRA 4
329 rs12416605(C;T) 10 29891260 SVIL
330 rs16892673(A;A) 6 161933935 PARK2 1
331 rs17788937(A;G) 12 77899510 1
332 rs2070744(C;T) None 7 150690079 NOS3 47 2.1
333 rs2291120(C;C) 11 47237680 DDB2 2
334 rs2300835(A;A) 14 33207522 AKAP6 1
335 rs2613514(G;G) 17 76110518 TMC6 1



336 rs2753977(G;G) 6 66119463 EYS
337 rs3948464(T;T) 2 231050715 SP110 5
338 rs4147565(A;G) 1 110231777 GSTM1 1
339 rs4696480(A;T) 1 preterm birth 4 154607126 TLR2 16 1
340 rs4902960(A;A) 14 72432149 RGS6 1
341 rs6817170(C;C) 4 154374984 1
342 rs705381(C;C) normal 7 94953949 PON1 5
343 rs728115(A;A) 7 120305149 KCND2 1
344 rs2852464(C;G) 12 52710721 KRT83
345 rs2854747(C;T) 1 2659.70ng/mL of IGFBP3 in plasma 7 45959917 IGFBP3 2 1
346 rs3130690(A;C) 6 31285935 4
347 rs3808348(A;G) 7 1028448 CYP2W1 1
348 rs557881(C;T) 12 319125 SLC6A12 2
349 rs1012620(A;G) 2 40989061 1
350 rs10499504(G;G) 7 17561583
351 rs1539241(A;A) 1 206647450 IKBKE 1
352 rs1656966(T;T) 3 186466252 1
353 rs16863118(T;T) 3 150697208 CLRN1AS1 1
354 rs17206232(A;A) 5 64433400 1
355 rs1800407(A;A) green/hazel/brown/black eyes more likely 15 28230318 OCA2 12
356 rs1886449(T;T) 13 73932114 1
357 rs2217560(G;G) 18 70150939 1
358 rs2229416(A;A) 17 35609866 ACACA 1
359 rs2269310(T;T) 14 65237203 SPTB 1

360 rs4253623(G;G) 1.25x higher risk of nonfatal myocardial
infarction 22 46550106 PPARA 2

361 rs471364(G;G) 9 15289578 TTC39B 5
362 rs642742(A;A) 12 89299746 2

363 rs6602024(A;A) 13 body mass index units heavier on 10 3155237 PFKP 1



average
364 rs6770257(C;C) 3 34184505
365 rs6922632(A;A) 6 24107093 1
366 rs7183877(A;A) usually brown eye color 15 28365733 HERC2 4
367 rs7203315(T;T) 16 10188060 GRIN2A 1
368 rs741761(G;G) 15 74703929 SEMA7A 1
369 rs916977(A;A) usually brown eye color 15 28513364 HERC2 12

370 rs3735653(A;G) 7 155251433 EN2 4
371 rs11255400(A;A) 10 7887621 TAF3 1
372 rs10504390(G;G) 8 66624232 MTFR1 1
373 rs10510102(G;G) 10 123625190 ATE1 1
374 rs10995190(A;A) 10 64278682 ZNF365 7
375 rs11166135(G;G) 1 99348836 1
376 rs11807619(T;T) 1 209881373 HSD11B1 1
377 rs1485395(G;G) 12 53995077 ATF7 1
378 rs1571500(C;C) 1 99386293 ACTR6 1
379 rs16841722(C;T) 2 158278213 CYTIP 1
380 rs1867137(T;T) 11 10228809 SBF2
381 rs216013(G;G) 12 2729632 CACNA1C 3
382 rs2171209(A;A) 6 159183562 SYTL3 1
383 rs2506155(A;A) 10 33503179 NRP1 1
384 rs2823819(G;G) 21 17828291 C21orf34 2
385 rs2999399(C;C) 10 1630821 ADARB2 1
386 rs3112740(A;A) 16 7836297 2
387 rs3769376(C;G) 2 158278245 CYTIP 1
388 rs4778241(A;A) usually brown eye color 15 28338713 OCA2 3
389 rs4809957(G;G) 20 52771171 CYP24A1 2
390 rs54211(A;A) 22 39687484 1



391 rs587585(G;G) 1 22958318 1
392 rs6433379(G;G) 2 173620465 RAPGEF4 1
393 rs6966038(G;G) 7 156880398 LOC645272 2
394 rs8191439(A;G) 11 67351297 GSTP1 1
395 rs17151904(A;A) 7 25608409 1
396 rs3786800(G;G) 19 30990700 ZNF536 1
397 rs10011926(T;T) 4 111026927 ELOVL6 1
398 rs10507486(T;T) 13 41186501 FOXO1 2

399 rs1053221(G;G) 1 241755567 KMO
400 rs11119328(A;A) 1 209885318 HSD11B1 1
401 rs11669977(G;G) 19 49564124 NTF4 1
402 rs1630535(A;A) 15 60510176 1
403 rs16947078(G;G) 8x risk for allergic asthma 17 45825500 TBX21 1
404 rs1799943(A;A) 13 32890572 BRCA2 4
405 rs2036534(C;C) 15 78826948 AGPHD1 6
406 rs2071518(T;T) 8 120435812 NOV 1
407 rs2230229(G;G) 8 23049292 TNFRSF10A 1
408 rs2289577(A;A) 6 90640491 BACH2 1
409 rs2509458(G;G) 6 88652580 1
410 rs31563(A;A) 5 135235606 2
411 rs3791124(A;A) 1 44464205 SLC6A9 1
412 rs500766(T;T) 10 6550590 PRKCQ 1
413 rs6701216(T;T) 1 152778526 LCE1C 1
414 rs6879627(T;T) 5 2109901 1
415 rs7108738(G;G) 11 15710084 1
416 rs7323267(C;C) 13 41204015 FOXO1 1
417 rs758377(T;T) 17 56607124 SEPT4 1
418 rs7660702(C;C) 4 86651464 ARHGAP24 1



419 rs861318(T;T) 1 159002222 IFI16 1
420 rs9997745(A;A) 4 185737843 ACSL1 1
421 rs1106634(A;A) 8 20066049 ATP6V1B2 2
422 rs2547917(A;A) 5 58713680 PDE4D 1
423 rs7692808(A;A) 4 86641149 ARHGAP24 1
424 rs2231137(A;G) 23x increased risk for ischemic stroke 4 89061114 ABCG2 5 2
425 rs10805321(A;A) 4 13914373 1
426 rs1467558(A;A) 11 35229673 CD44 2
427 rs16940202(C;C) 16 86014241 2

428 rs17084051(A;A) 4 55087581 RPL22P13 2
429 rs2228480(A;A) 6 152420095 ESR1 27
430 rs2304240(A;A) 19 10449392 ICAM3 1
431 rs2838923(G;G) 21 46846944 COL18A1 1
432 rs2923084(G;G) 11 10388782 1
433 rs3102460(C;C) 1 244576717 ADSS 3
434 rs569207(A;A) 15 78873119 CHRNA5 7
435 rs6427384(C;C) 1 157508882 FCRL5 1
436 rs667282(C;C) 15 78863472 CHRNA5 8
437 rs6832151(G;G) 4 40303633 2
438 rs7117858(G;G) 11 15694462 2
439 rs7632299(A;A) 3 143056467 SLC9A9 1
440 rs7969151(A;A) 12 54159277 1
441 rs1000283(T;T) 1 209894661 HSD11B1 1
442 rs10858396(A;A) 9 138275776 1

443 rs1611115(T;T) somewhat more associated with
impulsiveness and adult ADHD 9 136500515 DBH 26

444 rs4141232(C;C) 19 29035556 1
445 rs7837164(C;C) 8 14465681 SGCZ 1



446 rs8042374(G;G) 15 78908032 CHRNA3 7
447 rs10506701(C;C) 12 74586210 LOC100507377 2
448 rs10516089(C;C) 5 171151231 C5orf50 1
449 rs12910984(G;G) 15 78891627 CHRNA3 2
450 rs13064954(A;G) 3 156854742 1
451 rs17174870(T;T) 2 112665201 MERTK 2
452 rs2074190(C;C) 2.2x risk for AIA 17 45811210 TBX21 1
453 rs2273238(C;T) 6 90326360 ANKRD6 1
454 rs2293968(C;C) 9 131587240 C9orf114 1
455 rs322668(C;C) 3 25343615 1
456 rs4462445(A;A) 13 29085004 1

457 rs4872499(T;T) 8 22293306 SLC39A14 1
458 rs4978584(T;T) 9 117186712 DFNB31 1
459 rs563519(C;C) 11 126028717 1
460 rs6546886(C;C) 2 74245777 1
461 rs7083869(A;A) 10 5244295 AKR1C4 1
462 rs7948797(A;A) 11 269856 1
463 rs8066857(T;T) 17 70696103 SLC39A11 1
464 rs938682(C;C) 15 78896547 CHRNA3 7
465 rs958798(T;T) 1 110770223 KCNC4 1
466 rs1053183(C;C) 1 241758631 OPN3
467 rs1053312(A;A) 21 47423389 COL6A1 1
468 rs11258747(T;T) 10 6472891 PRKCQ 1
469 rs17179670(G;G) 12 66349812 HMGA2 1
470 rs2245641(A;A) 9 15309928 1
471 rs2274158(T;T) 9 117166206 DFNB31 1
472 rs37060(T;T) 16 58566304 CNOT1 1
473 rs6495308(C;C) 15 78907656 CHRNA3 11



474 rs6495309(T;T) 15 78915245 CHRNA3 9
475 rs6807064(T;T) 3 10535771 ATP2B2 2
476 rs7157080(G;G) 14 31553720 AP4S1 1
477 rs7170989(T;T) 15 28200408 OCA2 3
478 rs873417(A;A) 17 64821361 1
479 rs1058322(T;T) 12 1836979 ADIPOR2 2
480 rs137699(A;A) 22 39748854 SYNGR1 1
481 rs38850(A;A) 7 116337649 MET 1
482 rs3850641(G;G) 1 173175832 TNFSF4 12
483 rs16924159(A;A) 9 6229417 IL33 2
484 rs10036748(T;T) 5 150458146 TNIP1 5
485 rs1036935(T;T) 18 47843534 2

486 rs10514585(T;T) 16 83284338 CDH13 1
487 rs10748180(G;G) 12 72071045 THAP2 1
488 rs1336708(C;C) 13 102965003 FGF14 1
489 rs17587(A;A) 6 32825090 PSMB9 2
490 rs17703883(C;C) 15 51530097 CYP19A1 1
491 rs1801406(G;G) 13 32911888 BRCA2 5
492 rs1806201(A;A) 12 13717508 GRIN2B 7
493 rs220470(A;A) 17 3664975 ITGAE 2
494 rs2383208(G;G) 9 22132076 12
495 rs2527866(T;T) 7 157090296 1
496 rs315952(C;C) 2 113890304 IL1RN 21
497 rs3765524(T;T) 10 96058298 PLCE1 4
498 rs4466137(T;T) 5 82985739 HAPLN1 2
499 rs4875857(C;C) 8 2819809 CSMD1 1
500 rs6493487(G;G) 15 51513729 CYP19A1 1
501 rs861020(A;A) 1 209977111 IRF6 2



502 rs9505270(A;A) 6 7743663 BMP6 1
503 rs960709(G;G) 5 150461049 TNIP1 1
504 rs16970672(A;A) 17 75944650 1
505 rs1804020(A;A) 2 71654175 ZNF638
506 rs2970332(G;G) 11 14360435 RRAS2 2
507 rs37062(G;G) 16 58567238 CNOT1 3
508 rs8068318(C;C) 17 59483766 TBX2 1
509 rs4911442(A;G) 20 33355046 NCOA6 2
510 rs1000731(A;A) 1 231963491 DISC1 7
511 rs10934491(C;C) 3 119068312 ARHGAP31 1
512 rs12187557(T;T) 5 8439670 LOC729506 1
513 rs12347433(C;C) 9 117797597 TNC 1
514 rs12917189(C;C) 15 43023482 CDAN1
515 rs12978500(C;C) 19 406934 C2CD4C 1
516 rs1345365(G;G) 7 37200613 ELMO1 2
517 rs1564483(A;A) 18 60794654 BCL2 3
518 rs17029215(A;C) 4 100521805 MTTP
519 rs17102287(C;C) 10 123350191 FGFR2 2
520 rs2035268(G;T) 4 90756077 SNCA 1
521 rs2127675(C;C) 6 32850850 1
522 rs2243828(G;G) 17 56358884 MPO 7
523 rs225717(C;C) 6 142548099 1
524 rs2286245(C;T) 1 44463204 SLC6A9 1
525 rs2298583(T;T) 18 677302 ENOSF1 1
526 rs2326369(C;T) 20 3842984 MAVS 1
527 rs2946505(A;A) 8 12811152 KIAA1456 1
528 rs3789875(T;T) 9 117795288 TNC 1
529 rs3810950(A;A) 10 50824619 CHAT 3
530 rs4148217(A;A) 2 44099433 ABCG8 5



531 rs4629710(A;A) 6 131563577 AKAP7 1
532 rs486060(C;T) 6 53456682 1
533 rs578776(T;T) 15 78888400 CHRNA3 11
534 rs589756(A;A) 6 132643117 MOXD1 1
535 rs6545803(T;T) 2 60534199 1
536 rs6569648(C;C) 6 130349119 L3MBTL3 1
537 rs699517(T;T) 18 673016 TYMS 7
538 rs736289(C;C) 19 33757062 2
539 rs7691507(C;C) 4 55943001 KDR 2
540 rs7868992(G;G) 9 116991071 COL27A1 1
541 rs798544(A;A) 7 2763102 LOC100505712 2
542 rs8023524(A;A) 15 43020983 CDAN1
543 rs8070488(C;C) 17 79663931 HGS 1
544 rs821470(G;G) 16 57058582 NLRC5 1
545 rs9543325(C;C) 13 73916628 4
546 rs9567552(T;T) 13 32890227 BRCA2 1
547 rs4149584(A;G) 12 6442643 TNFRSF1A 8
548 rs1044122(C;C) 10 127724778 ADAM12 1
549 rs1880676(A;A) 10 50824117 CHAT 2
550 rs340669(G;G) 5 8438531 LOC729506 1
551 rs4698775(G;G) 4 110590479 CCDC109B 1
552 rs7610017(A;G) 3 189343424 1
553 rs3108919(C;C) 8 101841546 1
554 rs12686676(A;A) 9 102632493 2
555 rs4523(C;T) 19 3595794 TBXA2R 3
556 rs2721068(C;C) 13 41139712 FOXO1 1
557 rs12941878(A;A) 17 53460305 1
558 rs1042364(A;A) 4 100045574 ADH4 9



559 rs10935120(A;A) 3 134233092 CEP63 4
560 rs1126671(A;A) 4 100048414 ADH4 9
561 rs11748431(A;A) 5 180068741 FLT4 1
562 rs1182188(G;G) 7 2869985 GNA12 3
563 rs12539530(A;A) 7 107976561 NRCAM 1
564 rs1255722(C;C) 14 64010837 PPP2R5E 1
565 rs12725198(A;A) 1 16080171 1
566 rs13357391(C;C) slightly earlier age at menarche 5 136441082 SPOCK1
567 rs16856332(G;T) 2 169840574 ABCB11 1
568 rs1859345(C;C) slightly earlier age at menarche 5 136447420 SPOCK1
569 rs1992950(G;G) 2 200290359 SATB2 1
570 rs3110496(A;A) 17 27917771 GIT1 1
571 rs3128982(G;G) 6 31417191 MICA 2
572 rs3847953(A;A) 12 111765464 CUX2 2
573 rs3861950(C;C) 1 173156292 TNFSF4 2
574 rs3922844(A;A) 3 38624253 SCN5A 2
575 rs4802307(T;T) 19 46849806 PPP5C 1
576 rs6454764(C;T) 6 90310966 ANKRD6 1
577 rs6688(C;C) 10 75881676 AP3M1 1
578 rs6707272(T;T) 2 230609149 1
579 rs7042509(G;G) 9 37579553 2
580 rs7372209(T;T) 3 38010708 CTDSPL 8
581 rs787151(T;T) 2 144655836 1
582 rs798497(C;C) 7 2795957 GNA12 1
583 rs870288(G;G) 16 5585852 CNIH 2
584 rs916055(C;C) 17 4534834 ALOX15 2
585 rs925642(G;G) 4 187678866 1
586 rs9664222(A;A) 10 89338633 1
587 rs3815676(A;G) 2 169870379 ABCB11 1



588 rs8192709(C;T) 19 41497274 CYP2B6 4
589 rs17104630(A;G) 14 37000049 1
590 rs2216259(C;C) 7 108015550 NRCAM 1
591 rs2263638(T;T) 10 94168797 1
592 rs798489(A;A) 7 2801803 GNA12 1
593 rs8111998(C;T) 19 22741675 1
594 rs9951523(C;T) 18 49867224 DCC
595 rs1799950(A;G) increased breast cancer risk 17 41246481 BRCA1 6 2
596 rs2076751(G;T) 14 36989419 NKX21AS1 1
597 rs16872571(T;T) 4 10726853 2
598 rs1165472(C;C) 1 56108604 1
599 rs11686141(A;G) 2 238689558 LRRFIP1 2
600 rs12680546(G;G) 8 136871739 4

601 rs12922317(G;G) 16 12077632 RUNDC2A 1
602 rs13015993(G;G) 2 217625523 1
603 rs1570669(G;G) 20 52774427 CYP24A1 2
604 rs1801376(G;G) 15 40477831 BUB1B
605 rs1810636(T;T) 20 2654925 2
606 rs2006996(C;T) 9 117592638 1
607 rs2079795(A;A) 17 59496649 4
608 rs2677247(T;T) 3 103450591 1
609 rs2855429(T;T) 6 33158189 COL11A2 1
610 rs2856585(A;G) 16 16263663 ABCC6
611 rs293974(T;T) 11 26590126 ANO3 1
612 rs3743200(T;T) 15 79274046 RASGRF1 1
613 rs41418949(C;T) 18 70442068 NETO1 1
614 rs4227(G;G) 17 7491177 MPDU1 2
615 rs4759042(T;T) 12 57377347 UGT2B24P 1



616 rs4821544(C;C) 22 37258503 NCF4 6
617 rs627441(G;G) 11 111908162 DLAT
618 rs6899976(G;G) 6 130358428 L3MBTL3 1
619 rs7015630(C;C) 8 90875918 1
620 rs757608(T;T) 17 59497277 5
621 rs8111(A;A) 6 32083175 ATF6B 1
622 rs9392653(T;T) 6 5071492 1
623 rs979455(G;G) 5 150594802 CCDC69 1
624 rs2043090(C;T) 10 77298609 1
625 rs2289658(A;G) 9 87563370 NTRK2 3
626 rs11574(A;A) 1 23885498 ID3 2
627 rs1599711(C;C) 10 71371129 1
628 rs9909416(C;T) 17 34197983 CCL5 2
629 rs2278426(A;G) 19 11350488 C19orf80 2

630 rs10414255(C;C) 19 9237542 OR7G3 1
631 rs10501293(G;G) 11 43086094 RPL24 1
632 rs10516202(C;G) 4 10125945 1
633 rs1053874(A;A) 16 3707747 DNASE1 3
634 rs11852361(C;T) 15 91326099 BLM 1
635 rs1390096(A;A) 4 11503604 1
636 rs1390943(G;G) 8 20081890 1
637 rs1466535(T;T) 12 57534470 LRP1 4
638 rs215614(G;G) 7 32347335 1
639 rs2281808(T;T) 20 1610551 SIRPG 1
640 rs2506933(C;T) 6 93615450 1
641 rs2521263(A;G) 11 2308762 1
642 rs2523178(A;A) 19 2275079 C19orf35 1
643 rs2651206(T;T) 6 43213477 TTBK1 2



644 rs2652106(T;T) 5 82794036 VCAN 1
645 rs2671692(G;G) 10 50097819 WDFY4 5
646 rs2834812(C;T) 21 36533662 1
647 rs3739008(T;T) 2 101612568 NPAS2 1
648 rs3746722(G;G) 20 1610939 SIRPG
649 rs3747742(C;C) 6 41162518 TREML2 1 2
650 rs3765212(T;T) 8 124450364 WDYHV1 2
651 rs379707(G;G) 5 39119723 FYB 2
652 rs4796217(C;C) 17 34819191 CCL4L2 2
653 rs645106(A;A) 7 4189913 SDK1 1
654 rs7798500(A;G) 7 106662083 1
655 rs7961824(C;C) 12 4476217 FGF23 1
656 rs805297(T;T) 6 31622606 APOM 4
657 rs9302001(T;T) 13 95463392 2
658 rs931471(C;C) 2 113912693 1

659 rs966866(G;G) 3 139682048 CLSTN2
660 rs9905704(G;G) 17 56632543 TEX14 2
661 rs9945924(A;A) 18 61620766 HMSD 2
662 rs13306560(A;G) 1 11866183 CLCN6 1
663 rs3806505(C;T) 2 238676449 LRRFIP1 2
664 rs719714(C;T) 15 53279378 1
665 rs2252070(G;G) 11 102826539 MMP13 6
666 rs2307424(T;T) 1 161202605 NR1I3 7
667 rs2405657(A;A) 11 97682564 1
668 rs3135500(A;A) 16 50766886 NOD2 7
669 rs10010758(C;C) 4 37938518 TBC1D1 1
670 rs7209700(G;G) 17 45351118 ITGB3 1
671 rs12146962(C;C) 14 33381098 2



672 rs15561(A;A) 8 18080651 NAT1 6
673 rs2292832(T;T) 2 241395503 GPC1 22
674 rs10951509(G;G) 7 37213483 ELMO1 2
675 rs11749676(A;A) 5 174866298 DRD1 1
676 rs153750(A;A) 5 171181237 C5orf50 1
677 rs1801726(C;G) 3 122003832 CASR 5
678 rs4293296(A;A) 14 54857286 1
679 rs4450776(C;G) 3 111423129 PLCXD2 1
680 rs6081597(A;G) 20 1995534 1
681 rs7849585(T;T) 9 139111870 QSOX2 1
682 rs152312(C;T) 5 59787816 PART1 4
683 rs6019(C;G) 1 169541513 F5 2
684 rs7775(C;G) 2 183699584 FRZB 4
685 rs10912564(T;T) 1 173170618 TNFSF4 2
686 rs2072446(C;T) 17 47587819 NGFR 3
687 rs16856785(C;G) 1 162100287 NOS1AP 1

688 rs1049636(C;C) 4 155525970 FGG 7
689 rs1051009(T;T) 17 4637886 CXCL16 4
690 rs1059231(C;C) 6 33288271 DAXX 1
691 rs11239550(G;G) 10 46024729 MARCH8 1
692 rs12933233(A;A) 16 87111630 1
693 rs1369766(G;G) 18 49018880 RPS26P43 2
694 rs1412115(A;A) 10 34088053 1
695 rs1465061(A;A) 6 112081616 FYN 1
696 rs1557305(T;T) 18 4721359 1
697 rs1927745(A;A) 13 107780316 1
698 rs2230392(A;G) 17 48155425 ITGA3 1
699 rs2232873(A;G) 22 50925098 MIOX 1



700 rs2239839(T;T) 6 33288075 DAXX 1
701 rs2344484(C;C) 5 134876631 2
702 rs2592394(T;T) 2 176991779 1
703 rs2682826(T;T) 12 117652838 NOS1 10
704 rs3817198(C;C) 11 1909006 LSP1 46
705 rs4659682(A;A) 1 236682248 LGALS8 1
706 rs4666360(A;A) 2 20335709 1
707 rs467650(C;C) 5 97969453 1
708 rs4972504(T;T) 2 177018726 HOXD4 1
709 rs5762764(G;G) 22 29132990 CHEK2 1
710 rs6056891(G;G) 20 9778729 PAK7 1
711 rs631090(C;T) 1 22986403 C1QB 1
712 rs6490121(G;G) 12 117708195 NOS1 8
713 rs6555545(A;A) 5 8440728 LOC729506 1
714 rs6555546(A;A) 5 8440904 LOC729506 1
715 rs7194886(T;T) 16 50725193 3
716 rs730566(T;T) 3 48487048 ATRIP 1

717 rs7632500(A;G) 3 167725349 1
718 rs873549(G;G) 1 222271767 2
719 rs9783698(A;A) 15 74548773 CCDC33 1
720 rs1718101(A;G) 7 146122788 CNTNAP2 1
721 rs2272990(A;G) 6 3077141 RIPK1 2
722 rs13088089(C;C) 3 116780022 1
723 rs1395479(A;A) 4 178318191 3
724 rs1607979(A;A) 17 51333259 1
725 rs1865721(A;A) 18 73192446 1
726 rs2248932(T;T) 8 11391650 BLK 7
727 rs7587928(C;C) 2 8949070 KIDINS220 1



728 rs885389(A;A) 12 131621762 GPR133 1
729 rs10493256(A;A) 1 59688948 3
730 rs7188697(G;G) 16 58622178 CNOT1 2
731 rs1049970(T;T) 16 66432423 CDH5 1
732 rs10514345(C;T) 5 90424279 GPR98 3
733 rs10769258(C;C) 11 47391039 SPI1 2
734 rs10798(G;G) 11 2870165 KCNQ1 4
735 rs10877840(C;C) 12 40352996 SLC2A13 1
736 rs10928302(C;T) 2 147372024 1
737 rs10947233(G;T) 6 32124424 PPT2 2
738 rs11170631(C;C) 12 54041192 1
739 rs11683103(G;G) 2 34912850 1
740 rs11745587(A;A) 5 131796922 C5orf56 1
741 rs11746443(A;A) 5 176798306 RGS14 1
742 rs12531488(T;T) 7 144892086 1
743 rs15783(G;G) 11 26586801 MUC15 1
744 rs16982520(A;G) 20 57758720 1
745 rs17589516(A;G) 6 38036420 ZFAND3 1
746 rs1953652(T;T) 1 87051201 1
747 rs2046068(C;C) 12 68645975 IL22 1
748 rs2114039(G;G) 4 55092626 3
749 rs2274327(T;T) 1 9009406 CA6 3
750 rs2388449(T;T) 5 8444205 LOC729506 1
751 rs2544527(T;T) 2 15926168 2
752 rs2844479(G;G) 6 31572956 7
753 rs2925979(A;A) 16 81534790 CMIP 2
754 rs3136814(A;C) 14 20923297 APEX1 2
755 rs35211634(C;T) 11 59612859 GIF 1
756 rs3745571(A;A) 19 6475613 DENND1C 1



757 rs4795067(G;G) 17 26106675 NOS2 2
758 rs6065(C;T) 17 4836381 GP1BA 7
759 rs6188(T;T) 5 142680344 NR3C1 5
760 rs6554162(A;A) 4 55093955 PDGFRA 1
761 rs6709476(A;G) 2 85443924 TCF7L1 1
762 rs7034462(C;T) 9 101858201 2
763 rs7078413(C;C) 10 94290484 IDE 1
764 rs7111432(G;G) 11 429659 ANO9 1
765 rs7221274(G;G) 17 57008128 PPM1E 1
766 rs7442317(A;A) 4 29903052 1
767 rs8234(G;G) 11 2870108 KCNQ1 4
768 rs908821(C;C) 3 140540718 3
769 rs9582259(G;T) 13 99385990 SLC15A1 1
770 rs9609643(A;G) 22 33251059 TIMP3 2
771 rs9621532(A;C) 22 33084511 SYN3 5
772 rs9841978(A;A) 3 53730735 CACNA1D 1
773 rs2788032(G;T) 1 53777631 LRP8 1
774 rs10273639(T;T) 7 142456928 PRSS1 1
775 rs1109748(A;C) 11 61722645 BEST1 1
776 rs11695685(T;T) 2 79922802 CTNNA2 1
777 rs1390401(G;G) 1 227797950 ZNF678 1
778 rs1809529(T;T) 3 10877611 SLC6A11 1
779 rs3916966(C;C) 13 106110895 DAOAAS1 7
780 rs4075958(A;A) 5 176784512 RGS14 1
781 rs7178347(T;T) 15 67321386 1
782 rs886277(C;C) 11 2439767 TRPM5 3
783 rs894160(A;A) 15 90211823 PLIN1 3
784 rs10005603(G;T) 4 105844273 1



785 rs12289401(G;G) 11 99880224 CNTN5 1
786 rs12718597(A;A) 7 50428428 1
787 rs17528736(C;T) 12 56368518 RAB5B 1
788 rs3731586(A;G) 2 31749028 SRD5A2 1
789 rs12053254(C;T) 2 190607153 ANKAR 1
790 rs1399090(C;T) 7 131829128 PLXNA4 1
791 rs4147141(G;G) 1 69579252 1
792 rs759158(G;G) 7 55179209 EGFR 1
793 rs9925481(C;T) 16 11097479 CLEC16A 4
794 rs13279485(C;T) 8 1883352 ARHGEF10 1
795 rs609438(G;G) 6 138023242 1
796 rs8057551(G;G) 16 27434927 IL21R 2
797 rs6504950(A;A) 17 53056471 STXBP4 9
798 rs10506328(A;A) 12 54687232 NFE2 1
799 rs11129295(T;T) 3 27788780 1
800 rs1131339(A;A) 9 102627302 NR4A3 1
801 rs11673011(A;A) 19 34615083 1
802 rs11971186(G;G) 7 126437897 GRM8 1
803 rs12615435(G;T) 2 200638509 FTCDNL1 1
804 rs13111850(C;T) 4 168264249 1
805 rs13208776(A;A) normal 6 168941624 SMOC2 2
806 rs1351383(G;G) 6 32822269 PSMB9 1
807 rs1525293(T;T) 7 70473005 1
808 rs1596725(C;C) 12 65422371 1
809 rs167769(T;T) 12 57503775 STAT6 4
810 rs17089925(C;T) 18 53400834 1
811 rs17112190(A;G) 10 98639846 LCOR 1
812 rs17581368(A;A) 8 21662445 1
813 rs17822114(C;T) 16 60733603 1



814 rs1866388(G;G) 5 142759785 NR3C1 1
815 rs2008591(T;T) 22 20020229 C22orf25 2
816 rs2275336(A;G) 6 154726988 CNKSR3 1
817 rs2521572(G;T) 11 61711475 1
818 rs2836754(T;T) 21 40291740 FLJ45139 4
819 rs283895(C;C) 2 79326215 1
820 rs2847476(T;T) 11 114191016 1
821 rs291671(A;G) 20 31950845 CDK5RAP1 1
822 rs306450(C;C) 19 56501050 NLRP8 1
823 rs310501(G;G) 5 82889910 1
824 rs32934(C;T) 5 76010706 F2R 1
825 rs346291(T;T) 6 80564836 LOC100422671 1
826 rs3916967(G;G) 13 106117348 DAOA 8
827 rs4308217(A;A) 3 121793187 CD86 2
828 rs6136489(G;G) 20 1923734 1
829 rs6670533(A;G) 1 24584490 1
830 rs6735786(T;T) 2 103770238 2
831 rs6906021(C;C) 6 32626311 HLADQB1 2

832 rs6943029(A;G) 7 155762157 1
833 rs7006821(C;T) 8 72270082 EYA1 1
834 rs800345(C;T) 11 2429733 TRPM5 1
835 rs8061992(A;A) 16 27435038 IL21R 1
836 rs852977(G;G) 5 142687494 NR3C1 1
837 rs860457(C;C) 5 142688323 NR3C1 1
838 rs863931(A;A) 1 158612236 SPTA1
839 rs3805435(A;G) 5 150401296 GPX3 3
840 rs652438(A;G) 11 102736642 MMP12 9
841 rs13140055(T;T) 4 80993796 ANTXR2 1



842 rs17216035(A;A) 3 6481625 1
843 rs4747011(C;T) 10 72114378 LRRC20 1
844 rs7151223(A;A) 14 48564956 1
845 rs815847(G;G) 9 84222618 TLE1 1
846 rs8176592(C;C) 2 188332692 TFPI 1
847 rs12529935(C;T) 6 91015039 1
848 rs12858139(A;A) 13 29058068 FLT1 1
849 rs13225697(C;T) 7 7760481 LOC729852 1
850 rs1431005(T;T) 4 188345368 NKX22 1
851 rs258750(C;C) 5 142661889 NR3C1 4
852 rs7638110(G;T) 3 138903985 1
853 rs873460(T;T) 6 123724482 TRDN 3
854 rs9565164(C;T) 13 76039376 TBC1D4 1
855 rs2630778(C;T) 12 39050589 CPNE8 2
856 rs2391191(A;A) 13 106119446 DAOA 25
857 rs7904463(T;T) 10 51559469 MSMB 2
858 rs1521791(T;T) 18 32027163 1
859 rs1984362(T;T) 4 100070973 LOC100507053 1
860 rs324011(T;T) 12 57502182 STAT6 5

861 rs4792887(C;T) 17 43877020 CRHR1 6
862 rs4822489(T;T) 22 24833760 ADORA2A 2
863 rs9891361(A;G) 17 39659913 KRT13
864 rs1043424(C;C) 1 20977000 PINK1 1
865 rs1051740(C;C) 1 226019633 EPHX1 37
866 rs11161637(G;G) 1 86021169 DDAH1 1
867 rs11666638(A;A) 19 34611749 1
868 rs11706018(C;T) 3 138916393 1
869 rs12338076(C;C) 9 139121740 QSOX2 2



870 rs12654812(A;A) 5 176794191 RGS14 2
871 rs1383934(C;C) 4 73417524 ADAMTS3 1
872 rs151997(A;A) 5 50233199 1
873 rs17693963(A;C) 6 27710165 2
874 rs1885120(C;G) 20 33576989 MYH7B 7
875 rs2161612(C;C) 5 39107100 FYB 1
876 rs2238151(C;C) 12 112211833 ALDH2 4
877 rs237889(T;T) 3 8802483 OXTR 4
878 rs2388896(A;A) 10 8954224 1
879 rs25406(T;T) 20 5099636 PCNA 1
880 rs294588(T;T) 5 162998515 1
881 rs3006564(T;T) 10 30177888 1
882 rs362998(C;T) 20 10277621 SNAP25 1
883 rs3762271(A;A) 1 197070442 ASPM 1
884 rs3796804(G;T) 4 82009707 PRKG2 1
885 rs3816804(C;T) 12 56680745 CS 1
886 rs4254535(C;C) 2 69198388 1
887 rs4699587(A;G) 4 95615769 1
888 rs4764043(C;T) 12 14115482 GRIN2B 1
889 rs4852324(C;T) 2 74202578 DGUOKAS1 1

890 rs506500(T;T) 5 78414337 BHMT 1
891 rs5743030(A;G) 2 190678545 PMS1 2
892 rs600550(T;T) 11 59997666 MS4A4E 1
893 rs6445961(A;A) 3 58232659 ABHD6 1
894 rs654723(C;C) 11 128586155 FLI1 1
895 rs6682654(G;G) 1.8x increased risk for rheumatoid arthritis 1 160809003 CD244 4
896 rs670139(A;A) 11 59971795 MS4A4E 3
897 rs6918586(C;C) 6 26097384 HFE 1



898 rs6948404(C;T) 7 36610493 AOAH 1
899 rs741810(A;A) 16 31193942 FUS 1
900 rs7586970(C;C) 2 188343497 TFPI 2
901 rs7594951(C;T) 2 31791793 SRD5A2 1
902 rs8018687(C;T) 14 64694082 ESR2 1
903 rs840616(T;T) 2 188196469 1
904 rs908670(C;C) 2 172690180 SLC25A12 1
905 rs9825379(A;G) 3 141137035 ZBTB38 1
906 rs9906543(C;C) 17 35519222 ACACA 1
907 rs10513137(C;T) 3 141143430 ZBTB38 2
908 rs1799999(G;T) 7 113518434 PPP1R3A 3 3
909 rs2094962(A;G) 9 137816459 1
910 rs3758505(G;T) 10 94334778 IDE 3
911 rs10052957(A;A) 5 142786701 NR3C1 5
912 rs13106227(G;G) 4 77418681 SHROOM3 1
913 rs1523130(A;A) 3 119499507 NR1I2 5
914 rs2086452(G;G) 15 100728663 ADAMTS17 1
915 rs2228479(A;G) 16 89985940 MC1R 8
916 rs2650951(C;T) 3 122368347 1
917 rs3766379(T;T) 1.9x increased risk for rheumatoid arthritis 1 160807715 CD244 4
918 rs3922(C;C) 11 118765600 CXCR5 1

919 rs417309(A;G) 22 20098544 DGCR8 4
920 rs7240004(G;G) 18 46395022 1
921 rs7799006(T;T) 7 2278226 FTSJ2 1
922 rs10490624(A;G) 2 118862492 INSIG2 3
923 rs2769605(G;G) 9 87912671 2
924 rs4823246(G;G) 22 45011761 LINC00229 1
925 rs12149070(C;T) 1 70913984 1



926 rs2232316(A;G) 2 169757562 G6PC2 2
927 rs6857559(C;T) 4 189120911 1
928 rs6894268(A;A) 5 179032488 RUFY1 1
929 rs12489747(A;G) 3 166432167
930 rs2647044(A;G) 6 32667910 2
931 rs10174949(A;A) 2 8442248 LINC00299 1
932 rs10838738(G;G) 11 47663049 MTCH2 8
933 rs10857561(A;A) 10 49608638 MAPK8 2
934 rs11134178(C;T) 5 6834167 3
935 rs11984145(C;T) 7 38835035 VPS41 1
936 rs11995252(C;T) 8 122621909 1
937 rs12035082(C;C) 1 172898377 6
938 rs1555048(A;A) 22 50688348 HDAC10 1
939 rs1556547(G;G) 6 10270377 1
940 rs16928809(A;G) 11 2936952 SLC22A18 1
941 rs1896731(C;C) 5 25899020 2
942 rs2110726(T;T) 2 102794282 IL1R1 1
943 rs2402118(A;A) 7 116428573 MET 3
944 rs2489188(G;G) 1 92332489 TGFBR3 1
945 rs2771051(G;G) 9 120287708 1
946 rs2836770(G;G) 21 40314704 1
947 rs4151657(C;C) 6 31917540 CFB 2

948 rs4752066(G;T) 10 119227342 1
949 rs4752856(A;A) 11 47648042 MTCH2 1
950 rs4791707(T;T) 17 8366163 NDEL1 1
951 rs515910(G;G) 10 105966404 C10orf79 1
952 rs548294(A;A) 5 152868437 GRIA1 2
953 rs551238(C;C) 7 100321528 EPO 3



954 rs6049839(T;T) 20 2518565 TMC2 1
955 rs656319(T;T) 8 9814411 1
956 rs6912834(A;G) 6 12295535 EDN1 1
957 rs696217(G;T) 3 10331457 GHRL 15
958 rs7027203(C;C) 9 96562563 1
959 rs7105881(T;T) 11 112456221
960 rs7222197(A;A) 17 53047499 STXBP4
961 rs727479(G;G) 15 51534547 CYP19A1 8
962 rs737337(C;T) 19 11347493 DOCK6 1
963 rs743446(T;T) 21 40056423 1
964 rs7494064(C;T) 14 66287910 1
965 rs7581919(C;T) 2 15664756 NBAS 1
966 rs7588567(C;C) 2 134363032 1
967 rs7924357(A;G) 11 102628052 1
968 rs7955732(T;T) 12 72724995 TRHDE 1
969 rs8122(A;A) 7 87906171 STEAP4 3
970 rs8136803(G;T) 22 33237112 TIMP3 2
971 rs952094(A;A) 1 158584091 SPTA1
972 rs1032757(C;T) 5 81939318 1
973 rs2228137(C;T) 19 7763248 FCER2 3
974 rs3118361(A;G) 6 28898287 1
975 rs487083(A;C) 6 102026932 GRIK2 1
976 rs494562(C;T) 6 86117129 1
977 rs728616(A;C) 10 81847914 C10orf57 1
978 rs9332975(A;G) 2 31750417 SRD5A2 1
979 rs944045(A;G) 14 64701446 ESR2 1
980 rs1999805(C;C) 6 152068364 ESR1 7
981 rs237899(A;A) 3 8808515 OXTR 2
982 rs2639889(G;G) 16 61123147 1



983 rs3761422(T;T) 22 24826672 ADORA2A 7
984 rs4953023(A;G) 2 44074000 ABCG8 4
985 rs7173947(C;C) 15 95270467 1
986 rs842304(A;A) 9 7682601 1
987 rs1494508(T;T) 12 65842258 MSRB3 1
988 rs9363918(G;G) 6 69142008 1
989 rs10061997(C;T) 5 150658987 SLC36A3 1
990 rs12543473(G;T) 8 127781440 1
991 rs16834817(A;G) 3 123578033 MYLK 1
992 rs253072(G;G) 5 76024819 F2R 1
993 rs4702435(C;T) 5 7155612 1
994 rs713330(C;C) 11 35223945 CD44 2
995 rs1803965(C;T) 10 131506192 MGMT 5
996 rs1024161(T;T) 2 204721752 5
997 rs1040461(C;T) 6 57055354 RAB23 2
998 rs1047840(A;A) 1 242042301 EXO1 9
999 rs10494373(A;C) 1 162619362 DDR2
1000 rs10503256(A;A) 8 4214179 CSMD1 1
1001 rs10518693(T;T) 15 40700022 IVD 1
1002 rs10833(A;A) 4 142654547 IL15 9
1003 rs10937275(A;G) 3 186650790 ST6GAL1 4
1004 rs10975003(C;C) 9 5213687 2
1005 rs11600875(C;T) 11 121356968 SORL1 2
1006 rs11655470(T;T) 17 43795433 CRHR1 1
1007 rs11755724(A;A) 6 7118990 RREB1 2
1008 rs12644436(A;A) 4 88805208 1
1009 rs13403289(C;C) 2 180216731 1
1010 rs1372857(G;G) 17 54681042 1



1011 rs1437898(T;T) 2 133746630 NCKAP5 2
1012 rs1617640(G;G) 7 100317298 EPO 8
1013 rs17390445(A;A) 4 34893855 2
1014 rs1755289(T;T) 9 17938351 3
1015 rs17746001(C;T) 4 180655625 1

1016 rs1800759(A;A) increased risk for alcohol or drug
dependence; increased agreeableness (?) 4 100065509 ADH4 10

1017 rs1816071(G;G) 5 160759956 GABRB2 9
1018 rs2002030(C;T) 8 11276542 C8orf12 1
1019 rs2063640(A;C) 3 102203045 2
1020 rs2075672(T;T) 7 100240296 TFR2 1
1021 rs2075800(A;A) 6 31777946 HSPA1L 5
1022 rs2194980(A;A) 12 115502718 2
1023 rs2259571(C;C) 6 31583827 AIF1 2
1024 rs2260000(C;C) 6 31593476 PRRC2A 1
1025 rs2293855(A;A) 8 11177410 MTMR9 2
1026 rs231775(G;G) 2 204732714 CTLA4 88
1027 rs231779(T;T) 2 204734487 CTLA4 9
1028 rs259919(T;T) 6 30025503 NCRNA00171 2
1029 rs2827312(T;T) 21 23631676 1
1030 rs2943559(A;G) 8 76417937 1
1031 rs3017493(A;G) 11 70665521 SHANK2 1
1032 rs3027009(A;G) 1 159173887 DARC 1
1033 rs3212346(A;G) 16 89982358 MC1R 1
1034 rs3818247(T;T) 20 43057480 HNF4A 5
1035 rs3931397(G;T) 4 149079497 NR3C2 1
1036 rs41360247(C;T) 2 44073656 ABCG8 3
1037 rs4142110(C;C) 13 42754522 DGKH 1
1038 rs4251545(A;G) 12 44180295 IRAK4 3



1039 rs4324798(A;G) 6 28776117 TRNAF5 4
1040 rs4771859(T;T) 13 93088651 GPC5 1
1041 rs4932194(C;C) 15 89245239 1
1042 rs4961252(G;G) 8 142104944 1
1043 rs507392(C;C) 7 100319936 EPO 2
1044 rs6741029(T;T) 2 75345195 TACR1 1
1045 rs6756629(A;G) 2 44065090 ABCG5 11
1046 rs7214479(T;T) 17 69190949 2
1047 rs738499(G;G) 22 41777100 TEF 4
1048 rs7737692(G;G) 5 1461167 LPCAT1 1
1049 rs7827290(G;G) 8 142300315 1
1050 rs7866070(G;G) 9 132444099 PRRX2 1
1051 rs7873102(T;T) 9 38041142 SHB 1
1052 rs7950811(A;C) 11 92651002 MIR1942 1
1053 rs8215(T;T) 14 75936517 JDP2 1
1054 rs894157(C;T) 15 90168108 TICRR 1
1055 rs9289231(G;T) 3 123774078 KALRN 4
1056 rs9299(G;G) 17 46669430 HOXB5
1057 rs1125488(A;C) 9 21481556 IFNE 1
1058 rs180275(C;T) 7 93535470 GNGT1 1
1059 rs1864729(C;T) 8 98282189 1
1060 rs242939(A;G) 17 43895579 CRHR1 7
1061 rs11583200(C;C) 1 50559820 ELAVL4 1
1062 rs11931074(G;T) 4 90639515 13

1063 rs12579350(A;G) 12 5797101 ANO2 3
1064 rs17050272(A;A) 2 121306440 1
1065 rs1906953(C;T) 6 34036446 GRM4 1
1066 rs2014307(A;A) 10 124217632 ARMS2 1



1067 rs2152750(A;A) 6 152070145 ESR1 1
1068 rs2297595(C;T) 1 98165091 DPYD 1
1069 rs2310173(T;T) 2 102663628 5
1070 rs4132699(C;C) 9 92036427 SEMA4D 1
1071 rs4973768(T;T) 3 27416013 SLC4A7 17
1072 rs6761276(T;T) 2 113832312 IL1F10 3
1073 rs7565792(T;T) 2 48649705 1
1074 rs808225(G;G) 14 58397916 1
1075 rs2705293(A;G) 8 138918945 FLJ45872 2
1076 rs992037(T;T) highest lysine values 6 162001436 PARK2 2
1077 rs12455580(T;T) 18 75638023 1
1078 rs2835630(G;G) 21 38521842 TTC3
1079 rs1015213(C;T) 8 52887541 3
1080 rs10237118(A;C) 7 140231130 DENND2A 1
1081 rs10510452(G;G) 3 16625048 1
1082 rs10876550(G;G) 12 54712308 1
1083 rs11070098(C;C) 13 95505262 1
1084 rs11082762(A;A) 18 21365853 LAMA3 1
1085 rs12289128(C;G) 11 102679966 LOC100288077 1
1086 rs12719481(G;G) 5 135514055 SMAD5 1
1087 rs12874278(C;T) 13 50935922 RPL34P26 1
1088 rs131654(G;G) 22 21917190 UBE2L3 1
1089 rs13166063(C;C) 5 135494074 SMAD5 1
1090 rs1391768(C;C) 17 8340866 NDEL1 1
1091 rs1424760(C;C) 2 163781787 1

1092 rs164288(A;G) 1 160604473 SLAMF1 5
1093 rs16861205(A;G) 3 186561634 ADIPOQ 4
1094 rs17051076(A;G) 4 131650867 1



1095 rs1714746(C;C) 8 4105147 CSMD1 1
1096 rs17183814(A;G) 2 166152389 SCN2A 1
1097 rs17229285(C;C) 2 199523122 1
1098 rs17305573(C;T) 20 33180152 PIGU 2
1099 rs1780159(C;T) 9 15157977 1
1100 rs1913517(G;G) 10 50119054 WDFY4 2
1101 rs1923834(C;T) 13 28360487 1
1102 rs2157249(C;C) 22 36631039 APOL2
1103 rs2278236(C;C) 19 8431581 ANGPTL4 2
1104 rs2307449(C;C) 15 89863928 POLG 4
1105 rs237902(A;A) 3 8809184 OXTR 3
1106 rs2421826(C;C) 11 35230605 CD44 1
1107 rs27323(G;G) 5 52552239 1
1108 rs2736428(A;A) 6 31843924 SLC44A4 2
1109 rs2820312(A;A) 1 201869257 LMOD1
1110 rs289747(A;A) 16 57023938 NLRC5 3
1111 rs2899470(T;T) 15 51503677 CYP19A1 2
1112 rs2977227(C;C) 1 17576328 PADI3 1
1113 rs3206634(C;C) 5 135516203 SMAD5 1
1114 rs3746544(C;C) 20 10287084 SNAP25 9
1115 rs3764941(C;C) 5 135469527 SMAD5 1
1116 rs4129733(G;G) 4 72963020 NPFFR2 2
1117 rs4237591(C;C) 11 98466268 1
1118 rs4269515(A;G) 8 107909009 1
1119 rs4328821(A;G) 3 128316435 1
1120 rs4938534(G;G) 11 111275133 1

1121 rs5762311(A;G) 22 28090207 1
1122 rs627928(T;T) 1 182551337 RNASEL 2



1123 rs6420094(G;G) 5 176817636 SLC34A1 1
1124 rs6532194(C;T) 4 90780902 2
1125 rs6678914(A;A) 1 202187176 LGR6 1
1126 rs6865297(G;G) 5 135515708 SMAD5 1
1127 rs7192208(G;T) 16 77329641 ADAMTS18 1
1128 rs7775861(T;T) 6 51068717 1
1129 rs8636(T;T) 20 10287742 SNAP25 3
1130 rs864537(C;C) 1 167411384 CD247 3
1131 rs885822(C;C) 10 72358577 PRF1 5
1132 rs967582(G;G) 1 50582172 ELAVL4 4
1133 rs9947954(C;C) 18 46240711 CTIF 1
1134 rs10490625(C;T) 2 118859556 INSIG2 1
1135 rs11574143(A;G) 12 48234917 VDR 1
1136 rs2043599(C;T) 19 56451049 1
1137 rs2462692(A;C) 10 7144255
1138 rs3016539(A;G) 6 162236075 PARK2 1
1139 rs3749971(C;T) 6 29342775 OR12D3 4
1140 rs6350(C;T) 5 1443199 SLC6A3 2
1141 rs836132(C;T) 11 34555191 1
1142 rs12044355(C;C) 1 231844347 DISC1 4
1143 rs12373237(G;G) 18 21425936 LAMA3 2
1144 rs12885300(T;T) 14 80678266 DIO2 4
1145 rs203674(C;C) 1 196684625 CFH 2
1146 rs2978974(A;A) 8 143751864 JRK 2
1147 rs3171425(A;A) 21 34668747 IL10RB 2
1148 rs3794624(A;A) 16 88717074 CYBA 2
1149 rs3845624(G;G) 1 159218266 1

1150 rs698172(T;T) 5 127154927 RBFA 1



1151 rs7678436(A;G) 4 17797966 2
1152 rs1354492(A;A) 17 31737421 ACCN1 1
1153 rs2732552(A;A) 11 35084592 1
1154 rs4646404(T;T) 17 17420199 PEMT 1
1155 rs6914091(T;T) 6 112081735 FYN 1
1156 rs7094131(C;C) 10 22847439 PIP4K2A 1
1157 rs7119(A;A) 15 77777632 HMG20A 1
1158 rs7153027(C;C) 14 92427222 5
1159 rs7941030(C;C) 11 122522375 1
1160 rs1031552(C;T) 8 63933190 GGH 2
1161 rs1547651(A;T) 6 43730644 4
1162 rs1644305(T;T) 5 133203596 2
1163 rs4932217(C;C) 15 89902032 LOC100288864 2
1164 rs6884105(A;A) 5 159348443 ADRA1B 1
1165 rs8047395(G;G) 16 53798523 FTO 2
1166 rs16851009(C;T) 2 166630707 GALNT3
1167 rs679620(G;G) 1 higher risk for Achilles tendinopathy? 11 102713620 MMP3 22 1
1168 rs7385804(C;C) 7 100235970 TFR2 5
1169 rs10514718(C;G) 3 61413814 1
1170 rs1440095(C;C) 2 42289666 2
1171 rs4988515(C;T) 7 45932600 IGFBP1 6
1172 rs8004379(A;C) 14 34068701 NPAS3 1
1173 rs10798269(A;A) 1 173309713 LOC100506023 5
1174 rs11216831(A;G) 11 118117018 MPZL3 1
1175 rs11222869(G;G) 11 131901748 NTM 1
1176 rs11542478(A;C) 2 38938 FAM110C 1
1177 rs11967627(A;G) 6 126122564 NCOA7 1
1178 rs1202186(G;G) 7 87213258 ABCB1 2



1179 rs12205363(C;T) 6 129834629 LAMA2 1
1180 rs12637534(A;G) 3 186550201 1
1181 rs1266175(G;G) 17 35468050 ACACA 1
1182 rs12746200(A;G) 1 less cardiovascular disease 1 186849186 PLA2G4A 2 2
1183 rs1332018(G;G) 1 110282972 GSTM3 3
1184 rs16941667(C;T) 12 112244413 ALDH2 3
1185 rs17073641(C;C) 18 62418444 1
1186 rs1709084(A;G) 19 41602470 CYP2A13 1
1187 rs17309827(G;G) 6 3433318 SLC22A23 4
1188 rs1780050(G;G) 1 78400540 NEXN 1
1189 rs1801222(T;T) 10 17156151 CUBN 2
1190 rs1841770(G;G) 3 147756686 4
1191 rs1869839(G;G) 7 114357543 1
1192 rs1876518(A;A) 2 65608909 SPRED2 1
1193 rs1993116(T;T) 11 14910234 CYP2R1 4
1194 rs2060793(A;A) 1 Lower serum levels of vitamin D 11 14915310 CYP2R1 5 1
1195 rs2080272(A;A) 16 11211553 CLEC16A 1
1196 rs2269426(T;T) 6 32076499 TNXB 4
1197 rs2277680(A;A) 17 4638563 CXCL16 2
1198 rs242562(A;A) 17 44026739 MAPT 4
1199 rs243021(T;T) 2 60584819 3
1200 rs2504063(A;A) 6 152090707 ESR1 4
1201 rs2505059(C;C) 6 98495952 1
1202 rs2785197(T;T) 11 35093070 1
1203 rs3026393(T;T) 11 31812215 PAX6 6
1204 rs35444(C;C) 12 115552437 1
1205 rs3755166(A;A) 2 170219881 LRP2 6
1206 rs3792876(C;T) 5 131637309 SLC22A4 9
1207 rs3806624(C;C) 3 27764623 EOMES 1



1208 rs391957(T;T) 9 128004024 HSPA5 7
1209 rs4462262(T;T) 10 59189178 1
1210 rs4521323(A;A) 4 174655914 1
1211 rs4758405(A;A) 11 6324634 1
1212 rs4792192(C;T) 17 11803461 DNAH9 1
1213 rs4908760(G;G) 1 8526142 RERE 1
1214 rs6068020(T;T) 20 50559652 1
1215 rs6102085(G;G) 20 39281629 1
1216 rs6439886(A;G) ? 3 139682495 CLSTN2 5
1217 rs6585424(A;G) 10 81933748 ANXA11 1
1218 rs6986718(A;C) 8 121635396 SNTB1 1
1219 rs7043482(C;C) 9 85135915 2
1220 rs7201(C;C) 16 55539614 MMP2 3
1221 rs7234029(A;G) 18 12877060 PTPN2 5
1222 rs758130(G;G) 15 89873797 POLG 1
1223 rs833052(A;C) 6 43723335 3
1224 rs886427(G;G) 16 3023605 PKMYT1 1
1225 rs9324677(A;A) 5 150513738 ANXA6 1

1226 rs9951307(G;G) 0.10 decreased risk for brain edema after a
stroke 18 24430529 AQP4 1

1227 rs2727261(A;G) 11 61712131 1
1228 rs2854275(G;T) 6 32628428 HLADQB1 1
1229 rs3735972(A;G) 8 87588198 CNGB3 1 1.5
1230 rs4149579(A;G) 12 6447357 TNFRSF1A 1
1231 rs4986850(A;G) 17 41245471 BRCA1 3 2
1232 rs10134944(C;T) 1.4x risk 14 58119196 SLC35F4 1
1233 rs1053989(T;T) 5 76265035 CRHBP 1
1234 rs10903034(C;C) 1 24480905 IL28RA 1
1235 rs11853426(T;T) 15 60609430



1236 rs11970254(T;T) 6 67649216 1
1237 rs17430552(C;T) 5 28955799
1238 rs2056626(G;G) 1 167420425 CD247 5
1239 rs2442572(G;G) 8 6454559 MCPH1 1
1240 rs2551043(C;C) 8 3189896 CSMD1 1
1241 rs355527(A;A) 20 6388068 1

1242 rs5498(G;G)
0.6x decreased risk for diabetic nephropathy
in females with type1 diabetes; increased
malaria risk

19 10395683 ICAM1 33

1243 rs6856616(C;T) 4 38325036 1
1244 rs710865(C;C) 1 19568972 KIAA0090 1
1245 rs7625806(G;G) 3 38080952 DLEC1
1246 rs9864101(C;C) 3 13190384 1
1247 rs2206277(A;G) 6 50798526 TFAP2B 2
1248 rs3020348(C;C) 6 152057914 ESR1 1
1249 rs379489(T;T) 1 196693451 CFH 1
1250 rs6844851(T;T) 4 180688000 1
1251 rs1128127(A;G) 22 24179132 DERL3 1
1252 rs1857353(C;T) 1 75913826 SLC44A5 1
1253 rs10077875(A;A) 5 128722696 1
1254 rs1013368(C;C) 7 131200639 PODXL 1
1255 rs10189050(A;C) 2 23124558 1
1256 rs10748842(C;T) 10 83649739 NRG3 3
1257 rs10876864(G;G) 12 56401085 SUOX 6
1258 rs11171846(C;T) 12 56828056 TIMELESS 1
1259 rs11225434(T;T) 11 102691482 LOC100288077 2
1260 rs12251307(C;T) 10 6123495 4
1261 rs1336472(T;T) 1 65695930 AK4 1
1262 rs1402366(G;T) 3 22766469 2



1263 rs1436958(T;T) 15 62338797 VPS13C 1
1264 rs1511412(A;G) 3 138713704 2
1265 rs1572982(A;A) 6 26094367 HFE 2
1266 rs1672717(C;C) 11 113812733 HTR3B 1
1267 rs16861194(A;G) 3 186559425 ADIPOQ 9
1268 rs17042917(A;G) 2 113870663 1
1269 rs17179740(A;A) 14 64756751 ESR2 1
1270 rs17410015(C;T) 1 101551926 LOC100506029
1271 rs17763373(A;G) 5 173359331 CPEB4 1
1272 rs1884677(C;C) 14 92843828 SLC24A4 1
1273 rs1976403(G;G) 1 21766453 NBPF3 1
1274 rs2073838(A;G) 5 131649222 SLC22A4 10
1275 rs2158836(A;A) 7 107580839 LAMB1 2
1276 rs2212596(C;C) 21 39968534 ERG 1
1277 rs2227491(A;A) 12 68646521 IL22 1
1278 rs2248359(T;T) 20 52791518 CYP24A1 7
1279 rs2546890(G;G) 5 158759900 FBXO44 7
1280 rs2811893(C;C) 1 59162148 MYSM1 1
1281 rs2835621(A;A) 21 38510616 TTC3 1
1282 rs3094509(T;T) 17 36062299 HNF1B 1
1283 rs333970(C;C) 1 110466338 CSF1 2
1284 rs346923(A;G) 4 53412129 2
1285 rs366676(C;C) 6 88717766 2
1286 rs3771833(C;T) 2 75366937 TACR1 1
1287 rs3821831(T;T) 3 52853401 ITIH4 1
1288 rs41464348(C;C) 2 33527299 LTBP1 1
1289 rs4333130(C;C) 4 80949829 ANTXR2 4
1290 rs502581(C;C) 11 59860178 MS4A2 2
1291 rs644695(A;G) 3 177291697 LOC100505566 1



1292 rs660339(T;T) 11 73689104 UCP2 4
1293 rs6739130(A;G) 2 238689369 LRRFIP1 2

1294 rs6817306(C;T) 4 17868058 LCORL 1
1295 rs6907340(T;T) 6 19803768 NIPSNAP3A 1
1296 rs7144018(C;T) 14 57607067 1
1297 rs7582658(A;A) 2 188947841
1298 rs7583748(A;G) 2 142855291 LRP1B 1
1299 rs7644516(A;G) 3 25922285 2
1300 rs7987649(G;G) 13 28894415 FLT1 1
1301 rs8111071(A;G) 1.5x risk 19 46307406 RSPH6A 2
1302 rs844648(A;A) 1 173223863 LOC100506023 6
1303 rs9388489(G;G) 6 126698719 1
1304 rs957140(A;A) 11 89201627 NOX4 1
1305 rs2232387(A;G) 12 52827608 KRT75 1
1306 rs10905099(A;G) 10 7089016 1
1307 rs11073328(C;T) 15 38764843 FAM98B 1 2
1308 rs2650427(T;T) 16 10114558 GRIN2A 3
1309 rs4509385(T;T) 8 10180196 MSRA 1
1310 rs7935082(T;T) 11 60155000 MS4A7 1
1311 rs9512900(C;C) 13 28429738 2
1312 rs10927101(A;A) 1 244173872 LOC339529 1
1313 rs13177718(C;T) 5 108113344 FER 1
1314 rs1881797(C;T) 1 247689532 LOC148824 1
1315 rs1985317(G;G) 9 120292334 1
1316 rs2020918(T;T) 8 42072438 3
1317 rs610932(C;C) 11 59939307 MS4A6A 4
1318 rs6426514(A;G) 1 228880115 RHOU 1
1319 rs6498169(G;G) common 16 11249329 CLEC16A 17



1320 rs7068341(C;T) 10 16634299 RSU1 1
1321 rs2607292(A;G) 5 10372618 MARCH6 1
1322 rs1328369(G;G) 13 93912990 GPC6 2

1323 rs17279437(A;G) 3 45814094 SLC6A20 2
1324 rs7085433(A;G) 10 51593354 TIMM23 2
1325 rs890835(A;C) 5 175956271 RNF44 1
1326 rs17647532(C;T) normal risk? 18 33234072 GALNT1
1327 rs8192472(A;A) 3 42299870 CCK 1
1328 rs11168287(G;G) 12 48285414 VDR 5
1329 rs12434716(C;G) 14 34269167 NPAS3 1
1330 rs10189905(G;T) 2 199679110 1
1331 rs1025398(G;G) 3 113585633 GRAMD1C 2
1332 rs1038304(G;G) 6 151933175 C6orf97 11
1333 rs1045529(T;T) 8 8890098 ERI1 1
1334 rs10483032(A;G) 21 37512565 CBR3 1
1335 rs1071583(T;T) 9 137801800 FCN1 2
1336 rs10738760(A;A) 9 2691186 2
1337 rs10767971(T;T) 11 32895664 1
1338 rs10887199(C;T) 10 81702834 SFTPD 1
1339 rs10917477(G;G) 1 19861106 1
1340 rs10948222(C;C) 6 45244415 SUPT3H 1
1341 rs11594111(A;G) 10 14945406 SUV39H2 1
1342 rs1180243(A;A) 6 83923716 ME1 1
1343 rs1250552(C;C) 10 81058027 ZMIZ1 1
1344 rs12742393(A;A) 1 162224586 NOS1AP 2
1345 rs1325154(C;T) 9 12582565 1
1346 rs1327328(C;C) normal 13 90402833
1347 rs1441586(T;T) 11 59856028 MS4A2 2



1348 rs1444754(C;C) 3 123938217 KALRN 2
1349 rs1490388(T;T) 6 126835655 2
1350 rs1530293(A;A) 15 58210398 1
1351 rs16994592(C;T) 19 6586498 CD70 1

1352 rs17138064(A;G) 17 35189091 1
1353 rs182052(A;A) 3 186560782 ADIPOQ 13
1354 rs2069391(C;T) 12 56359878 CDK2 2
1355 rs2071197(A;G) 20 43030435 HNF4A 5
1356 rs2232228(G;G) 16 69143577 HAS3 1
1357 rs2241802(A;A) 8 28384712 FZD3 1
1358 rs2243115(G;T) 3 159706280 IL12A 14
1359 rs228614(A;A) 4 103578637 MANBA 2
1360 rs2292350(A;A) 17 6901672 ALOX12 2
1361 rs2542151(G;T) 1.3x risk for Crohn's; 1.3x for T1D 18 12779947 PTPN2 35
1362 rs2947253(A;G) 15 36049492 DPH6AS1 1
1363 rs352203(C;C) 8 28394701 FZD3 2
1364 rs37369(C;T) 5 35037115 AGXT2 4
1365 rs3760982(A;A) 19 44286513 KCNN4 1
1366 rs3784262(G;G) 15 58253106 ALDH1A2 1
1367 rs3795958(A;G) 2 26667130 CCDC164 1
1368 rs3816769(C;C) 17 40498273 STAT3 2
1369 rs397020(A;A) 20 1205886 RAD21L1 3
1370 rs4128725(C;T) 1 159405959 3
1371 rs4130590(A;A) 9 130107964 GARNL3 3
1372 rs4311(T;T) 17 61560763 ACE 9
1373 rs4590408(A;G) 8 96106037 1
1374 rs4773144(G;G) 13 110960712 COL4A2 2
1375 rs507230(G;G) 11 35129172 1



1376 rs6017342(A;A) 20 43065028 6
1377 rs606149(A;A) 1 193921548 1
1378 rs6140226(T;T) 20 7226483 2
1379 rs6356(A;A) 11 2190951 TH 4
1380 rs6501455(A;A) 17 69201811 2

1381 rs668459(C;C) 6 139835689 2
1382 rs6931865(A;A) 6 144079854 PHACTR2 1
1383 rs785422(C;T) 15 30173885 1
1384 rs7926920(G;G) 11 102698724 LOC100288077 2
1385 rs7993214(T;T) 13 40350912 COG6 3
1386 rs8112063(C;C) 19 10209711 ANGPTL6 1
1387 rs917906(C;C) 14 78869474 NRXN3 1
1388 rs9257809(A;G) 6 29356331 2
1389 rs9395066(C;C) 6 45095163 SUPT3H 1
1390 rs9456721(A;A) 6 162300908 PARK2 1
1391 rs961253(A;A) 20 6404281 22
1392 rs1133906(A;G) 7 92764982 SAMD9L 1
1393 rs1893217(C;T) 18 12809340 PTPN2 13
1394 rs2214102(A;G) 7 87229501 ABCB1 3
1395 rs2231164(A;G) 4 89015857 ABCG2 1
1396 rs2287497(C;T) 17 7592780 WRAP53 2
1397 rs242936(C;T) 17 43899209 CRHR1 1
1398 rs302864(C;T) 17 56757584 TEX14 1
1399 rs6151429(A;G) 22 51063477 ARSA 1
1400 rs10757283(T;T) 9 22134172 3
1401 rs11216126(A;C) 11 116617240 BUD13 1
1402 rs12591359(A;A) 15 51539368 CYP19A1 1
1403 rs1432679(C;C) 5 158244083 EBF1 2



1404 rs3093030(T;T) 19 10397403 ICAM1 4
1405 rs3816587(C;C) 1.3x risk 4 25417244 ANAPC4 4
1406 rs4766152(T;T) 12 3750128 EFCAB4B 1
1407 rs4796119(C;T) 17 34193088 C17orf66 1
1408 rs6759535(T;T) 2 188238101 CALCRL 1
1409 rs727333(A;C) 21 41702947 DSCAM 1

1410 rs7909670(T;T) 10 12918764 1
1411 rs9601248(T;T) 13 80169004 1
1412 rs9919839(C;T) 13 72174353 DACH1 1

1413 rs4148740(C;T) 7x more likely to respond to certain
antidepressants 7 87152103 ABCB1 2

1414 rs751141(C;T) 8 27373865 EPHX2 6
1415 rs3817655(A;T) 17 34199641 CCL5 6
1416 rs11650106(C;C) 17 57850251 VMP1 1
1417 rs259964(A;A) 20 57824309 ZNF831 1
1418 rs525720(A;G) 15 35089134 ACTC1 1
1419 rs1597944(T;T) 2 234504098 1
1420 rs1800974(A;A) 12 56089357 ITGA7
1421 rs9348440(C;T) 6 20641336 CDKAL1 1
1422 rs1143672(A;A) 3 121648168 SLC15A2 1
1423 rs1549759(A;G) 7 150753464 CDK5 1
1424 rs17722851(A;T) 17 26110836 NOS2 2
1425 rs4305(A;A) 17 61558229 ACE 4
1426 rs7657958(A;G) 4 69682795 UGT2B10 2
1427 rs7755681(C;C) 6 161996370 PARK2 1
1428 rs7775397(G;T) 6 32261252 C6orf10 6
1429 rs1655285(C;G) 1 231699474 TSNAX 1
1430 rs3117103(A;T) 6 32349557 1
1431 rs1001761(T;T) 18 662103 TYMS 3



1432 rs10456809(T;T) 6 17813825 KIF13A 1
1433 rs10500715(G;G) 11 9973062 SBF2 1
1434 rs10515889(A;G) 5 164546897 LOC100507193 1
1435 rs10520789(A;G) 15 96141867 1
1436 rs1073810(C;T) 3 70483230 1
1437 rs11174811(A;C) 12 63540476 AVPR1A 2
1438 rs11656696(A;A) 17 10033679 GAS7 1
1439 rs11759115(C;T) 6 37641030 MDGA1 1
1440 rs12483148(C;T) 21 37013621 1
1441 rs12503643(T;T) 4 185746088 ACSL1 1
1442 rs1264202(T;T) 8 102227923 1
1443 rs13130484(T;T) 4 45175691 4
1444 rs133885(A;A) 22 26159289 MYO18B 1
1445 rs1424233(G;G) 16 79682751 12
1446 rs17740607(A;G) 15 50555544 HDC 3
1447 rs2274459(A;G) 6 33762242 MLN 1
1448 rs2336725(C;C) 3 53118739 LOC100287762 1
1449 rs2587695(G;G) 2 120321817 PCDP1 1
1450 rs2847149(A;A) 18 666371 TYMS 1
1451 rs2853694(A;A) 5 158749088 IL12B 6
1452 rs2989727(C;C) 9 137811698 FCN1 3
1453 rs3212891(C;C) 11 69465507 CCND1 4
1454 rs4143245(C;C) 9 117033022 COL27A1 1
1455 rs4712972(A;G) 6 25772047 SLC17A4 1
1456 rs4741746(C;T) 9 2618969 FLJ35024 1
1457 rs560096(C;T) 11 68678962 IGHMBP2
1458 rs591058(C;C) 1 higher risk for Achilles tendinopathy? 11 102711338 MMP3 1 1
1459 rs6196(A;G) 5 142661490 NR3C1 4
1460 rs649392(G;G) 11 69464793 CCND1 1



1461 rs6720394(G;T) 2 111989372 LOC100505634 1
1462 rs6867265(A;G) 5 130413981 1
1463 rs6941421(C;C) 6 15089151 2
1464 rs700518(A;A) 15 51529112 CYP19A1 17
1465 rs7044355(G;G) 9 8196511 1
1466 rs7178424(T;T) 15 62380259 1
1467 rs7190823(C;C) 16 89866043 FANCA 1
1468 rs7211777(G;G) 17 40534075 STAT3 2
1469 rs757863(G;G) 7 77671381 MAGI2 1
1470 rs7602441(A;G) 2 14801501 1
1471 rs762421(G;G) 21 45615561 2
1472 rs7765379(G;T) 6 32680928 5
1473 rs8073783(C;C) 17 51237941 2
1474 rs885863(G;G) 7 158820969 VIPR2 2
1475 rs9295740(A;G) 6 27689502 TRNAL16 4
1476 rs9500256(A;A) 6 58308955 1
1477 rs9891119(C;C) 17 40507980 STAT3 5
1478 rs12713956(C;T) 2 21241505 APOB 1
1479 rs2280789(C;T) 17 34207003 CCL5 10
1480 rs2403106(C;T) 12 84008275 1
1481 rs263238(C;T) 8 131812033 ADCY8 1
1482 rs2967951(A;G) 5 10464107 ROPN1L 1
1483 rs3213207(A;G) 6 15628102 DTNBP1 20
1484 rs5393(A;C) 3 170744920 SLC2A2 3
1485 rs1003199(C;C) 5 158755566 IL12B 1
1486 rs11122319(G;G) 1 231808282 DISC1 1
1487 rs12042938(T;T) 1 231816842 DISC1 1
1488 rs12151144(A;C) 19 12912396 PRDX2 1



1489 rs12445126(A;G) 16 17739692 1
1490 rs12603332(T;T) 17 38082807 ORMDL3 2
1491 rs1413885(C;C) 1 65815659 DNAJC6 1
1492 rs17275498(A;C) 2 231420401 1
1493 rs2239670(A;G) 5 71015503 CARTPT 2
1494 rs2296603(A;A) 10 90763127 FAS 3
1495 rs2903308(G;G) 16 13656885 1
1496 rs3119939(T;T) 13 63638329 1
1497 rs3130297(C;T) 6 32198981 4
1498 rs6042507(G;T) 20 1459060 SIRPB2 1
1499 rs704010(A;A) 10 80841148 ZMIZ1 6
1500 rs724016(G;G) 3 141105570 ZBTB38 7
1501 rs7762152(A;G) 6 42139825 GUCA1A
1502 rs966321(C;C) 1 4315204 3
1503 rs9897526(A;G) 17 42426940 GRN 7
1504 rs1980493(A;G) 6 32363215 BTNL2 3
1505 rs757343(A;G) 12 48239675 VDR 8
1506 rs10883866(C;G) 10 83643639 NRG3 4
1507 rs4946651(G;G) 6 105369510 1
1508 rs7430431(C;C) 3 46541147 RTP3 1
1509 rs755109(C;C) 9 100696203 HEMGN 2
1510 rs7579944(T;T) 2 30445026 1
1511 rs7616006(G;G) 3 12267648 1
1512 rs868903(T;T) 11 1242690 MUC5AC 1
1513 rs886774(G;G) 7 107495434 1
1514 rs9470794(C;T) 6 38106844 ZFAND3 2
1515 rs11805657(C;T) 1 241119026 RGS7 1
1516 rs12917(C;T) 10 131506283 MGMT 20
1517 rs10849061(C;C) 12 4523456 1



1518 rs1948368(G;G) 1 101938477 1
1519 rs2659005(A;A) 17 79218714 SLC38A10 1
1520 rs7934606(A;A) 11 1093945 MUC2 2
1521 rs10038113(C;C) 5 25902342 3
1522 rs10046(C;C) 15 51502986 CYP19A1 18
1523 rs10070303(C;T) 5 177840382 COL23A1 1
1524 rs10097731(G;T) 8 82027672 1

1525 rs10144225(A;G) 14 64704994 ESR2 1
1526 rs10427027(C;T) 19 12911285 PRDX2 1
1527 rs10459592(T;T) 15 51536141 CYP19A1 3
1528 rs10472828(T;T) 5 32888818 5
1529 rs10486607(C;T) 7 29184489 CPVL 1
1530 rs10509328(C;T) 10 72767409 1
1531 rs10734652(T;T) 11 10150212 SBF2 1
1532 rs10852521(T;T) 16 53804965 FTO 5
1533 rs11064994(A;G) 12 120455764 CCDC64 1
1534 rs1143671(T;T) 3 121647286 SLC15A2 2
1535 rs11603334(A;G) 11 72432985 ARAP1 2
1536 rs1179246(C;C) 12 68640583 IL22 1
1537 rs13119723(A;G) 4 123218313 KIAA1109 14
1538 rs1377638(C;T) 2 5293525 1
1539 rs153109(C;C) 16 28519096 IL27 3
1540 rs16861329(C;T) 3 186666461 ST6GAL1 3
1541 rs17042171(A;C) 4 111708287 2
1542 rs17288723(C;T) 13 47457693 HTR2A 1
1543 rs17708574(A;G) 5 149521238 PDGFRB 1
1544 rs1925265(G;G) 10 119604938 1
1545 rs1957895(G;T) 14 61908332 PRKCH 1



1546 rs2227485(C;C) 12 68647713 IL22 3
1547 rs2237886(C;T) 11 2810731 KCNQ1 1
1548 rs2257212(A;A) 3 121643804 SLC15A2 1
1549 rs2284553(A;A) 21 34776695 IFNGR2 2
1550 rs2303428(C;T) 2 47703500 MSH2 2
1551 rs25648(C;T) 6 43738977 VEGFA 4
1552 rs26528(G;G) 16 28517709 IL27 1
1553 rs2941484(T;T) 8 76478768 HNF4G 1

1554 rs3020317(C;T) 6 152278741 ESR1 6
1555 rs3096299(C;C) 16 89448663 ANKRD11 1
1556 rs3129763(A;G) 6 32590925 2
1557 rs3130544(A;C) 6 31058340 5
1558 rs3749893(A;A) 6 116571695 TSPYL4 2
1559 rs3847987(A;C) 12 48238068 VDR 2
1560 rs4293(G;G) 17 61555666 ACE 3
1561 rs4464513(G;G) 4 4867322 MSX1 2
1562 rs4557020(C;C) 2 54718181 SPTBN1 1
1563 rs4687718(A;G) 3 53282303 TKT 1
1564 rs502396(C;C) 18 659236 TYMS 3
1565 rs6072081(A;A) 20 39261054 1
1566 rs6440003(A;A) 3 141094209 ZBTB38 9
1567 rs6584400(A;G) 10 83656526 NRG3 4
1568 rs6675668(T;T) 1 95515637 ALG14 1
1569 rs6761234(G;G) 2 203102345 SUMO1 1
1570 rs678962(G;T) 1 172189889 DNM3 3
1571 rs6830062(C;T) 4 18017730 LCORL 11
1572 rs701157(C;C) 1 230674826 2
1573 rs7177792(T;T) 15 89661039 ABHD2 1



1574 rs7599810(G;G) 2 203089268 SUMO1 1
1575 rs7631605(C;C) 3 37234589 1

1576 rs763317(A;A) 3.5x increased lung cancer risk for never
smoking females 7 55095197 EGFR 3

1577 rs7690296(G;G) 4 95561459 PDLIM5 1
1578 rs7769979(A;A) 6 32723572 HLADQB2 1
1579 rs8017455(C;T) 14 81575454 TSHR 2
1580 rs8044769(T;T) 16 53839135 FTO 8
1581 rs864265(G;T) 3 186554292 2
1582 rs890(T;T) 12 13715308 GRIN2B 6

1583 rs911541(A;G) 1.58x increased risk of Alzheimer's 10 101433392 ENTPD7 1
1584 rs934734(C;C) 2 65595586 SPRED2 1
1585 rs9951602(C;T) 18 76657779 2
1586 rs11574790(C;T) 5 158743846 IL12B 1
1587 rs1887994(G;T) 14 64760611 ESR2 5
1588 rs2598116(G;T) 7 37946348 SFRP4 1
1589 rs2906966(A;C) 17 15331517 LOC100287829 1
1590 rs2918419(A;G) 5 142722353 NR3C1 1
1591 rs3181224(C;T) 5 158740850 IL12B 4
1592 rs593982(A;G) 11 65513107 1
1593 rs707824(A;G) 6 14636963 1
1594 rs756275(A;G) 5 159351460 ADRA1B 1
1595 rs8321(G;T) 6 30032522 ZNRD1 3
1596 rs11143609(A;G) 9 76158682 1
1597 rs174570(C;T) 11 61597212 FADS2 11
1598 rs1799969(A;G) slightly higher breast cancer risk 19 10394792 ICAM1 27
1599 rs1836127(T;T) 12 93550301 LOC643339 1
1600 rs2268387(C;C) 12 109643695 ACACB 1



1601 rs2274328(C;C) 1 9009444 CA6 2
1602 rs2296147(C;C) 13 103498375 BIVMERCC5 5
1603 rs3750920(T;T) 11 1309956 TOLLIP 1
1604 rs3918341(G;G) 13 106120419 DAOA 4
1605 rs415407(G;G) 5 55414956 ANKRD55 1
1606 rs7104745(G;G) 11 125873102 CDON 1
1607 rs6133(G;T) 1 169565346 SELP 10
1608 rs9922619(G;G) 16 53831771 FTO 2
1609 rs10162002(A;G) 13 24042510 LINC00327 1
1610 rs10235789(T;T) 7 83656800 SEMA3A 1
1611 rs12800734(G;G) 11 120836754 GRIK4 1

1612 rs13290997(A;A) 9 119314217 ASTN2 1
1613 rs1406428(C;T) 2 51736994 CEACAM3 1
1614 rs1937(C;G) 10 60145342 TFAM 9
1615 rs2186410(A;G) 11 62685417 CHRM1 1
1616 rs2266928(A;C) 16 580124 SOLH 1
1617 rs3763627(A;T) 9 2076174 SMARCA2 2
1618 rs465646(A;G) 6 111620758 REV3L 1
1619 rs6719977(T;T) 2 42985803 2
1620 rs6763931(A;A) 3 141102833 ZBTB38 9
1621 rs7278863(A;G) 21 41165708 IGSF5 1
1622 rs784133(T;T) 6 116950833 RSPH4A 1
1623 rs9548988(C;C) 13 40505510 1
1624 rs2287499(C;G) 17 7592168 WRAP53 6
1625 rs3204145(A;T) 9 111651620 IKBKAP
1626 rs2837254(A;G) 21 41221301 1
1627 rs3781638(C;C) 11 92713507 MTNR1B 3
1628 rs675520(G;G) 6 137993232 3



1629 rs6817105(C;T) 4 111705768 1
1630 rs10182181(G;G) 2 25150296 1
1631 rs10253361(C;C) 7 121275229 1
1632 rs10488029(A;G) 7 37067395 ELMO1 1
1633 rs10803016(T;T) 1 242274908 PLD5 1
1634 rs10905651(G;G) 10 10073544 1
1635 rs11249215(A;A) 1 25297184 1
1636 rs11880198(A;G) 19 3159769 GNA15 1
1637 rs12022722(T;T) 1 219651133 1
1638 rs12075079(A;G) 1 172219995 DNM3 1
1639 rs12186500(A;A) 5 180176005 1
1640 rs12570744(C;T) 10 6789463 1

1641 rs12734991(C;C) 1 162194576 NOS1AP 1
1642 rs12899618(A;G) 15 71645120 THSD4 3
1643 rs1292053(C;C) 17 57963537 TUBD1 1
1644 rs1400986(C;T) 1 207038686 IL20 3
1645 rs1436904(G;G) 18 24570667 CHST9 1
1646 rs1561570(C;C) 10 13155726 OPTN 4
1647 rs16896068(A;G) 4 17944840 LCORL 6
1648 rs17301853(C;T) 1 174552811 RABGAP1L 1
1649 rs1799821(G;G) 1 53676448 CPT2 2
1650 rs1800764(C;C) 17 61550529 ANAPC16 13
1651 rs1901223(A;A) 4 62660731 LPHN3
1652 rs1994816(A;G) 4 180968431 1
1653 rs2070729(T;T) 5 131819921 IRF1 3
1654 rs2237878(A;G) 11 2766282 KCNQ1 1
1655 rs2306580(C;G) 17 40491680 STAT3 2
1656 rs2824292(G;G) 21 18787176 3



1657 rs2982694(G;T) 6 152285687 ESR1 1
1658 rs3130380(A;G) 6 30279130 HCG18 1
1659 rs314280(C;C) 6 105400837 LOC100129852 3
1660 rs3732860(T;T) 3 42914012 CYP8B1 2
1661 rs3736234(C;C) 12 10313134 OLR1 2
1662 rs3793490(G;T) 9 2095958 SMARCA2 2
1663 rs3795578(T;T) 1 204112984 ETNK2 1
1664 rs404860(C;T) 6 32184345 NOTCH4 1
1665 rs4380874(T;T) 7 107480315 1
1666 rs4444073(C;C) 11 10331664 2
1667 rs4712652(G;G) 6 22078615 LINC00340 5
1668 rs554653(T;T) 6 6547487 LY86AS1 1
1669 rs6733301(A;G) 2 25276284 EFR3B 1
1670 rs703817(A;A) 12 57489828 STAT6 2
1671 rs712012(C;C) 3 195964687 PCYT1A 2
1672 rs718545(A;G) 14 30489623 1
1673 rs722555(G;G) 2 231033516 SP110 2
1674 rs7282490(G;G) 21 45615741 1
1675 rs7309(G;G) 2 162092640 TANK 1
1676 rs7313402(A;A) 12 108602970 WSCD2 1
1677 rs761167(G;G) 6 52111808 SLC25A20P1 1
1678 rs7651039(C;C) 3 15648004 BTD 1
1679 rs7837791(T;T) 8 60179086 1
1680 rs833061(C;C) 6 43737486 VEGFA 23
1681 rs885861(C;C) 7 158821547 VIPR2 1
1682 rs9504361(G;G) 6 577820 EXOC2 1
1683 rs1487630(A;G) 4 38335823 1
1684 rs1625895(A;G) 17 7578115 TP53 21
1685 rs2020927(C;T) 9 107553185 ABCA1 1



1686 rs2373115(G;T) normal 11 78091150 GAB2 13 0.1
1687 rs3134792(A;C) 6 31312326 4
1688 rs10492604(C;T) 13 58904313 2
1689 rs11782819(T;T) 8 10334781 LOC100419209 1
1690 rs12636148(C;T) 3 162131408 1
1691 rs13146789(T;T) 4 30668535 1
1692 rs1541364(G;G) 5 136902696 1
1693 rs163030(C;C) 5 76781471 WDR41 1
1694 rs2043112(T;T) 5 38955796 RICTOR 1
1695 rs3130352(C;T) 6 30328357 UBQLN1P
1696 rs4371677(A;A) 4 57516896 HOPX
1697 rs679581(G;G) 11 65746653 SART1 1
1698 rs727532(A;G) 10 116204776 ABLIM1 2
1699 rs742071(T;T) 1 18979874 PAX7 2
1700 rs7897194(A;G) 10 20792334 1
1701 rs8074751(G;G) 17 63642542 CCDC46 1
1702 rs8077346(C;C) 17 1786133 RPA1 1
1703 rs1373453(C;T) 12 70054910 BEST3 1
1704 rs1549738(C;T) 2 218118722 1
1705 rs2976391(A;A) 8 143762724 PSCA 1
1706 rs1130495(C;T) 7 157959911 PTPRN2
1707 rs10259085(T;T) 7 7268431 C1GALT1 2
1708 rs11160190(A;A) 14 95012384 1
1709 rs17126232(C;T) 8 17977650 1
1710 rs9806366(C;T) 15 101802957 1
1711 rs2239181(G;T) 12 48255949 VDR 2
1712 rs332034(A;G) 8 8717007 MFHAS1 2
1713 rs13172324(C;T) 5 7368845 1



1714 rs10054504(C;T) 5 32000483 PDZD2 1
1715 rs10411506(A;G) 19 6710948 C3 1
1716 rs1042229(T;T) 19 52249672 FPR1 2
1717 rs1058396(A;A) 18 43319519 SLC14A1 2
1718 rs11121179(G;T) 1 8455712 RERE 1
1719 rs11718498(A;A) 3 126372919 TXNRD3 1
1720 rs11859916(A;G) 16 20351231 UMOD 1
1721 rs1202184(G;G) 7 87213901 ABCB1 2
1722 rs12658202(C;C) 5 152979554 GRIA1 2
1723 rs12692709(T;T) 2 164894561 1
1724 rs12901499(A;A) 15 67370445 SMAD3 1
1725 rs133945(T;T) 22 33402843 SYN3 2
1726 rs1417584(G;G) 1 231819050 DISC1 1
1727 rs1534422(G;G) 2 12640741 2
1728 rs16909898(A;G) 9 98231008 PTCH1 2
1729 rs17206779(C;C) 5 64447777 ADAMTS6 1
1730 rs2045084(G;G) 8 144693839 TSTA3 1
1731 rs2086824(A;A) 16 89471246 ANKRD11 1
1732 rs2138852(G;G) 17 27703349 4
1733 rs218676(A;G) 17 6607018 SLC13A5 1
1734 rs2254546(A;G) 8 11343680 5
1735 rs2268983(T;T) 14 69408697 ACTN1 3
1736 rs2301698(G;G) 11 2437425 TRPM5 1
1737 rs2736100(T;T) 5 1286516 TERT 46 1.6
1738 rs2797501(A;G) 10 5804531 FAM208B 1
1739 rs3103778(A;A) 1 40433771 MFSD2A 1
1740 rs318497(A;A) 6 2912277 1
1741 rs324013(T;T) 12 57510661 2
1742 rs3789068(C;C) 2 111909247 BCL2L11 2



1743 rs3812718(C;C) 2 166909544 SCN1A 16
1744 rs3821947(G;G) 4 4860138 MSX1 1
1745 rs3849150(C;T) 10 50109223 WDFY4 2
1746 rs3934834(C;T) 1 1005806 RNF223 2
1747 rs4461142(T;T) 17 61578048 3
1748 rs4748153(C;T) 10 6606541 PRKCQ 1
1749 rs494620(A;A) 6 31838713 SLC44A4 1
1750 rs4952590(C;T) 2 42276921 PKDCC 1
1751 rs6430585(A;C) 2 136506927 UBXN4 1
1752 rs6734100(C;G) 2 224841995 SERPINE2 4
1753 rs741864(A;G) 21 41207795 1
1754 rs767199(G;G) 15 51540387 CYP19A1 2
1755 rs8033957(C;T) 15 40038433 FSIP1 3

1756 rs928940(G;T) 2 113877495 IL1RN 2
1757 rs9378805(C;C) 6 417727 4
1758 rs946053(G;G) 9 117049891 COL27A1 2
1759 rs9488363(G;G) 6 114591986 1
1760 rs9657451(A;G) 8 138905296 FLJ45872 1
1761 rs985694(C;T) 6 152286625 ESR1 3
1762 rs9958208(A;G) 18 40591084 RIT2 1
1763 rs1054135(A;G) 8 82390760 FABP4 2
1764 rs2279463(C;T) 6 160668389 SLC22A2 1
1765 rs3769817(A;G) 2 203079307 SUMO1 1
1766 rs766903(C;T) 12 51703834 BIN2 1
1767 rs13130787(T;T) 4 94887031 1
1768 rs1029421(G;G) 7 87418861 RUNDC3B 1
1769 rs10490919(A;A) 10 117512588 ATRNL1 1
1770 rs10515746(A;C) 5 156536568 HAVCR2 4



1771 rs1108580(A;A) 9 136505114 DBH 10
1772 rs1447352(G;G) 11 92722761 3
1773 rs212093(G;G) 16 16237754 ABCC1 4
1774 rs3789243(T;T) 7 87220886 ABCB1 15
1775 rs6503691(C;T) None 17 40394090 STAT5B 3
1776 rs7951911(A;G) 11 45084531 1
1777 rs891507(C;T) 7 150752066 CDK5 1
1778 rs11642841(C;C) 16 53845487 FTO 3
1779 rs11646677(C;C) 16 75408981 CFDP1 1
1780 rs12149832(G;G) 16 53842908 FTO 3
1781 rs1415985(T;T) 1 49930749 AGBL4 2
1782 rs17708107(A;G) 6 126163599 NCOA7 1
1783 rs1800937(C;T) 2 48025764 MSH6
1784 rs4416533(C;C) 4 138326872 1

1785 rs594454(G;G) 1 71430468 PTGER3
1786 rs6721498(A;A) 2 50713012 NRXN1 1
1787 rs7595103(G;G) 2 78075244 2
1788 rs8022296(A;G) 14 97987857 1
1789 rs928883(A;G) 21 26944025 MIR155HG 1
1790 rs12282(A;G) 12 133345809 GOLGA3 1
1791 rs780179(C;C) 5 22812264 CDH12 1
1792 rs6812745(A;G) 4 7534603 SORCS2
1793 rs896854(A;A) 8 95960511 TP53INP1 3
1794 rs6581580(T;T) 12 65002969 RASSF3 1
1795 rs9937053(G;G) 16 53799507 FTO 1
1796 rs5800(A;G) AF risk in HCM patients (only) 1 41944690 EDN2 1
1797 rs10432496(C;T) 2 150147278 1
1798 rs10500991(C;T) 11 24849566 LUZP2 2



1799 rs10513854(C;T) 3 190305874 IL1RAP 1
1800 rs1059293(T;T) 21 34809693 TMEM50B 4
1801 rs10898392(T;T) 11 85164751 DLG2 1
1802 rs10983320(T;T) 9 119483689 ASTN2 1
1803 rs11067228(G;G) 12 115094260 3
1804 rs11185659(C;T) 9 137243383 RXRA 2
1805 rs11205641(A;A) 1 50185075 AGBL4 1
1806 rs1154460(A;A) 4 100341643 ADH7 6
1807 rs11559290(C;T) 4 159601676 ETFDH
1808 rs11622887(C;C) 14 95942447 C14orf49 1
1809 rs12216812(A;G) 8 82151747 1
1810 rs12321565(C;T) 12 68532077 1
1811 rs12333032(C;C) 6 96067121
1812 rs12500426(A;A) 4 95514609 PDLIM5 2
1813 rs12534221(A;C) 7 131287990 1

1814 rs13194053(C;T) 6 27143883 TRNAI20 6
1815 rs13210693(G;G) 6 109598964 FLJ37396 1
1816 rs1512651(G;G) 13 56772696 1
1817 rs157350(A;G) 5 156139569 SGCD 3
1818 rs17366568(A;G) 3 186570453 ADIPOQ 8
1819 rs17444059(C;T) 5 58560717 PDE4D 1
1820 rs1795240(A;A) 1 171091875 2
1821 rs2236256(C;C) 6 154478440 OPRM1 2
1822 rs2270954(A;C) 18 51057298 DCC 1 2
1823 rs2275848(G;T) 9 95887320 NINJ1 1
1824 rs2363956(T;T) 19 17394124 ANKLE1 3
1825 rs2425637(G;G) 20 43024049 HNF4A 2
1826 rs2479415(G;G) 1 55498745 1



1827 rs2607347(G;G) 5 58721609 PDE4D 1
1828 rs2725362(T;T) 8 30999280 WRN 1
1829 rs2872507(A;A) 17 38040763 11
1830 rs3130375(A;C) 6 30321732 HLAN 1
1831 rs3213448(A;G) 2 113879297 IL1RN 5
1832 rs3757247(A;A) 6 90957463 BACH2 4
1833 rs3761959(A;A) 1 157669278 FCRL3 8
1834 rs3790268(C;G) 20 19571581 SLC24A3 1
1835 rs3798577(C;C) 6 152421130 ESR1 17
1836 rs3812162(C;C) 6 7911702 TXNDC5 1
1837 rs4436578(C;T) 11 113306765 DRD2 1
1838 rs4549631(C;C) 6 126966308 LOC728666 4
1839 rs4693608(G;G) 4 84241357 HPSE 6
1840 rs4700060(C;T) 5 55510656 ANKRD55 1
1841 rs4722404(C;C) 7 3128789 1
1842 rs4726075(A;G) 7 151335260 PRKAG2 1

1843 rs4814615(A;G) 20 17357573 PCSK2 1
1844 rs4822752(C;C) 22 27011420 CRYBB1 3
1845 rs4926831(C;C) 1 50290101 AGBL4 1
1846 rs4938933(T;T) 11 60034429 1
1847 rs6017340(C;C) 20 43038208 HNF4A 1

1848 rs6583817(C;T) 1 ~0.80x (lower) risk for late onset
Alzheimer's disease 10 94247247 IDE 3 1

1849 rs6695223(C;T) 1 85531711 WDR63 1
1850 rs6913660(A;C) 6 27091425 HIST1H2BJ 3
1851 rs6951030(G;T) 7 73133241 STX1A 3
1852 rs7029145(T;T) 9 27882653 1
1853 rs713587(T;T) 2 25158281 2
1854 rs7158173(T;T) 14 65645250 MAX 2



1855 rs7187365(C;T) 16 86511915 FENDRR 1
1856 rs7614(G;G) 18 51681244 MBD2 1
1857 rs7644369(T;T) 3 134670524 EPHB1 1
1858 rs7853123(A;A) 9 22153360 LOC729983 1

1859 rs7910977(C;T) 1 ~0.80x (lower) risk for late onset
Alzheimer's disease 10 94209876 IDE 4 1

1860 rs8049607(T;T) 16 11691753 5
1861 rs8076131(G;G) 17 38080912 ORMDL3 6
1862 rs8094493(G;G) 18 51700391 MBD2 1
1863 rs884460(A;A) 2 140926018
1864 rs907092(A;A) 17 37922259 IKZF3 1
1865 rs909486(T;T) 22 37323988 CSF2RB 2
1866 rs9351730(A;A) 6 69294485 1
1867 rs939661(T;T) 15 79431063 1
1868 rs9530(T;T) 7 65425894 GUSB
1869 rs9974610(A;G) 21 33018369 2
1870 rs1330692(A;G) 9 33034665 DNAJA1
1871 rs2125489(C;T) 4 55953483 KDR 1

1872 rs2717128(C;T) 18 74987632 1
1873 rs2843159(A;G) 1 2235672 SKI 1
1874 rs3793336(C;T) 7 150762871 SLC4A2 1
1875 rs886424(A;G) 6 30782002 LINC00243 2
1876 rs11605924(A;C) 11 45873091 CRY2 4
1877 rs11920090(A;T) 3 170717521 SLC2A2 4
1878 rs390312(T;T) 9 102086148
1879 rs4980524(G;G) 11 63959259 STIP1 1
1880 rs628751(C;C) 6 139838419 1
1881 rs7721142(C;G) 5 156952408 ADAM19 1
1882 rs822391(C;T) 3 186563803 ADIPOQ 1



1883 rs2040406(C;T) 6 32603007 1
1884 rs1018040(A;T) 1 218705814 1
1885 rs10276619(G;G) 7 50313352 2
1886 rs1053834(C;T) 20 18794714 C20orf79 1
1887 rs10852344(C;C) 16 12016919 2
1888 rs11603160(C;T) 11 72894273 1
1889 rs1172294(G;G) 2 25169200 DNAJC27 1
1890 rs11802770(C;C) 1 38721663 1
1891 rs1562990(A;A) 11 60023087 1
1892 rs2518344(A;A) 6 101775146 1
1893 rs4694362(C;C) 4 71893864 DCK 1
1894 rs6710518(C;C) 2 166583244 1
1895 rs7072268(T;T) 10 71099913 HK1 2
1896 rs7528684(G;G) 1.2x risk 1 157670816 FCRL3 18
1897 rs9352774(A;C) 6 64014812 LGSN 1
1898 rs996076(C;C) 11 35210798 CD44 1
1899 rs1149048(G;G) 1 31198733 MATN1AS1 4
1900 rs11632715(G;G) 15 33004247 1
1901 rs1488665(G;T) 11 45528116 1
1902 rs10919071(A;G) 1 169099483 ATP1B1 3
1903 rs13316193(T;T) 3 8802743 OXTR 5
1904 rs4646580(C;C) 15 58329211 ALDH1A2 1
1905 rs735668(A;A) 2 75363044 TACR1 1
1906 rs11763147(A;A) 7 65326821 1
1907 rs5998432(C;T) 22 32745916 1
1908 rs10463352(A;A) 5 141710499 1
1909 rs10903122(G;G) 1 25303576 1
1910 rs11042937(G;G) 11 10745394 1



1911 rs11248850(A;A) 16 163598 NPRL3 1
1912 rs11790994(C;G) 9 98429266 1
1913 rs12065526(A;G) 1 247614407 OR2B11 1
1914 rs12129861(A;A) 1 145725689 PDZK1 4
1915 rs12194974(A;G) 6 105404198 LIN28B 1
1916 rs12652447(A;A) 5 15674635 FBXL7 2
1917 rs13023380(A;A) 2 163154363 IFIH1 1
1918 rs1318772(A;G) 5 112723567 MCC 1
1919 rs1533317(C;C) 4 35410631 1
1920 rs1556032(C;C) 9 14446001 1
1921 rs15931(C;T) 1 149856350 HIST2H2BE 1
1922 rs1644731(G;G) 19 10131999 RDH8 1
1923 rs16965867(C;T) 16 89680868 DPEP1 1
1924 rs1877563(A;G) 3 39304464 CX3CR1 1
1925 rs193688(C;C) 7 116433527 MET 1
1926 rs2043436(C;T) 11 125925478 CDON 1
1927 rs2232596(A;A) 20 36989381 LBP 1
1928 rs2236313(C;C) 6 167360389 RNASET2 3
1929 rs2296135(A;A) 10 5994694 IL15RA 7
1930 rs2798641(C;T) 6 109268050 ARMC2 2
1931 rs280519(A;A) 19 10472933 TYK2 7
1932 rs2834215(A;A) 21 34796886 IFNGR2 1
1933 rs2837156(C;T) 21 41126687 IGSF5 1
1934 rs2889849(C;T) 20 33164277 PIGU 1
1935 rs3782025(C;C) 11 113807607 HTR3B 5
1936 rs3795443(A;G) 1 225675003 ENAH 1
1937 rs3824999(C;C) 11 74345550 POLD3 1
1938 rs3925584(G;G) 11 30760335 2
1939 rs4263970(C;C) 1 23063930 EPHB2 1



1940 rs448720(A;A) 15 68198911 1
1941 rs4612601(A;A) 1 23067044 EPHB2 1
1942 rs4730775(T;T) 7 116917118 WNT2 4
1943 rs4751185(C;T) 10 132056415 1
1944 rs4843747(A;C) 16 87991051 BANP 1
1945 rs508001(A;C) 10 99754973 CRTAC1 1
1946 rs525380(A;A) 1 20409374 PLA2G5 1
1947 rs5762430(A;G) 22 28378472 TTC28 1
1948 rs6480314(A;G) 10 69967447 MYPN 1
1949 rs6716724(A;G) 2 11510948 LOC650157 1
1950 rs690037(A;A) 3 16395668 RFTN1 2
1951 rs7006687(C;C) 8 18233582 1
1952 rs7101429(A;G) 0.70x reduced risk for Alzheimer's risk 11 77992967 GAB2 6 2
1953 rs735860(T;T) 6 53123118 2
1954 rs750740(G;G) 16 88807338 FAM38A 1
1955 rs7550260(A;C) 1 157001661 ARHGEF11 1
1956 rs7624750(A;A) 3 193334991 OPA1
1957 rs7650267(C;T) 3 43467895 ANO10 1
1958 rs7699512(T;T) 4 10125808 1
1959 rs7944004(T;T) 11 2311152 1
1960 rs7950226(A;A) 11 13318139 ARNTL 4
1961 rs7953959(C;C) 12 97528140 1
1962 rs8067378(G;G) 17 38051348 5
1963 rs8111589(C;C) 19 46034558 OPA3 1
1964 rs875643(T;T) 22 24233998 NUBPL 1
1965 rs9386463(A;A) 6 106094057 1
1966 rs9387522(C;C) normal 6 96054935 MANEA 1
1967 rs963837(G;G) 11 30749090 1
1968 rs967676(A;A) 17 49960309 CA10 1



1969 rs9852810(G;G) 3 37068969 MLH1 1
1970 rs9866361(A;G) 3 178907849 PIK3CA 1
1971 rs998731(T;T) 8 81095395 DGAT1
1972 rs10490775(A;G) 3 62036724 PTPRG 1
1973 rs1256062(A;G) 14 64703318 ESR2 3
1974 rs1385600(C;T) 11 77936166 GAB2 4
1975 rs2066826(A;G) 1 186645927 PTGS2 10
1976 rs2069084(C;T) 1 234984988 1
1977 rs2071421(A;G) 22 51064416 ARSA 3
1978 rs2140148(G;T) 2 204572140 CD28 2
1979 rs2230205(A;G) 19 6709704 C3 1
1980 rs3741434(A;G) 12 53605344 RARG 2
1981 rs3744165(A;C) 17 80790442 TBCD 1
1982 rs3824662(G;T) 10 8104208 GATA3 1
1983 rs4963516(A;C) 12 6948028 LEPREL2 1
1984 rs9874(A;G) 15 101811404 SELS 3
1985 rs12982178(C;T) 19 17371568 USHBP1 1
1986 rs13281615(G;G) 8 128355618 53

1987 rs4466998(A;A) 14 65475540 FNTB 1
1988 rs4476553(T;T) 4 4704014 LOC100507266 1
1989 rs4773330(A;G) 13 111818832 ARHGEF7 1
1990 rs643381(C;C) 6 139839423 1
1991 rs6585234(C;T) 10 115330648 HABP2 1
1992 rs7723605(C;T) 5 5354615 1
1993 rs8135665(C;T) 22 38476276 SLC16A8 1
1994 rs910416(C;C) 6 152432902 4
1995 rs9924951(A;A) 16 7504854 A2BP1 2
1996 rs10496262(G;T) 2 81751124 1



1997 rs10496265(A;G) 2 81668808 2
1998 rs4984(C;T) 2 70900403 ADD2 3
1999 rs10741780(C;T) 11 19599971 NAV2 1
2000 rs10863681(A;A) 1 222245258 1
2001 rs1125777(A;A) 1 61831890 NFIA 1
2002 rs11557467(T;T) 17 38028634 ZPBP2 2
2003 rs1861868(G;G) 16 53790402 FTO 2
2004 rs265548(C;C) 19 17902334 1
2005 rs4945261(A;G) 11 77990260 GAB2 6
2006 rs6667243(T;T) 1 196941493 1
2007 rs672888(C;C) 8 128345463 1
2008 rs9305354(C;T) 21 29475196 LINC00473 1
2009 rs9659092(A;A) 1 50443589 AGBL4 1
2010 rs8004738(G;G) 14 94856914 SERPINA1 3
2011 rs1050283(C;C) increased risk for Alzheimer's 12 10312289 OLR1 6
2012 rs1129456(A;T) 15 33026667 GREM1
2013 rs12718598(C;C) 7 50428445 1
2014 rs1437588(A;A) 15 96809782 NR2F2AS1 1
2015 rs17599416(A;G) 4 46973438 GABRA4 3

2016 rs2461483(T;T) 8 22386479 PPP3CC 1
2017 rs269949(A;A) 19 55441769 NLRP7 1
2018 rs35682(G;G) 3 10328782 GHRL 1
2019 rs4681928(A;G) 3 56926166 ARHGEF3 1
2020 rs5760410(G;G) 22 24815406 SPECC1L 2
2021 rs6574988(C;T) 14 88559992 1
2022 rs6859974(C;T) 5 180205938 1
2023 rs6942930(G;G) 7 1552420 1
2024 rs7178375(C;T) 15 31215935 FAN1 1



2025 rs7823896(C;T) 8 110217266 1
2026 rs4930561(A;A) 11 67931761 SUV420H1 1
2027 rs6479874(C;T) 10 52789355 PRKG1 1
2028 rs2373098(C;C) 14 86484313 1
2029 rs1042489(C;C) 17 76220206 BIRC5 4
2030 rs10510217(A;G) 3 1839693 1
2031 rs10514310(A;G) 5 89021578 1
2032 rs1053266(A;A) 10 61552692 CCDC6 1
2033 rs1061157(A;G) 2 203421199 BMPR2 2
2034 rs10826566(A;G) 10 29364697 1
2035 rs10961534(A;G) 9 14470833 1
2036 rs11079764(G;G) 17 45309693 1
2037 rs11617488(A;G) 13 22193962 1
2038 rs12611091(T;T) 19 55800329 BRSK1 2
2039 rs12612420(A;G) 2 201158122 1
2040 rs12768(T;T) 19 55512137 NLRP2 1
2041 rs1558139(G;G) 19 15997564 CYP4F2 5
2042 rs17153527(C;T) 7 106495809 1
2043 rs1728785(A;C) 16 68591230 ZFP90 3
2044 rs17444745(A;G) 16 85961562 1

2045 rs197273(A;A) 2 161894663 1
2046 rs2138798(G;T) 2 63511435 WDPCP 1
2047 rs2179706(C;C) 20 56139871 PCK1 2
2048 rs2227631(A;A) 7 100769538 SERPINE1 15
2049 rs2230365(C;T) 6 31525448 NFKBIL1 1
2050 rs2234358(G;G) 3 45989044 CXCR6 3
2051 rs2268490(C;T) 3 8797085 OXTR 5
2052 rs227731(C;C) 17 54773238 3



2053 rs2290400(G;G) 17 38066240 GSDMB 5
2054 rs2294015(G;G) 8 124696867 ANXA13 2
2055 rs231735(T;T) 2 204693876 3
2056 rs2476842(T;T) 6 566741 EXOC2 1
2057 rs2585417(A;A) 20 52843799 1
2058 rs2821557(T;T) 1 111218920 KCNA3 1
2059 rs3138083(C;C) 9 35648950 SIT1 1
2060 rs3747676(C;C) 4 123818074 FGF2 2
2061 rs4129933(G;G) 16 11528893 LOC400499
2062 rs4460629(T;T) 1 155135335 2
2063 rs4727963(C;C) 7 122759980 SLC13A1 1
2064 rs4758317(C;C) 11 8250811 LMO1 1
2065 rs4792394(A;A) 17 13684917 LOC100506974 1
2066 rs4888262(T;T) 16 74670458 RFWD3 1
2067 rs4937076(G;G) 11 125826702 LOC338667 1
2068 rs531676(C;C) 10 99637578 CRTAC1 1
2069 rs606452(A;C) 11 75276178 SERPINH1 1
2070 rs661057(T;T) 11 121328954 SORL1 5
2071 rs6691378(A;G) 1 203157122 CHI3L1 1
2072 rs6704644(G;T) 2 234406655 USP40 1
2073 rs6867983(C;T) 5 55854153 1

2074 rs7224129(G;G) 17 38075426 GSDMB 2
2075 rs7477(T;T) 17 16246016 CENPV 1
2076 rs7518099(C;T) 1 165736880 TMCO1 1
2077 rs8017377(G;G) 14 24883887 NYNRIN 1
2078 rs806365(T;T) 6 88845949 3
2079 rs8100241(G;G) 19 17392894 ANKLE1 3
2080 rs922107(C;C) 1 90022796 LRRC8B 1



2081 rs9342616(A;A) 6 67885919 1
2082 rs9652236(G;T) 13 72688774 1
2083 rs979233(T;T) 5 42375243 1
2084 rs989692(C;C) 3 154801365 MME 2
2085 rs9900213(G;T) 17 40375881 STAT5B 1
2086 rs9976971(A;A) 21 34768097 1
2087 rs1170191(C;T) 13 42675493 DGKH 4
2088 rs205499(C;T) 17 54972401 TRIM25 1
2089 rs2287654(A;C) 8 47947701 1
2090 rs2585617(C;T) 6 69337787 1
2091 rs2669858(C;T) 3 130665531 ATP2C1 1
2092 rs3731217(G;T) 9 21984661 CDKN2A 7
2093 rs871606(A;G) 4 54799245 2
2094 rs927821(G;T) 10 104207799 RPARPAS1 1
2095 rs10740055(A;A) 10 63718479 ARID5B 3
2096 rs2150702(T;T) 9 5893861 MLANA 1
2097 rs2837241(G;T) 21 41208606 1
2098 rs3807306(C;C) 7 128580680 IRF5 12
2099 rs4234898(C;T) 4 156998541 1
2100 rs6410(G;G) 8 143961005 CYP11B1 2
2101 rs6806528(C;T) 3 69252899 FRMD4B 1
2102 rs6822297(A;A) 4 27000995 STIM2 1

2103 rs804280(T;T) 8 11612698 GATA4 2
2104 rs9940128(G;G) 16 53800754 FTO 6
2105 rs6966(A;T) 19 45882962 PPP1R13L 3
2106 rs1034825(T;T) 7 108083505 NRCAM 1
2107 rs10503887(G;T) 8 31633447 NRG1 2
2108 rs10938397(G;G) 4 45182527 18



2109 rs17066856(C;T) 18 58049656 1
2110 rs2715148(A;A) 7 82450035 PCLO 3
2111 rs748964(C;G) 9 137334089 RXRA 2
2112 rs574913(C;T) 18 22063208 1
2113 rs1052352(C;C) 16 31195279 FUS 1
2114 rs10838524(G;G) 11 45870177 CRY2 4
2115 rs10838708(A;A) 11 47441513 PSMC3 1
2116 rs10902158(A;G) 11 396308 PKP3 1
2117 rs11001819(A;A) 10 78315224 C10orf11 2
2118 rs11703684(C;T) 22 25144912 PIWIL3 1
2119 rs12418(A;A) 10 73773014 CHST3 1
2120 rs12453407(G;G) 17 35589436 ACACA 1
2121 rs12487452(C;G) 3 53792411 CACNA1D 2
2122 rs1265507(T;T) 12 114868138 1
2123 rs13426118(A;C) 2 203255485 BMPR2 1
2124 rs1601875(T;T) 3 3658840 1
2125 rs16831128(A;G) 2 133144392 1
2126 rs16940186(C;T) 16 86009740 1
2127 rs1880030(C;C) 12 122484540 BCL7A 1
2128 rs1990193(C;C) 17 68828089 1
2129 rs2014486(A;A) 11 1258803 MUC5B 1
2130 rs2034650(T;T) 15 40717302 1
2131 rs2049622(A;A) 7 42176282 GLI3 1
2132 rs2078371(C;T) 1 115677183 1
2133 rs2218220(C;C) 9 21756089 3
2134 rs2236852(G;G) 1 25243767 RUNX3 2
2135 rs2242046(T;T) 15 85478729 SLC28A1 1
2136 rs2269529(C;T) 22 36684354 MYH9 3
2137 rs2370759(A;G) 10 32634972 EPC1 1



2138 rs2420946(T;T) 1.64x risk for breast cancer 10 123351324 FGFR2 15
2139 rs2515493(A;C) 8 6406572 ANGPT2 1
2140 rs2837237(C;T) 21 41197857 1
2141 rs3114018(C;C) 4 89064581 ABCG2 2
2142 rs3116496(C;T) 2 204594512 CD28 4
2143 rs399604(G;G) 6 32975014 HLADOA 1
2144 rs4074961(G;G) 1 38092723 RSPO1 1
2145 rs4148945(T;T) 10 73769590 CHST3 1
2146 rs4148947(C;C) 10 73770117 CHST3 1
2147 rs4148950(A;A) 10 73771706 CHST3 1
2148 rs4149178(A;G) 6 43272188 SLC22A7 1
2149 rs4343(G;G) usually the ACE ALU deletion 17 61566031 ACE 31
2150 rs4409785(C;T) 11 95311422 3
2151 rs4636294(A;A) 9 21747803 3
2152 rs4686760(A;A) 3 184514613 1
2153 rs4705423(G;T) 5 145915073
2154 rs4764695(A;A) 12 102757113 5
2155 rs4804800(A;G) 19 7805128 CD209 2
2156 rs4916176(A;C) 1 248860641
2157 rs4917300(C;C) 8 143121671 1
2158 rs619865(A;G) 20 33867697 EIF6 1
2159 rs6429703(C;T) 1 15339960 KAZN 1
2160 rs6764388(T;T) 3 65326882 1
2161 rs6767049(G;G) 3 20220712 SGOL1 1
2162 rs6806253(A;G) 3 128282697 1
2163 rs6850606(A;A) 4 42864696 1
2164 rs6892282(T;T) 5 159360485 ADRA1B 1
2165 rs702764(C;T) 8 54142157 OPRK1 1



2166 rs7027989(A;A) 1.26x increased myocardial infarction risk 9 21817754 MTAP 2
2167 rs7099380(G;G) 10 18549016 CACNB2 1
2168 rs713503(T;T) 11 16999882 PLEKHA7 2
2169 rs7171755(G;G) 1 common/normal 15 73850580 C15orf60 1.1
2170 rs7297018(A;G) 12 80062230 PAWR 2
2171 rs744166(C;C) 17 40514201 STAT3 26
2172 rs7591064(C;T) 2 49177601 1
2173 rs7767084(C;T) 6 160962503 LPA 5
2174 rs7853758(A;G) 9 86900926 SLC28A3 2
2175 rs8048576(A;G) 16 84423034 ATP2C2 1
2176 rs806377(T;T) 6 88858723 CNR1 2
2177 rs8139900(G;G) 22 26394724 MYO18B 1
2178 rs844644(C;C) 1 173209495 LOC100506023 4
2179 rs878962(C;C) 12 3287279 TSPAN9 1
2180 rs9263726(A;G) 6 31106499 PSORS1C1 1
2181 rs9310709(T;T) 3 23093574 1
2182 rs9845475(G;T) 3 32842101 1
2183 rs9847710(T;T) 3 53062661 SFMBT1 1
2184 rs9930333(T;T) 16 53799977 FTO 3
2185 rs9939973(G;G) 16 53800568 FTO 6
2186 rs9990343(G;G) 3 46339812 1
2187 rs1062923(C;T) 17 649067 GEMIN4 4
2188 rs2275697(C;T) 1 205027737 CNTN2 1
2189 rs2619522(G;T) 6 15653649 DTNBP1 26 2
2190 rs26907(C;T) 5 80365315 RASGRF2 1
2191 rs3792783(C;T) 5 150455732 TNIP1 2
2192 rs754554(A;C) 7 24758818 DFNA5
2193 rs757978(A;G) 2 242371101 FARP2 6
2194 rs871392(A;G) 12 42171982 2



2195 rs1038094(A;G) 15 74012437 1
2196 rs10808739(A;G) 8 65640260 CYP7B1 1
2197 rs10893845(G;G) 11 128186882 1
2198 rs10922153(G;G) 1 196978615 CFHR5 3
2199 rs11686135(C;T) 2 4318976 1
2200 rs11756438(A;A) 6 118993632 C6orf204 2
2201 rs12670401(C;C) 7 148562935 EZH2 1
2202 rs1321108(T;T) 1 115572365 TSHB 1
2203 rs1871450(A;A) 10 73772014 CHST3 1
2204 rs2011905(T;T) 15 87053846 AGBL1 1
2205 rs224204(C;C) 16 3296429 MEFV
2206 rs2298016(C;G) 20 54959296 AURKA 1
2207 rs2621215(G;T) 7 94056044 COL1A2 2
2208 rs291353(G;G) 1 235720898 GNG4 1
2209 rs3596(T;T) 12 95696420 VEZT 1

2210 rs3789604(G;T) 1.5x increased RA risk; 1.4x increased GD
risk 1 114354942 RSBN1 14

2211 rs6588480(A;G) 1 53978119 GLIS1 1
2212 rs717615(C;C) 4 10104670 WDR1 1
2213 rs7561273(A;A) 2 24247514 MFSD2B 1
2214 rs7597155(G;G) 2 69985435 ANXA4 1
2215 rs8108738(G;G) 19 18255359 MAST3
2216 rs9941349(C;C) 16 53825488 FTO 2
2217 rs1600249(A;C) 8 11359638 BLK 3

2218 rs1800624(A;T) 6 32152387 AGER 12
2219 rs2019877(C;C) 17 71759960 C17orf54 1
2220 rs228591(C;C) 11 108097333 ATM 3
2221 rs2301134(C;C) 4 90758945 SNCA 3



2222 rs2303063(G;G) 5 147480027 SPINK5 1
2223 rs4646642(C;C) 15 58246916 ALDH1A2 1
2224 rs885004(A;G) 9 86909550 SLC28A3 1
2225 rs927650(C;C) 20 52772741 CYP24A1 6
2226 rs2504106(C;C) 6 39822119 DAAM2 1
2227 rs7452888(G;G) 6 169696264 1
2228 rs1015003(A;A) 8 37096059 1
2229 rs10256972(C;C) 7 1039003 C7orf50 1
2230 rs1046295(A;A) 13 50102810 PHF11 4
2231 rs1053839(C;T) 20 18794754 C20orf79 1
2232 rs10771431(A;A) 12 9380859 A2MP1 1
2233 rs10893872(T;T) 11 128325553 2
2234 rs11204538(C;C) 1 248046272 1
2235 rs1126179(C;C) 16 65895364 1
2236 rs11662763(C;T) 18 5857091 1
2237 rs11750845(T;T) 5 44373060 FGF10 1
2238 rs11780156(C;T) 8 129194641 1
2239 rs1238566(A;A) 11 128615486 FLI1 1
2240 rs1285933(A;A) 7 141627149 CLEC5A 1
2241 rs129963(C;C) 16 3796147 CREBBP 1
2242 rs13148577(G;G) 4 100060836 ADH4 1
2243 rs1426310(A;A) 18 28898294 DSG1
2244 rs16851055(A;G) 3 140799213 SPSB4 1
2245 rs16886165(G;T) 5 56023083 4
2246 rs1800792(A;A) 4 155534408 FGG 5

2247 rs1894292(G;G) 4 74349158 AFM 2
2248 rs1898111(A;G) 15 47892298 SEMA6D 1
2249 rs193741(A;G) 5 25692973 1



2250 rs1941958(A;A) 18 48726876 3
2251 rs201825(C;C) 4 155666935 LRAT
2252 rs2080501(G;G) 16 49643566 ZNF423 1
2253 rs2107538(C;T) 17 34207780 CCL5 25
2254 rs2235046(G;G) 7 87174066 ABCB1 3
2255 rs2274755(G;T) 20 44639692 MMP9 4
2256 rs2274756(A;G) 20 44643111 MMP9 5
2257 rs2288775(A;G) 18 55983364 NEDD4L 1
2258 rs2296241(A;A) 20 52786219 CYP24A1 9
2259 rs2303067(A;A) 1.8x risk 5 147480955 SPINK5 5
2260 rs2305619(G;G) 3 157154861 PTX3 5
2261 rs2322659(C;T) 2 136555659 LCT 5
2262 rs2375699(C;C) 1 65808281 DNAJC6 1
2263 rs2395402(T;T) 6 33753673 LEMD2 1
2264 rs2512987(T;T) 11 86414282 1

2265 rs2515475(C;T) 1.27x increased ARDS risk in critically ill
patients 8 6388439 ANGPT2

2266 rs2515477(C;T) 8 6388640 ANGPT2 1
2267 rs2555155(C;C) 11 6522804 DNHD1 1
2268 rs2581(A;A) 6 32974401 HLADOA 2
2269 rs2835740(C;T) 21 38809073 DYRK1A 1
2270 rs337663(A;A) 12 92705204 3
2271 rs342296(G;G) 7 106372903 1
2272 rs3848180(T;T) 15 81596590 IL16 3
2273 rs4251631(C;T) 14 54876184 CDKN3 1
2274 rs466639(C;T) 1 165394882 RXRG 1
2275 rs4775936(C;C) 15 51536022 CYP19A1 6

2276 rs479336(G;T) 1 172199573 DNM3 1



2277 rs4794665(A;A) 17 54850329 5
2278 rs6429082(T;T) 1 235600129 TBCE 1
2279 rs6537837(C;T) 1 110119732 GNAI3 1
2280 rs6693882(G;G) 1 96145968 2
2281 rs6756590(C;C) 2 217208571 MARCH4 1
2282 rs6822844(G;T) 4 123509421 21
2283 rs727153(G;G) 4 155654421 4
2284 rs7278737(T;T) 21 15481365 LIPI
2285 rs7325568(T;T) 13 40818284 1
2286 rs735665(A;G) 11 123361397 9
2287 rs7522061(C;C) 1 157668390 FCRL3 4
2288 rs7646409(C;T) 3 178900193 PIK3CA 1
2289 rs7717527(A;G) 5 83856911 1
2290 rs7744(A;G) 3 38184021 MYD88 4
2291 rs7766029(T;T) 6 88847435 4
2292 rs7988257(A;C) 13 93465539 GPC5
2293 rs8038465(C;C) 15 73978337 CD276 1
2294 rs8083511(A;C) 18 60028655 TNFRSF11A 1
2295 rs841718(T;T) 12 57492996 STAT6 1
2296 rs9263739(C;T) 6 31111356 CCHCR1 1
2297 rs9465871(C;T) 1.2x risk type2 diabetes 6 20717255 CDKAL1 4
2298 rs9607469(A;G) 22 37919267 1
2299 rs983795(A;G) 14 78697556 RPS26P48 2
2300 rs9851967(C;C) 3 188087628 LPP 2
2301 rs10499559(C;T) 7 22109459 2
2302 rs1051246(C;T) 10 81697818 SFTPD 1
2303 rs1508595(C;T) 12 88986016 2
2304 rs1538660(C;T) 9 111641825 IKBKAP



2305 rs1559777(C;T) 15 58080617 1
2306 rs1623879(C;T) 3 58027197 FLNB 1
2307 rs17037102(A;G) 4 107845794 DKK2 1
2308 rs1801265(C;T) 1 98348885 DPYD 3
2309 rs2074597(G;T) 7 11676694 THSD7A 1
2310 rs2233945(G;T) 6 31107361 PSORS1C1 1
2311 rs2291299(A;G) 17 34191406 C17orf66 2
2312 rs2335052(A;G) 3 128204951 GATA2 3
2313 rs258322(C;T) 16 89755903 CDK10 11 1.67
2314 rs2857708(A;G) 6 31533606 HLADQA1 2
2315 rs326946(G;T) 11 110499253 ARHGAP20 2
2316 rs3788979(A;G) 2 162900889 DPP4 1
2317 rs554518(A;G) 11 34456188 1
2318 rs871840(A;G) 1 245850095 KIF26B
2319 rs10766197(G;G) 11 14921880 3
2320 rs17268364(G;G) 2 204777818 3
2321 rs10069397(T;T) 5 65783709 FLJ46010 1
2322 rs10399805(A;G) 1 203155998 CHI3L1 7
2323 rs12098973(A;G) 11 131807171 NTM 1
2324 rs12364988(C;C) 11 121367626 SORL1 4
2325 rs1333026(A;G) 13 66120784 2
2326 rs1517484(C;C) 2 226237910 1
2327 rs17608059(T;T) 17 13910549 1
2328 rs227092(T;T) 11 108236783 ATM 3
2329 rs2293050(G;G) 12 117718822 NOS1 3
2330 rs3829251(A;G) 11 71194559 NADSYN1 6
2331 rs6723108(G;G) 2 135479980 3
2332 rs821577(G;G) 1 232067057 DISC1 2
2333 rs963549(C;T) 8 54141824 OPRK1 1



2334 rs1423386(C;T) 5 61984853 1
2335 rs2206734(A;G) 6 20694884 CDKAL1 2
2336 rs2244621(A;G) 11 64026219 PLCB3 1
2337 rs2070762(T;T) 11 2186335 TH 9
2338 rs38855(G;G) 7 116358044 MET 1
2339 rs7023329(A;A) 9 21816528 MTAP 9
2340 rs10008257(G;G) 4 95356328 6
2341 rs10500641(C;T) 11 5469576 OR51B5 1
2342 rs10939038(C;C) 4 25114664 1
2343 rs1679013(C;C) 9 22206987 1
2344 rs17367118(A;G) 2 123641611 1
2345 rs1801019(C;G) 3 124456742 UMPS 1
2346 rs1860420(T;T) 12 5156275 KCNA5 1
2347 rs2191349(G;G) 7 15064309 LOC100128217 7
2348 rs2248814(G;G) 17 26100321 NOS2 3
2349 rs2273535(A;T) higher cancer risk 20 54961541 AURKA 12
2350 rs2853533(C;G) 18 658064 TYMS 3
2351 rs2981578(G;G) 1.64x increased breast cancer risk 10 123340311 FGFR2 8
2352 rs3091367(C;G) 22 38227821 ANKRD54 1
2353 rs5225(C;T) 14 96708223 BDKRB2 1
2354 rs6070346(T;T) 20 56663274 1
2355 rs7020996(C;T) 9 22129579 2
2356 rs1041885(A;T) 6 32412809 HLADRA
2357 rs729631(C;G) 2 224844919 SERPINE2 5
2358 rs1018361(C;T) 2 204684835 2
2359 rs10207392(G;G) 2 111849659 ACOXL 1
2360 rs10244051(T;T) 7 15063833 2
2361 rs10276036(T;T) 7 87180198 ABCB1 3



2362 rs1061758(A;G) 9 34652330 IL11RA 1
2363 rs10761659(G;G) normal 10 64445564 11
2364 rs10877945(G;G) 12 63445962 1
2365 rs10897449(C;C) 11 63592621 C11orf84 1
2366 rs11001178(C;T) 10 76601805 KAT6B 1
2367 rs1108842(A;A) 3 52720080 GNL3 2
2368 rs11142387(C;C) 9 72998332 KLF9 1
2369 rs11191865(G;G) 10 105672842 OBFC1 2
2370 rs11681930(A;G) 2 206063298 PARD3B 1
2371 rs12426725(A;G) 12 81843128 PPFIA2 1
2372 rs12552369(G;G) 9 135632493 AK8 1
2373 rs12576775(A;G) 11 79077193 ODZ4 3
2374 rs12907866(A;A) 15 51545454 CYP19A1 5
2375 rs13174252(G;G) 5 7530931 ADCY2 1
2376 rs1383139(T;T) 15 98717677 1
2377 rs1480090(T;T) 15 98715661 1
2378 rs17085007(C;T) 13 27531267 5
2379 rs1724425(C;C) 17 43781747 CRHR1 1
2380 rs185819(C;C) 6 32050067 TNXB 5
2381 rs1869901(T;T) 15 40595627 PLCB2 1
2382 rs1951276(A;G) 14 35853388 1
2383 rs2070593(A;G) 5 150407940 GPX3 2
2384 rs216293(T;T) 12 6153659 VWF 2
2385 rs2222202(T;T) 1 206945381 IL10 5
2386 rs2247056(C;T) 6 31265490 3
2387 rs2273669(A;G) 6 109285189 ARMC2 1
2388 rs2274159(G;G) 9 117166246 DFNB31 3
2389 rs2283792(T;T) 22 22131125 MAPK1 1
2390 rs2286194(A;T) 7 81355449 HGF 1



2391 rs2300045(C;C) 7 108063238 NRCAM 2
2392 rs2331291(C;T) 22 27058821 MIAT 1
2393 rs2453839(C;T) 7 45953573 IGFBP3 8
2394 rs2963155(A;G) 5 142756004 NR3C1 3
2395 rs29784(G;G) 5 172595308 1
2396 rs299284(C;T) 5 162896650 HMMR 2
2397 rs3024496(C;C) 1 206941864 IL10 13
2398 rs3091242(T;T) 1 25674785 TMEM50A 1
2399 rs340833(G;G) 3 3111458 IL5RA 2
2400 rs344781(C;T) 19 44174788 PLAUR 7
2401 rs3737002(C;T) 1 207760773 CR1 1
2402 rs37439(A;C) 5 34951150 DNAJC21 1
2403 rs3751812(G;G) normal 16 53818460 FTO 19
2404 rs405460(C;C) 14 59366315 1
2405 rs4329(A;A) 17 61563458 ACE 2
2406 rs4344(G;G) faster responder 17 61566724 ACE 4
2407 rs4362(T;T) 17 61573761 ACE 6
2408 rs438465(C;T) 6 169820381 1
2409 rs445(C;T) 7 92408370 CDK6 5
2410 rs4565946(C;C) Risk of earlyonset OCD 12 72336769 TPH2 11
2411 rs4583255(T;T) 16 29988941 TAOK2 1
2412 rs4650135(C;T) 1 69684997 1
2413 rs4675374(C;T) 2 204802578 ICOS 2
2414 rs4845552(A;G) 1 153479998 1
2415 rs4862417(A;G) 4 185690601 ACSL1 1
2416 rs4963452(C;T) 11 61815803 1
2417 rs5067(A;G) 0.5x reduced risk for asthma 1 11905981 NPPA 1

2418 rs521102(T;T) pancreatic cancer patients respond poorer to
combined therapy 11 125514573 CHEK1



2419 rs600931(A;A) 11 108117335 ATM 7
2420 rs6601764(T;T) 1 Normal risk of developing Crohn's disease 10 3862542 2
2421 rs6740660(A;G) 2 224943685 1
2422 rs6844153(C;T) 4 26944314 STIM2 1
2423 rs6906287(C;C) 6 118962740 CEP85L 1
2424 rs6982567(C;T) 8 96750281 GPRASP1 1
2425 rs7092929(A;C) 10 3538794 1
2426 rs7243066(A;G) 18 11282319 1
2427 rs743409(T;T) 22 22129215 MAPK1 1
2428 rs7551188(T;T) 1 25273200 RUNX3 1
2429 rs7577894(T;T) 2 56008904 1
2430 rs7639752(G;G) 3 195973244 PCYT1A 2
2431 rs7742369(A;G) 6 34165721 1
2432 rs8062487(C;C) 16 60473776 1
2433 rs8072199(C;C) 17 26116848 NOS2 1
2434 rs8113142(C;T) 19 29012921 1
2435 rs915071(C;C) 14 32433858 1
2436 rs925255(G;G) 2 28614794 BMS1P2 1
2437 rs9315385(G;T) 13 36663302 DCLK1 2
2438 rs948962(G;G) 11 76919478 MYO7A 1
2439 rs9789535(G;G) 2 66765578 MEIS1 1
2440 rs9895661(C;T) 17 59456589 BCAS3 2
2441 rs9945428(A;C) 18 71788676 FBXO15 1
2442 rs1055144(A;G) 7 25871109 LOC100506236 2
2443 rs11391(G;T) 6 114262015 HDAC2 1
2444 rs1790349(A;G) 11 71142350 3
2445 rs1800450(A;G) 10 54531235 MBL2 9
2446 rs1805017(A;G) 6 46684222 PLA2G7 4
2447 rs2070022(C;T) 4 155504948 FGA 2



2448 rs2241057(C;T) 2 72361960 CYP26B1 1

2449 rs2478545(C;T) 1 230844121 AGT 4
2450 rs2516739(C;T) 16 2097158 NTHL1 1
2451 rs2562784(C;T) 15 84286492 SH3GL3 4
2452 rs289585(A;G) 8 13260536 DLC1 1
2453 rs3734266(A;G) 6 34823187 UHRF1BP1 1
2454 rs3745760(A;G) 19 48205725 GLTSCR1 1
2455 rs541041(C;T) 2 21294975 1
2456 rs562338(C;T) 2 21288321 4
2457 rs6917(C;T) 17 47481543 PHB 2
2458 rs750338(C;T) 11 125172593 PKNOX2 1
2459 rs10865016(A;G) 2 98989304 CNGA3 1
2460 rs11200014(A;A) 1.64x risk for breast cancer 10 123334930 FGFR2 7
2461 rs17139244(A;G) 16 6105213 A2BP1 1
2462 rs1893220(C;C) 18 13916294 MC2R 2
2463 rs155979(C;G) 5 95769898 PCSK1 2
2464 rs2235529(A;G) 1 22450487 WNT4 1
2465 rs10195252(T;T) 2 165513091 4
2466 rs1354336(C;T) 8 31644871 NRG1 1
2467 rs2190208(C;C) 7 84751951 SEMA3D 1
2468 rs2390582(A;G) 1 90943907 3
2469 rs2517532(C;C) 6 31018407 1
2470 rs2590838(C;C) 3 52622086 PBRM1 1
2471 rs3118536(A;C) 9 137308462 RXRA 1
2472 rs4446809(A;G) 9 20739882 KIAA1797 1
2473 rs7848524(T;T) 9 21701432 KHSRPP1 1
2474 rs8(C;T) 7 92408329 CDK6 3
2475 rs893971(T;T) 4 89203670 PPM1K 2



2476 rs9272219(G;T) 6 32602269 4
2477 rs1538979(A;G) 1 231896868 DISC1 8

2478 rs2203231(A;G) 12 71080768 PTPRR 1
2479 rs2296139(A;G) 10 6008172 IL15RA 2
2480 rs10895959(A;A) 11 106330162 1
2481 rs227062(A;A) 11 108205383 ATM 3
2482 rs4353(A;A) 17 61570422 ACE 1
2483 rs498186(A;A) 11 102669645 COX6CP3 5
2484 rs562556(A;G) 1 55524237 PCSK9 1
2485 rs5751862(G;G) 22 24802564 SPECC1L 2
2486 rs7193144(T;T) 16 53810686 FTO 8
2487 rs4149310(A;T) 9 107589134 ABCA1 2
2488 rs170934(A;A) 3 28079085 1
2489 rs10038196(G;G) 5 7517418 ADCY2 1
2490 rs10048158(C;C) 17 64236318 1
2491 rs10280101(A;C) 7 87153585 ABCB1 2
2492 rs1028936(A;C) 10 93349797 SEC13 2
2493 rs1042917(A;A) 21 47545768 COL6A2 1
2494 rs10489849(C;T) 1 159196765 1
2495 rs10505477(C;C) 8 128407443 21
2496 rs10510146(G;T) 10 127296145 1
2497 rs10817408(C;T) 9 115687735 1
2498 rs10903129(G;G) 1 25768937 TMEM57 6
2499 rs10994982(G;G) 10 63710104 ARID5B 4
2500 rs11135910(C;T) 8 25892142 EBF2 1
2501 rs11150556(C;C) 16 83270541 CDH13 1
2502 rs1152591(C;C) 14 64680848 SYNE2 1
2503 rs11628713(C;T) 14 73721775 PAPLN 1



2504 rs1163623(C;T) 13 112221631 1
2505 rs1165176(C;C) 6 25830298 SLC17A1 1
2506 rs11723261(A;G) 4 282499 ZNF732 1

2507 rs11755845(C;T) 6 43904780 DCUN1D4 1
2508 rs11774576(C;C) 8 27740417 SCARA5 1

2509 rs11983225(C;T) 1 7x more likely to respond to certain
antidepressants 7 87161520 ABCB1 1 2

2510 rs12203582(G;G) 6 52105557 IL17F 1
2511 rs12325410(G;T) 16 9675246 1
2512 rs12569998(G;T) 10 89674157 PTEN 2
2513 rs12772794(A;A) 10 20674653 1
2514 rs13010713(A;A) 2 181996045 1
2515 rs13390159(A;G) 2 237156549 ASB18 1
2516 rs1352075(C;C) 11 69457293 CCND1 1
2517 rs1361542(A;G) 13 112219432 1
2518 rs1395241(A;A) 4 126359456 FAT4 1
2519 rs1626678(G;G) 10 118576146 1
2520 rs1756091(A;C) 13 112219853 1
2521 rs1800893(A;A) 1 206947167 IL10 5
2522 rs1800896(G;G) 1 Normal prostate cancer risk 1 206946897 IL10 106 2
2523 rs1802710(T;T) 14 101200645 DLK1 6
2524 rs1846681(G;G) 5 7530741 ADCY2 1
2525 rs1937332(C;C) 10 90826779 1
2526 rs1957860(C;C) 14 54429355 3
2527 rs1971791(A;A) 15 70576138 1
2528 rs2042126(T;T) 3 175055759 NAALADL2 1
2529 rs204247(A;A) 6 13722523 1
2530 rs2070759(A;A) 12 90017736 ATP2B1 1



2531 rs2071749(G;G) 22 35783413 HMOX1 4
2532 rs2075241(C;G) 12 12291479 LRP6 2
2533 rs2154294(C;C) 14 42655275 1
2534 rs2155219(T;T) 11 76299194 5
2535 rs2294478(G;G) 6 33098966 HLADPA3 1

2536 rs2302729(C;T) 12 2783972 CACNA1C 1
2537 rs2357928(G;G) 10 18549641 CACNB2 2
2538 rs2431697(T;T) 5 159879978 3
2539 rs2896218(A;A) 7 116919978 WNT2 2
2540 rs2981579(T;T) 1.64x risk for breast cancer 10 123337335 FGFR2 9
2541 rs2994684(C;T) 10 31366271
2542 rs3087776(C;C) 17 61510278 CYB561 1
2543 rs352139(A;A) 3 52258372 TLR9 20
2544 rs352140(C;C) 3 52256697 TLR9 33
2545 rs3757587(C;T) 7 73481028 ELN 1
2546 rs3784259(A;A) 15 58257847 ALDH1A2 2
2547 rs4075664(A;A) 11 18793360 PTPN5 1
2548 rs4585(T;T) 11 108239628 ATM 1
2549 rs4714261(C;T) 6 39539207 KIF6 2
2550 rs4720952(A;A) 7 11291400 1
2551 rs4753426(T;T) 11 92701596 MTNR1B 9
2552 rs4837628(T;T) 9 122059709 DBC1 1
2553 rs4844614(G;T) 1 207875175 CR1L 2
2554 rs4857855(C;T) 3 128260550 2
2555 rs50871(G;G) 19 45862515 ERCC2 3
2556 rs597668(C;T) 19 45708888 6
2557 rs6128112(C;T) 20 56211853
2558 rs6461593(C;T) 7 21704005 DNAH11



2559 rs664677(T;T) 11 108143182 ATM 5
2560 rs6681231(C;G) 1 186659859 1
2561 rs6683071(A;G) 1 222923351 FAM177B 1
2562 rs6687605(T;T) 1 25889632 LDLRAP1
2563 rs6837293(C;T) 4 82062931 PRKG2 1
2564 rs6880956(G;G) 5 7530324 ADCY2 1

2565 rs7236632(A;G) 18 55434202 ATP8B1 2
2566 rs7305141(A;G) 12 80015573 PAWR 1
2567 rs7331762(C;C) 13 96845557 HS6ST3 1
2568 rs7333181(A;G) 13 112221297 4
2569 rs7657186(A;G) 4 186994039 TLR3 1
2570 rs7714670(T;T) 5 73072354 CCDC39 1
2571 rs7803276(A;A) 7 78095872 MAGI2 1
2572 rs7825208(A;G) 8 38327287 FGFR1
2573 rs8016947(G;G) 14 35832666 1
2574 rs8041675(C;C) 15 37342602 MEIS2 1
2575 rs818689(C;T) 9 116162760 ALAD 1
2576 rs9491697(A;A) 6 127456122 RSPO3 1
2577 rs9594293(A;G) 13 39370595 FREM2 1
2578 rs9811792(C;C) 3 159696998 5
2579 rs9894383(G;T) 17 73865657 1

2580 rs12720067(A;G) 7x more likely to respond to certain
antidepressants 7 87169356 ABCB1 3

2581 rs1800006(C;T) 11 73717254 UCP3 6
2582 rs2068361(A;G) 6 7736743 BMP6 1
2583 rs2071754(A;G) 11 31812582 PAX6 4
2584 rs2216405(C;T) 2 211616894 1

2585 rs2235040(A;G) 1 7x more likely to respond to certain
antidepressants 7 87165750 ABCB1 3 2



2586 rs2235067(A;G) 1 7x more likely to respond to certain
antidepressants

7 87149922 ABCB1 2

2587 rs315921(C;T) 2 113872051 1

2588 rs4148739(A;G) 1 7x more likely to respond to certain
antidepressants 7 87161049 ABCB1 1 2

2589 rs6413453(C;T) 1 161192316 APOA2 1
2590 rs767870(C;T) 12 1889823 ADIPOR2 4
2591 rs1626340(A;G) 9 101923372 2
2592 rs10172965(C;T) 2 195871819 1
2593 rs11712039(C;C) 3 123973586 KALRN 1
2594 rs12143943(G;G) 1 204572071 1
2595 rs12474609(A;T) 2 141721142 LRP1B 2
2596 rs1367248(G;T) 2 124998364 CNTNAP5 1
2597 rs1425132(G;G) 7 37562368 1
2598 rs1483757(A;A) 12 117761540 NOS1 5
2599 rs1820453(T;T) 11 101980335 YAP1 1
2600 rs1867082(T;T) 14 85737169 RNU3P3 2
2601 rs2074193(G;T) 12 47771429 1
2602 rs2186903(A;G) 11 107756551 1
2603 rs363371(A;G) 10 118986396 2
2604 rs4489285(A;A) 8 31398121 1
2605 rs6065906(C;T) 20 44554015 2
2606 rs631717(G;G) 19 55322975 KIR2DL4 1
2607 rs6479527(G;G) 9 96858411 PTPDC1 1
2608 rs6588131(C;C) 1 65801562 DNAJC6 1
2609 rs743257(C;C) 14 23315331 MMP14 1
2610 rs7572857(A;G) 2 65296798 CEP68 1
2611 rs7613051(A;G) 3 33065339 GLB1 1
2612 rs8069344(A;T) 17 7917279 GUCY2D 1



2613 rs952108(T;T) 19 51511930 KLK9 1
2614 rs2192271(A;G) 7 153549296 1
2615 rs315946(C;T) 2 113893864 1
2616 rs3803304(C;G) 14 105239146 AKT1 6
2617 rs1039808(G;G) 4 126239986 FAT4 1
2618 rs11571316(C;C) 2 204731089 CTLA4 9
2619 rs13078(A;T) 14 95556747 DICER1 5
2620 rs4835265(A;C) 4 146821410 ZNF827 1
2621 rs6511(C;C) 8 101252680 SPAG1
2622 rs641120(C;C) 11 121380965 SORL1 11
2623 rs7217932(G;G) 17 69949016 1
2624 rs760761(C;T) 6 15651132 DTNBP1 4
2625 rs2301523(A;G) 22 27062669 MIAT 1
2626 rs10435884(C;T) 9 122101619 DBC1
2627 rs1044471(C;C) 12 1896956 ADIPOR2 4
2628 rs10518733(A;C) 15 53940307 WDR72 1
2629 rs10910078(C;C) 1 2390588 1
2630 rs10958409(A;G) 1.37x increased aneurysm risk 8 55327091 7
2631 rs11065706(C;T) 12 111155531 1
2632 rs11249206(C;C) 1 25277982 RUNX3 2
2633 rs12001158(A;G) 9 7155356 KDM4C 1
2634 rs12051723(G;T) 17 78324259 RNF213 1
2635 rs12075(A;A) 1 159175354 DARC 10
2636 rs12273363(C;T) 11 27744859 BDNF 8
2637 rs12517906(C;T) 5 180170819 LOC100289003 1
2638 rs12671878(A;C) 7 153558949 1
2639 rs12994401(C;T) 2 52072246 5
2640 rs13169113(C;C) 5 125338475 1
2641 rs13188771(A;C) 5 100948545 2



2642 rs13246026(A;A) 7 78331066 MAGI2 1
2643 rs1364063(T;T) 16 69588572 1
2644 rs1530498(A;A) 5 13902220 DNAH5
2645 rs1532701(A;A) 16 55698027 SLC6A2 4
2646 rs167771(A;G) 3 113876275 DRD3 8 1.1
2647 rs17030613(A;C) 1 113190807 CAPZA1 1
2648 rs17037390(A;G) 1 11860843 MTHFR 1
2649 rs17367504(A;G) 1 11862778 MTHFR 8
2650 rs1776177(G;G) 1 242012149 EXO1 5
2651 rs1801274(C;C) 1 normal risk for cancer progression 1 161479745 FCGR2A 52 1.5
2652 rs1883112(G;G) 22 37256846 NCF4 3
2653 rs1967017(C;C) 1 145723645 1
2654 rs2108225(G;G) 7 107453103 1
2655 rs2124440(T;T) 2 182328214 ITGA4 2
2656 rs2218488(C;T) 8 72263956 EYA1 2
2657 rs2239774(C;G) 22 37637653 RAC2 1
2658 rs2295193(A;A) 6 152453094 SYNE1 2
2659 rs2577720(G;G) 2 23548614 1
2660 rs2715147(C;C) 7 82448405 PCLO 1
2661 rs2878172(A;A) 14 55373670 GCH1 1
2662 rs3025033(A;G) 6 43751075 VEGFA 6
2663 rs3087243(G;G) 1 Normal risk for autoimmune diseases 2 204738919 CTLA4 77 1.5
2664 rs3129890(C;T) 6 32414273 HLADRA 3
2665 rs3134950(T;T) 6 32127477 PPT2 1
2666 rs342275(C;C) 7 106359216 1
2667 rs372883(G;G) 21 30717737 BACH1 2
2668 rs3799344(C;C) 6 25786993 SLC17A1 2
2669 rs3806268(A;A) 1 247587477 NLRP3 1
2670 rs4297265(A;A) 1 67852335 IL12RB2 2



2671 rs4704970(A;G) 5 155500992 2
2672 rs4849121(G;G) 2 111599706 ACOXL 1
2673 rs4886670(G;T) 15 75449674 1
2674 rs4919510(C;G) 10 102734778 SEMA4G 6
2675 rs543215(A;G) 11 100974033 PGR 2
2676 rs560764(A;A) 9 29592836 2
2677 rs573872(G;T) 3 153472163 1
2678 rs5751614(G;G) 22 23593051 BCR 1
2679 rs6474412(C;T) 8 42550498 4

2680 rs6504618(A;A) 17 47686189 SPOP 1
2681 rs6809854(A;G) 3 18784423 1
2682 rs6900796(C;C) 6 126362154 TRMT11 1
2683 rs6963573(A;G) 7 36828400
2684 rs7111562(C;T) 11 19051872 PIAS2 1
2685 rs7128099(A;G) 11 20356444 1
2686 rs7156144(G;G) 14 67979713 TMEM229B 1
2687 rs7235755(A;G) 18 35216261 2
2688 rs740363(C;C) 10 118575606 2
2689 rs746961(T;T) 19 31099890 2
2690 rs7503807(A;A) 17 78591111 RPTOR 1
2691 rs7586540(A;G) 2 6052751 1
2692 rs7679(C;T) 20 44576502 PCIF1 7
2693 rs7713855(C;T) 5 144924504 1
2694 rs7743515(A;G) 6 65596759 EYS 1
2695 rs7825175(A;G) 8 32416274 NRG1 1
2696 rs7920888(C;C) 10 90818377 1
2697 rs7932813(A;G) 11 7708281 1
2698 rs818684(C;T) 9 116159423 ALAD 1



2699 rs851982(T;T) 6 152024985 ESR1 5
2700 rs9380516(C;T) 6 35502202 1
2701 rs950809(T;T) 10 108795375 SORCS1 1
2702 rs9986786(C;T) 7 39237586 POU6F2
2703 rs1421(A;G) 2 47613870 EPCAM 3
2704 rs1465618(A;G) 2 43553949 THADA 3
2705 rs1780329(G;T) 1 21902950 ALPL 1
2706 rs1879352(A;G) 18 2498054 1
2707 rs2162440(C;T) 18 35214006 4
2708 rs3136558(C;T) 2 113591275 IL1B 1

2709 rs3176123(A;C) 20 23027413 THBD 3
2710 rs3743462(C;T) 15 96870817 NR2F2 1
2711 rs940187(A;G) 3 138841593 BPESC1 1
2712 rs10137082(C;T) 14 23840033 IL25 1
2713 rs9862(C;C) 22 33253280 TIMP3 3
2714 rs1017745(T;T) 18 73527636 1
2715 rs1018326(A;A) 2 182007800 1
2716 rs10494994(A;G) 1 215362207 KCNK2 2
2717 rs1051266(G;G) 21 46957794 SLC19A1 35
2718 rs10772420(A;A) 12 11174276 TAS2R19 2
2719 rs11652075(T;T) 17 78178893 CARD14 2
2720 rs11666579(T;T) 19 17590281 SLC27A1 1
2721 rs12449580(C;G) 17 6337247 AIPL1
2722 rs13064369(T;T) 3 77539218 ROBO2 1
2723 rs1509957(C;C) 10 64610718 2
2724 rs1530440(C;T) 10 63524591 C10orf107 3
2725 rs1635852(C;C) 7 28189411 JAZF1 12
2726 rs2228093(C;T) 9 38396002 ALDH1B1 2



2727 rs2250417(G;G) 11 112085316 BCO2 4
2728 rs2334499(C;C) 11 1696849 4
2729 rs2491397(T;T) 9 101205162 GABBR2 1
2730 rs4844880(A;T) 1 209870916 HSD11B1 3
2731 rs4975625(C;C) 5 1228215 SLC6A18 1
2732 rs5182(T;T) 3 148459395 AGTR1 8
2733 rs603965(G;G) increased breast cancer risk 11 69462910 CCND1 2
2734 rs743793(T;T) 22 33561746 1
2735 rs7567288(C;T) 2 134434824 1
2736 rs1734907(C;T) 7 100315517 1
2737 rs1800855(A;T) 4 26491117 CCKAR 1

2738 rs1805386(C;T) 13 108861913 LIG4 5
2739 rs284787(C;T) 4 100333556 ADH7 3
2740 rs2964911(C;T) 5 163724281 LOC100507193 1
2741 rs1060402(A;A) 20 49205095 FAM65C 1
2742 rs10758593(G;G) 9 4292083 GLIS3 3
2743 rs2039553(G;G) 13 80299722 1
2744 rs6056209(G;G) 20 8836771 PLCB1 1
2745 rs6964705(C;C) 7 55209637 EGFR 2
2746 rs17520350(C;T) 15 50897673 TRPM7 1
2747 rs10093107(T;T) 8 32026449 NRG1 1
2748 rs10423754(C;C) 19 54604822 NDUFA3 1
2749 rs1042725(T;T) Average height 12 66358347 HMGA2 23 2
2750 rs10500804(T;T) 11 14910273 CYP2R1 4
2751 rs1052576(A;A) 1 15832543 CASP9 5
2752 rs10807344(C;T) 6 46625635 SLC25A27 4
2753 rs10845840(C;C) 12 13930857 GRIN2B 2
2754 rs10858945(A;A) 12 90443482 1



2755 rs10918859(A;G) 1 162169268 NOS1AP 2
2756 rs10941112(A;A) 5 34004707 AMACR 4
2757 rs10942891(C;G) 5 78814243 1
2758 rs10982256(T;T) normal 9 117260834 DFNB31 3
2759 rs11206510(C;T) 1 55496039 12
2760 rs11712619(C;C) 3 124019802 KALRN 1
2761 rs11974269(A;C) 7 21147678 1
2762 rs12317459(A;G) 12 83164556 TMTC2 1
2763 rs12541335(A;A) 8 22088432 PHYHIP 1
2764 rs12794714(G;G) 11 14913575 CYP2R1 8
2765 rs13045180(C;T) 20 31531544 EFCAB8 1
2766 rs1342866(C;T) 1 241960669 WDR64

2767 rs1358980(C;C) 6 43764551 2
2768 rs1412554(T;T) 10 64609940 1
2769 rs1449263(A;A) 2 182319301 2
2770 rs169082(A;A) 5 169074056 DOCK2 1
2771 rs17111394(C;T) 14 81523128 TSHR 1
2772 rs17511192(C;C) 1 203119491 ADORA1 1
2773 rs1893219(T;T) 18 13916387 MC2R 1
2774 rs1904589(C;C) 10 72195439 NODAL 2
2775 rs1990622(T;T) 7 12283787 7
2776 rs2042370(C;C) 1 15841742 CASP9 1
2777 rs206936(A;G) 6 34302869 NUDT3 5
2778 rs2070037(C;T) 13 47467070 HTR2A
2779 rs2116050(T;T) 2 68072763
2780 rs2190004(T;T) 7 147268460 CNTNAP2
2781 rs2195525(T;T) 11 119235404 USP2 1
2782 rs2237349(T;T) 7 28762963 CREB5 1



2783 rs2516448(A;A) 6 31390410 1
2784 rs2736654(A;A) 6 38650628 GLO1 3
2785 rs2934442(C;T) 15 57762793 CGNL1 1
2786 rs322812(T;T) 7 127744787 3
2787 rs324987(T;T) 7 34821428 NPSR1 4
2788 rs362719(A;C) 7 103185877 RELN 3
2789 rs3732378(A;G) 3 39307162 CX3CR1 11 3
2790 rs3782181(A;C) 12 88953561 KITLG 1
2791 rs38904(T;T) 7 116892846 1
2792 rs3918241(A;T) 20 44635735 MMP9 4
2793 rs4351(G;G) 17 61569732 ACE 4
2794 rs4406737(G;G) 10 90759724 FAS 1
2795 rs441051(C;T) 7 94054000 COL1A2 3

2796 rs4547811(C;T) 4 146794621 ZNF827 1
2797 rs4617146(C;T) 8 63942717 GGH 1
2798 rs4698412(A;A) 4 15737348 5
2799 rs4861096(C;T) 4 41284711 1
2800 rs4889294(T;T) 16 81303759 BCMO1 1
2801 rs4898820(T;T) 14 54427057 1
2802 rs4939827(C;C) 1 0.73x decreased risk for colorectal cancer 18 46453463 SMAD7 38 1.5
2803 rs4971092(C;T) 1 155143946 KRTCAP2 1
2804 rs6415084(C;C) 6 160980330 LPA 4
2805 rs659822(C;T) 20 60938648 LAMA5 2
2806 rs6603859(T;T) 1 16706075 C1orf144 1
2807 rs6790925(C;C) 3 30480085 1
2808 rs6818288(A;C) 4 30068213 1
2809 rs6927022(G;G) 6 32612397 HLADQA1 6
2810 rs6932590(C;T) 1 1.1x increased risk for schizophrenia 6 27248931 TRNAV27 5 1



2811 rs6968385(C;C) 7 110047471 1
2812 rs6976053(C;C) 7 100512119 1
2813 rs712964(C;C) 22 19156117 1
2814 rs7313765(G;G) 12 65011980 RASSF3 1
2815 rs737622(A;A) 22 28877715 TTC28 2
2816 rs7544736(A;G) 1 97164343 1
2817 rs762550(G;G) 11 111783100 CRYAB 2
2818 rs7627289(A;G) 3 167348838 WDR49 1
2819 rs7648642(A;A) 3 119261375 CD80 1
2820 rs7694379(G;G) 4 88186509 1
2821 rs7932938(G;G) 11 18815295 PTPN5 1
2822 rs7937(T;T) 19 41302706 RAB4B 3
2823 rs8070473(G;T) 17 33843512 SLFN12L 1
2824 rs903263(T;T) 1 84622513 PRKACB 1
2825 rs9291683(G;G) 4 10324160 2
2826 rs941815(G;G) 6 123920572 TRDN 3
2827 rs942519(G;G) 9 117169033 DFNB31 1
2828 rs9525584(T;T) 13 42734894 DGKH 1
2829 rs9865818(A;A) 3 188072513 LPP 2
2830 rs987237(A;G) 6 50803050 TFAP2B 8
2831 rs991964(A;A) 2 59282591 FLJ30838 1
2832 rs1012477(C;G) 1 7858135 PER3 2
2833 rs131794(G;T) 22 50971752 ODF3B 1
2834 rs13306561(C;T) 1 11865804 MTHFR 1
2835 rs1800440(A;G) 2 38298139 CYP1B1 37
2836 rs1978746(G;T) 9 18761099 ADAMTSL1 1
2837 rs2027432(C;T) 1 247578441 NLRP3 1
2838 rs2070995(A;G) 21 39086965 KCNJ6 3
2839 rs2157678(A;C) 6 30128949 TRIM10



2840 rs261902(C;T) 12 32476727 BICD1 2
2841 rs278600(A;C) 8 94188919
2842 rs2967605(A;G) 19 8469738 RAB11B 2
2843 rs3738815(A;G) 1 17314702 ATP13A2 1
2844 rs403636(G;T) 5 1438354 SLC6A3 4
2845 rs5743890(A;G) 11 1325829 TOLLIP 1
2846 rs705117(A;G) 4 72608115 GC 5
2847 rs709932(A;G) 14 94849201 SERPINA1 5
2848 rs12899449(A;G) 15 38995491 2
2849 rs1003737(T;T) 6 160430656 IGF2R 1
2850 rs10510634(A;G) 3 30346968 2
2851 rs315943(T;T) 2 113894338 1
2852 rs3788200(G;G) 21 46956571 SLC19A1 1
2853 rs3923086(G;G) 17 63549488 AXIN2 3
2854 rs4644(C;C) 14 55604935 LGALS3 6
2855 rs4930767(T;T) 12 5597381 NTF3 1
2856 rs591044(T;T) 22 26697195 SEZ6L 1
2857 rs6460071(A;G) 7 73497196 LIMK1 1
2858 rs668387(G;G) 11 121367921 SORL1 11
2859 rs6740847(G;G) 2 182308352 1
2860 rs7296262(T;T) 12 129095072 TMEM132C 1
2861 rs734232(G;G) 17 72765731 SLC9A3R1 3
2862 rs9935563(C;C) 16 68861656 CDH1 1
2863 rs1801159(A;G) 1 97981395 DPYD 3
2864 rs2361701(C;T) 17 78066617 CCDC40 2
2865 rs6022(G;T) 1 169529826 F5 1
2866 rs12701220(C;T) 7 1022728 CYP2W1 1
2867 rs1405209(A;A) 9 102585545 NR4A3 1



2868 rs2280838(A;A) 8 145642002 SLC39A4
2869 rs2540917(A;A) 2 60608759 1
2870 rs3766680(G;G) 1 175296448 TNR 1
2871 rs4390941(T;T) 3 95795276 1
2872 rs6801957(C;C) 3 38767315 SCN10A 2
2873 rs689021(C;C) 11 121371120 SORL1 2
2874 rs738322(A;A) 22 38569006 PLA2G6 1
2875 rs3745925(G;T) 19 501900 MADCAM1 1
2876 rs4678(C;T) 6 30893941 VARS2 2
2877 rs9386791(C;C) 6 109608497 TMEM120A 1
2878 rs4635969(C;T) 5 1308552 MIR4457 8
2879 rs4874147(C;T) 8 144620183 ZC3H3
2880 rs2072493(A;G) 1 223284599 TLR5 1
2881 rs10021308(G;G) 4 186716984 SORBS2 1
2882 rs10037512(T;T) 5 88354675 1
2883 rs1009977(T;T) 14 55603002 LGALS3 1
2884 rs10108011(A;A) 8 22320806 PPP3CC 2
2885 rs10428132(G;G) 3 38777554 SCN10A 1
2886 rs10485805(A;G) 20 54945783 AURKA 1
2887 rs10517025(C;T) 4 42453253 ATP8A1 1
2888 rs1052717(A;A) 22 42281429 SREBF2 2
2889 rs1061472(G;G) 13 52524488 ATP7B 2
2890 rs10740993(C;C) 10 18442482 CACNB2 1
2891 rs12071951(G;T) 1 97113915 1
2892 rs132985(C;C) 22 38563471 PLA2G6 5
2893 rs13312(C;G) 1 55532742 USP24 4
2894 rs13385191(A;G) 2 20888265 C2orf43 4
2895 rs1366594(T;T) 5 88376061 3
2896 rs1462129(C;C) 18 60980871 BCL2 1



2897 rs1682825(C;T) 3 10774759 1
2898 rs1718119(C;C) 12 121615103 P2RX7 8
2899 rs17496827(C;C) 2 223353446 SGPP2 1
2900 rs17779457(G;T) 9 27488092 MOB3B 1
2901 rs1800630(A;C) 1.8x increased lupus risk 6 31542476 LTA 34
2902 rs1893352(A;G) 11 126160687 TIRAP 2
2903 rs1927702(T;T) 9 15986716 1
2904 rs2022068(G;G) 22 37199806 PVALB 1
2905 rs2052383(G;T) 13 106199528 1
2906 rs2069718(C;C) 12 68550162 IFNG 3
2907 rs2075912(C;T) 10 43622217 RET 1
2908 rs2228059(A;A) 10 6002368 IL15RA 4
2909 rs2229765(G;G) 15 99478225 IGF1R 12
2910 rs2241777(C;C) 8 104412388 SLC25A32 1

2911 rs2242665(A;A) 6 31839309 SLC44A4 1
2912 rs2270450(C;T) 6 46644875 SLC25A27 3
2913 rs2274273(C;C) 14 55614636 DLGAP5 1
2914 rs2292399(A;A) 8 49987230 C8orf22 1
2915 rs2292884(A;G) 2 238443226 MLPH 1
2916 rs2302189(A;A) 17 56584205 MTMR4 1
2917 rs2458413(A;A) 8 105359432 TM7SF4 1
2918 rs281868(T;T) 6 118574061 SLC35F1 1
2919 rs2838732(C;T) 21 46322945 ITGB2 1
2920 rs301430(C;T) 9 4576680 SLC1A1 4
2921 rs3116602(G;T) 13 51111355 3
2922 rs3118914(G;T) 13 51116901 3
2923 rs3212183(T;T) 20 43035138 HNF4A 2
2924 rs322351(C;C) 5 172194873 DUSP1 1



2925 rs3743162(C;T) 15 85430969 SLC28A1 2
2926 rs3755486(T;T) 2 175631886 2
2927 rs3918342(T;T) 13 106185749 5
2928 rs40457(G;G) 8 90823687 1
2929 rs4332358(C;T) 1 115875645 NGF 2
2930 rs4610302(G;G) 4 88400110 SPARCL1 1
2931 rs4656940(A;G) 1 160830268 CD244 1
2932 rs4701252(C;T) 5 21779154 CDH12 1
2933 rs4743034(A;G) 9 109632353 ZNF462 1
2934 rs5753037(C;C) 22 30581722 1
2935 rs592229(T;T) 6 31930441 SKIV2L 1
2936 rs623155(A;A) 6 79267481 2
2937 rs644827(C;C) 6 31838441 SLC44A4
2938 rs6499188(A;G) 16 68674788 1
2939 rs669607(G;G) 3 28071444 1

2940 rs6795970(G;G) 3 38766675 SCN10A 8
2941 rs6800541(T;T) 3 38774832 SCN10A 3
2942 rs6881634(A;A) 5 77630854 1
2943 rs701109(G;G) 3 154898407 MME 1
2944 rs7017212(G;T) 8 10022938 MSRA 1
2945 rs702543(G;G) 5 58842774 PDE4D 3
2946 rs7121(C;C) 20 57478807 GNAS 2
2947 rs7237848(T;T) 18 4773110 1
2948 rs7561460(T;T) 2 102617204 IL1R2 1
2949 rs7652995(A;G) 3 186722944 ST6GAL1 1
2950 rs7897947(G;T) 10 104157711 NFKB2 2
2951 rs7898516(T;T) 10 53070953 PRKG1 1
2952 rs9303521(G;G) 17 43805194 CRHR1 1



2953 rs9328448(A;G) 6 8001117 BLOC1S5
TXNDC5

1

2954 rs948426(T;T) 18 6567182 PHF20 1
2955 rs9557635(G;G) 13 102051090 NALCN 1
2956 rs984300(C;C) 13 109455835 MYO16 2
2957 rs995030(A;G) 12 88890671 KITLG 8 2.1
2958 rs998259(C;T) 14 55355031 GCH1 2
2959 rs9991821(A;G) 4 77130285 SCARB2 1
2960 rs1374486(C;T) 1 159580403 1
2961 rs2238136(A;G) 12 48277713 VDR 8
2962 rs2297216(C;T) 9 33025503 DNAJA1
2963 rs2734986(A;G) 6 29818568 MICF 1
2964 rs3117099(C;T) 6 32358270 HCG23 4
2965 rs3751143(G;T) 12 121622304 P2RX7 11
2966 rs480409(A;G) 3 7010081 GRM7 1
2967 rs4958456(A;G) 5 149623365 CAMK2A 1

2968 rs751891(A;C) 10 63541723
2969 rs3025030(C;G) 6 43750587 VEGFA 4
2970 rs4148943(T;T) 10 73769507 CHST3 1
2971 rs9579199(A;G) 13 29164783 1
2972 rs3132297(C;T) 9 137301866 RXRA 2
2973 rs1805087(A;G) 1 237048500 MTR 37
2974 rs3864639(C;T) 7 76738591 FAM185BP 1
2975 rs7179432(T;T) 15 93564972 CHD2 1
2976 rs1016342(C;C) 8 128092455 1
2977 rs10495712(A;G) 2 21196112 1
2978 rs11062040(C;C) 12 2091257 DCP1B 1
2979 rs11684747(A;G) 2 9697171 ADAM17 1
2980 rs131690(G;G) 1.5x increased risk for bipolar disorder 22 23648009 BCR 1



2981 rs1376877(T;T) 2 204272090 ABI2 2
2982 rs1425967(T;T) 4 138288890 1
2983 rs1428758(T;T) 16 76341506 CNTNAP4 1
2984 rs17751769(G;G) 14 94856657 SERPINA1 1
2985 rs2188962(C;C) 5 131770805 IBD5 6
2986 rs2403254(T;T) 11 18325146 HPS5 1
2987 rs573514(T;T) 8 26721281 ADRA1A 1
2988 rs6498122(A;G) 16 10994182 CIITA 1
2989 rs6662617(A;A) 1 57269521 C1orf168 1
2990 rs6766709(A;T) 3 136770263 1
2991 rs8177374(C;T) 11 126162843 TIRAP 12 3.5
2992 rs9350(C;T) 1 242048674 EXO1 7
2993 rs1564348(A;G) 6 160578860 SLC22A1 1
2994 rs12718541(G;G) 7 50550144 DDC 2
2995 rs1044573(A;A) 20 25206654 ENTPD6 1
2996 rs1536475(A;G) 9 137321156 RXRA 2

2997 rs17767225(C;T) 14 71666297 1
2998 rs461155(A;G) 21 40191638 ETS2 1
2999 rs495337(C;C) 20 48522330 SPATA2 7

3000 rs7774434(T;T) 1 Normal risk of developing primary biliary
cirrhosis 6 32657578 2 2

3001 rs7797466(A;G) 7 6046783 PMS2 2
3002 rs941576(A;A) 14 101306045 MEG3 2
3003 rs9871556(T;T) 3 168671733 1
3004 rs4676410(C;T) 2 241563739 GPR35 2
3005 rs8170(C;T) 19 17389704 C19orf62 8
3006 rs1042714(C;G) complex; see details for increased risks 5 148206473 ADRB2 66
3007 rs11073058(G;T) 15 34989626 1



3008 rs12460876(T;T) 19 33356891 SLC7A9 1
3009 rs1483012(G;G) 4 16893893 LDB2 1
3010 rs1739843(C;C) 1 16343254 HSPB7 4
3011 rs2009658(C;G) 6 31538244 LTA 3
3012 rs285(C;C) 8 19815189 LPL 2
3013 rs3742278(A;G) 13 47419577 HTR2A 1
3014 rs4956302(A;G) 4 142464722 1
3015 rs6203(C;C) 1 120057158 HSD3B1 3
3016 rs704920(A;A) 3 44087464 1
3017 rs7688672(A;G) 4 82069449 PRKG2 1
3018 rs1803274(A;G) possible increased Alzheimer's risk 3 165491280 BCHE 7
3019 rs2075674(C;T) 7 100225031 TFR2 2
3020 rs2076602(A;T) 1 17323198 ATP13A2 1
3021 rs3791851(A;G) 2 171698672 GAD1 1
3022 rs955155(C;T) 19 39729479 LRRC37A10P 1
3023 rs2309428(A;C) 9 71843023 TJP2 1
3024 rs245914(G;T) 7 29218159 LOC644086 1
3025 rs679899(G;G) 2 21250914 APOB 2
3026 rs805722(C;T) 10 105810400 COL17A1
3027 rs10769945(T;T) 11 1985127 1
3028 rs10784496(A;A) 12 66160971 RPSAP52 1
3029 rs10985332(C;T) 9 124372152 DAB2IP 1
3030 rs11087123(A;G) 20 15120744 MACROD2 1
3031 rs11169552(C;T) 12 51155663 4
3032 rs11239930(G;G) 1 146560564 NBPF13P 1
3033 rs11673492(C;T) 19 41220529 ADCK4 1
3034 rs11741808(A;G) 5 141004331 HDAC3 3
3035 rs11750694(A;C) 5 29023304
3036 rs11938795(C;T) 4 123073009 4



3037 rs12078839(C;G) 1 174861487 RABGAP1L 1
3038 rs12113878(C;G) 7 139143445 KLRG2 1
3039 rs12122440(A;C) 1 76477207 1
3040 rs12651329(T;T) 4 36079594 ARAP2 1
3041 rs1278329(T;T) 10 127823151 ADAM12 1
3042 rs12882718(C;C) 14 86902054 1
3043 rs12896399(T;T) 14 92773663 10
3044 rs13036957(A;G) 20 41821696 1
3045 rs13192841(A;G) 6 137967214 11

3046 rs1333040(T;T) 1.52x increased myocardial infarction risk,
1.67x increased aneurysm risk 9 22083404 CDKN2BAS 30

3047 rs1432295(A;A) 2 61066666 1
3048 rs1531070(G;G) 4 140795327 MAML3 1
3049 rs1532085(G;G) 15 58683366 16
3050 rs1632744(C;C) 5 104199060 1
3051 rs17551536(A;G) 2 12252350 LOC100506457 1
3052 rs17625845(C;T) 2 121089731 1
3053 rs1775456(A;G) 1 197733055 DENND1B
3054 rs1801132(C;G) 6 152265522 ESR1 40
3055 rs1953558(T;T) 14 20698239 OR11H7
3056 rs2046045(A;A) 5 76535811 PDE8B 2
3057 rs2051090(C;C) 13 36454193 DCLK1 1
3058 rs2051549(T;T) 6 32730086 HLADQB2 3
3059 rs2067051(A;A) 11 2018168 H19 1
3060 rs2160525(A;G) 12 12270290 LRP6
3061 rs2228611(A;A) 19 10267077 DNMT1 3
3062 rs2281680(C;T) 14 24033070 AP1G2 1
3063 rs2301271(C;C) 6 32725193 HLADQB2 3
3064 rs2302685(C;T) 12 12301898 LRP6 5



3065 rs2328136(A;G) 6 17709551 1
3066 rs2346177(G;G) 2 46642249 1
3067 rs234720(C;C) 21 44445292 PKNOX1 1
3068 rs2377360(A;G) 1 217200883 ESRRG 1
3069 rs2637777(T;T) 4 187525020 FAT1 3
3070 rs293748(A;G) 5 36900843 NIPBL 1
3071 rs2959272(A;A) 3 12442833 PPARG 2
3072 rs297325(C;T) 11 16389594 SOX6 1
3073 rs315949(C;C) 2 113892774 IL1RN 2
3074 rs3729508(G;G) 17 26109030 NOS2 2
3075 rs3733242(G;G) 4 77675505 SHROOM3 2
3076 rs3812863(A;A) 13 28545268 CDX2 1
3077 rs3820928(A;A) 2 227773466 RHBDD1 1
3078 rs4148546(C;C) 13 95680285 ABCC4 1
3079 rs4285687(A;A) 1 223653432
3080 rs4426527(A;G) 2 241817516 AGXT
3081 rs4522809(T;T) 3 30668684 TGFBR2 5
3082 rs4586057(G;T) 10 92632899 RPP30 1
3083 rs4607103(C;T) 3 64711904 ADAMTS9AS2 38
3084 rs4711998(A;G) 6 52050353 IL17A 1
3085 rs4723738(A;A) 7 38240908 STARD3NL 1
3086 rs4725563(C;T) 7 139654256 TBXAS1 1
3087 rs476141(C;C) 1 244176424 LOC339529 1
3088 rs4770433(A;A) 13 23903791 SACS 1
3089 rs477692(A;A) 10 131426022 MGMT 1
3090 rs598126(C;C) 17 40716520 COASY 3
3091 rs6099847(C;T) 20 56501979 1
3092 rs6107516(A;G) 20 4677092 PRNP 2
3093 rs6477998(C;C) 9 115997249 SLC31A1 1



3094 rs6586282(C;T) 21 44478497 CBS 5
3095 rs6587852(A;C) 1 59705447 2
3096 rs6840978(C;T) 4 123554707 9
3097 rs6885099(A;A) 5 76530349 PDE8B 3
3098 rs732774(A;A) 13 52523808 ATP7B 2
3099 rs7638389(A;G) 3 64729892 ADAMTS9AS2 1
3100 rs7893395(C;T) 10 16905500 CUBN 1
3101 rs7995215(G;G) 13 94408506 GPC6 3
3102 rs8040868(T;T) 15 78911181 CHRNA3 11
3103 rs8180115(C;T) 4 4521915 STX18 1
3104 rs837763(A;A) 16 88853729 1
3105 rs861539(C;C) 14 104165753 KLC1 43
3106 rs883125(C;G) 1 203146166 MYBPH 1
3107 rs891835(G;T) 8 130491752 2
3108 rs1024610(A;T) 17 32580231 2
3109 rs1143634(C;T) complex; see details 2 113590390 IL1B 84
3110 rs1233478(A;C) 6 29477821 3 2.1
3111 rs1395821(A;G) 4 148047550 1

3112 rs2275565(A;C) 1 237048676 MTR 3
3113 rs307896(C;T) 19 47661493 SAE1 1
3114 rs3135363(C;T) 6 32389648 2
3115 rs3771514(C;T) 2 70697667 TGFA 1
3116 rs447(A;G) 7 83772415 SEMA3A 2
3117 rs685550(C;T) 1 239924408 CHRM3 1
3118 rs933688(C;T) 5 90762748 2
3119 rs944260(C;T) 20 60243411 CDH4 1
3120 rs8033165(C;C) 15 29006093 1
3121 rs3741208(C;T) 11 2169774 IGF2 5



3122 rs10109414(C;C) 8 23751151 1
3123 rs1020388(A;A) 5 55560027 1
3124 rs11109504(G;G) 12 78755911 1
3125 rs12521868(G;G) 5 131784393 IBD5 7
3126 rs13207033(A;G) None 6 137965418 6 2
3127 rs138110(A;A) 22 44259781 SULT4A1 2
3128 rs1556314(G;T) 21 45811343 TRPM2 4
3129 rs164898(A;G) 1 91569689 1
3130 rs2115172(A;A) 5 122685128 CEP120 2
3131 rs2395528(C;T) 10 80100861 LOC100132987 2
3132 rs2490286(A;G) 10 101205142 1
3133 rs340874(G;G) 1 214159256 8
3134 rs347519(C;T) 19 44273516 KCNN4 1
3135 rs3757(A;G) 22 20099331 DGCR8 5
3136 rs3780412(A;A) 9 4572480 SLC1A1 3
3137 rs584480(C;C) 13 72345505 DACH1 1
3138 rs6436915(G;G) 2 231034524 SP110 1
3139 rs6830321(C;C) 4 122614755 ANXA5 1
3140 rs1594829(A;G) 8 26206077 PPP2R2A 1

3141 rs180730(C;T) 4 121801790 PRDM5 1
3142 rs3094628(C;G) 6 30285312 HCG18
3143 rs435066(A;G) 1 68927513 1
3144 rs10972341(G;G) 9 35141705 1
3145 rs2055314(T;T) 3 269035 CHL1 1
3146 rs2493137(C;T) 1 230852116 AGT 2
3147 rs6967385(G;G) 7 12391319 VWDE 1
3148 rs11720452(C;C) 3 21248642 2
3149 rs1599903(A;A) 3 39955066 MYRIP 1



3150 rs35264875(A;T) 11 68846399 TPCN2 4 3
3151 rs881301(T;T) 8 38332318 3
3152 rs9305406(A;G) 21 31386243 1
3153 rs2619528(A;G) 6 15649829 DTNBP1 12
3154 rs3748051(A;G) 6 35764943 CLPS 2
3155 rs1035938(C;T) 19 48183771 GLTSCR1 3
3156 rs1463525(T;T) 3 174961387 NAALADL2 1
3157 rs4128764(A;G) 13 83114599
3158 rs10039254(A;A) 5 178570914 ADAMTS2 1
3159 rs10184275(A;G) 2 166127928 SCN2A 1

3160 rs10248420(A;G) 1 7x more likely to respond to certain
antidepressants 7 87164986 ABCB1 3 2

3161 rs10260404(T;T) 1 Normal risk of developing ALS 7 154210798 DPP6 10 2
3162 rs10263639(C;T) 7 67059267 1
3163 rs1056484(G;G) 22 32908738 SYN3 1
3164 rs10774625(G;G) 12 111910219 ATXN2 2
3165 rs10793294(A;C) 11 77996403 GAB2 2
3166 rs10951982(A;G) 7 6422556 RAC1 1
3167 rs10975990(G;G) 9 7026716 KDM4C 1
3168 rs11129795(A;G) 3 38589163 SCN5A 4
3169 rs11220082(T;T) 11 125323965 FEZ1 1

3170 rs11249433(T;T) 1 121280613 EMBP1 12
3171 rs1130409(G;G) 14 20925154 APEX1 32
3172 rs1165196(T;T) 6 25813150 SLC17A1 4
3173 rs1165215(T;T) 6 25798932 SLC17A1 2
3174 rs11687170(C;T) 2 237058144 1
3175 rs11754288(G;G) 6 25776949 SLC17A4 1
3176 rs12230440(G;T) 12 1856953 ADIPOR2 1



3177 rs12446319(T;T) 16 81774798 1
3178 rs1256031(T;T) 14 64746179 ESR2 15
3179 rs1265879(A;G) 14 50877983 1
3180 rs13041247(T;T) 20 39269074 6
3181 rs166050(A;G) 5 6643847 SRD5A1 1
3182 rs170020(T;T) 5 151344558 1
3183 rs175646(C;T) 14 75923666 JDP2 1
3184 rs17567(C;T) 1 51826921 EPS15 2
3185 rs1800734(A;G) 3 37034946 MLH1 13
3186 rs1806194(T;T) 12 13723127 GRIN2B 1

3187 rs187116(C;C) 1 among patients with gastric cancer, risk for
more aggressive form? 11 35165800 CD44 2 1

3188 rs2073643(C;C) 5 131723288 SLC22A5 2
3189 rs2297660(C;C) 1 53732315 LRP8 4
3190 rs2609997(A;A) 8 57360485 PENK 1
3191 rs2869967(T;T) 4 89869332 FAM13A 4
3192 rs3057(A;A) 8 131329837 ASAP1 1
3193 rs3094212(C;C) 6 31085770 CDSN 1
3194 rs3807989(G;G) 7 116186241 CAV1 7
3195 rs4309(C;C) 17 61559923 ACE 5
3196 rs4422476(T;T) 4 118651823 1
3197 rs4869(C;C) 10 88730312 C10orf116 1
3198 rs4930103(A;A) 11 2024544 2

3199 rs510432(A;A) 6 106774030 ATG5 2
3200 rs536477(G;G) 1 240045908 CHRM3 1
3201 rs5764106(C;T) 22 44561287 PARVB 1
3202 rs6044777(C;T) 20 17368542 PCSK2 2
3203 rs6065904(A;G) 20 44534651 PLTP 3
3204 rs6088765(T;T) 20 33799280 1



3205 rs6503905(G;G) 17 57287454 SMG8 1
3206 rs6568819(C;T) 6 114270928 HDAC2 2
3207 rs6574433(A;A) 14 78786159 NRXN3 1
3208 rs6766410(C;C) 3 183774762 HTR3C 1
3209 rs6768930(T;T) 3 57779836 SLMAP 1
3210 rs6961860(C;C) 7 17085321 1
3211 rs7078160(A;G) 10 118827560 KIAA1598 5
3212 rs7136259(C;C) 12 90081188 1
3213 rs7166348(A;G) 15 99247795 IGF1R 1
3214 rs727428(G;G) 17 7537792 SHBG 5
3215 rs744318(C;C) 15 57881889 1
3216 rs747658(A;G) 1 226551178 PARP1 1
3217 rs749292(G;G) 15 51558731 CYP19A1 15
3218 rs7739264(T;T) 6 19785588 1
3219 rs7764439(G;G) 6 42689755 PRPH2 1
3220 rs7820074(T;T) 8 82928598 1
3221 rs7832232(G;G) 8 38469303 1
3222 rs7844723(T;T) 8 122908503 1
3223 rs7916697(A;G) 10 69991853 ATOH7 4
3224 rs8034284(C;C) 15 99496248 IGF1R 1
3225 rs860873(G;G) 1 95387208 CNN3 1
3226 rs870849(C;C) 12 6887020 LAG3 1
3227 rs9365723(G;G) 6 158435572 SYNJ2 1

3228 rs9374080(T;T) 6 109616420 CCDC162 1
3229 rs9943582(C;C) 11 57005067 APLNR 4
3230 rs1337791(C;T) 13 98518588 1
3231 rs1442709(C;T) 11 20089978 NAV2
3232 rs1879877(A;C) 2 204570000 CD28 2



3233 rs1950902(C;T) 14 64882380 MTHFD1 7
3234 rs2030373(G;T) 5 159347481 ADRA1B 1
3235 rs2043556(A;G) 10 53059406 PRKG1 4
3236 rs2236861(C;T) 1 29139756 OPRD1 3
3237 rs2289656(C;T) 9 87563562 NTRK2 5
3238 rs2499846(C;T) 1 161933048 ATF6
3239 rs2793086(A;C) 1 231899704 DISC1 1
3240 rs331142(G;T) 3 78920844 ROBO1 1
3241 rs363717(A;G) 9 107544700 ABCA1 1
3242 rs951005(C;T) 9 34743681 2
3243 rs10821905(A;G) 10 52646093 A1CF 1
3244 rs11265461(T;T) 1 160630143 1
3245 rs11683197(C;T) 2 65027624 1
3246 rs12590640(C;C) 14 36854136 1
3247 rs12653946(C;C) 5 1895829 9
3248 rs12744386(C;C) 1 24168019 1
3249 rs13263959(C;T) 8 142632315 1
3250 rs2497306(G;G) 10 94485211 1
3251 rs2721937(C;T) 8 116633699 TRPS1 1
3252 rs2724384(A;G) 1 207930203 CD46 2
3253 rs2800230(C;C) 1 225061429 1
3254 rs367615(C;T) 5 108948937 1
3255 rs4686799(C;T) 3 186451236 KNG1 3
3256 rs4888378(G;G) 16 75332041 CFDP1 1
3257 rs62209(G;T) 10 11000339 1
3258 rs6885224(T;T) 5 11169945 CTNND2 2
3259 rs7531118(C;C) 1 72837239 1
3260 rs1048612(C;T) 16 83817019 CDH13 1
3261 rs12691(C;T) 19 33791127 CEBPA 2



3262 rs3780215(C;T) 9 19579427 SLC24A2 1
3263 rs10493340(A;G) 1 63591129 2
3264 rs10499194(C;T) 6 138002637 27 2
3265 rs10733612(C;T) 9 117523050 1
3266 rs10760187(C;C) 9 124565820 1
3267 rs11133373(C;G) 4 56215631 SRD5A3 1
3268 rs1800419(T;T) 15 28096538 OCA2 3
3269 rs2133507(C;G) 4 25170042 LOC285540 1
3270 rs29684(C;C) 7 41854652 1
3271 rs6473797(C;T) 8 54152982 OPRK1 2
3272 rs650950(G;G) 11 35539269 PAMR1 1
3273 rs6599077(A;G) 3 40096618 MYRIP 2

3274 rs7787082(A;G) 7x more likely to respond to certain
antidepressants 7 87157051 ABCB1 2

3275 rs883924(A;G) 9 93181531 1
3276 rs89107(A;A) 6 118578043 SLC35F1 1
3277 rs9377063(G;G) 6 147934947 1
3278 rs9834373(G;T) 3 78498997 1
3279 rs1031309(G;T) 8 6352358 MCPH1 1
3280 rs1248634(C;T) 10 79579222 DLG5 2
3281 rs1975991(C;T) 3 187944924 LPP 1
3282 rs2376803(A;G) 1 1967954 GABRD 1
3283 rs3766951(A;G) 1 29169559 OPRD1 2
3284 rs515135(A;G) 2 21286057 5
3285 rs2305949(C;T) 4 55980456 KDR 2
3286 rs4478147(A;A) 4 87473776 1
3287 rs9324268(C;T) 13 112836655 1
3288 rs10048146(A;G) 16 86710660 2
3289 rs1005753(A;A) 1 17444769 PADI2 2



3290 rs10089(C;T) 5 127522543 SLC12A2 2
3291 rs1010(A;A) normal form 2 85808982 VAMP8 9
3292 rs10187424(T;T) 2 85794297 2
3293 rs10202118(C;T) 2 51950324 2
3294 rs1048101(T;T) 8 26628028 ADRA1A 7
3295 rs10503253(A;C) 8 4180844 CSMD1 4
3296 rs10503929(C;T) 8 32613983 NRG1 9
3297 rs1057091(C;T) 8 6500544 MCPH1
3298 rs10736303(G;G) 10 123334457 FGFR2 4
3299 rs10759734(A;G) 9 117496650 LOC100129633 1
3300 rs11167764(A;C) 5 141479065 1
3301 rs11203367(C;C) 1 17657616 PADI4 7
3302 rs11239177(T;T) 10 45123379 1
3303 rs1127065(G;G) 7 44259871 CAMK2B 2
3304 rs1143684(C;T) 6 3010390 NQO2 5
3305 rs11603020(C;T) 11 57374332 SERPING1 2
3306 rs11653011(T;T) 17 53519844 1
3307 rs1192415(A;G) 1 92077097 3
3308 rs1212171(T;T) 9 87282527 NTRK2 2
3309 rs1249675(A;A) 1 75770625 SLC44A5 1
3310 rs1256033(G;G) 14 64745399 ESR2 1
3311 rs12674488(A;C) 8 6338306 MCPH1 1
3312 rs12749204(A;G) 1 29176213 OPRD1
3313 rs12914385(C;C) 15 78898723 CHRNA3 11
3314 rs12939811(A;T) 17 46607958 HOXB1 1
3315 rs12946454(A;T) 17 43208121 PLCD3 2
3316 rs13329835(A;G) 16 80650805 CDYL2 1
3317 rs1385890(A;G) 4 81535393 C4orf22 1
3318 rs1402627(C;T) 18 4133739 DLGAP1 1



3319 rs1441815(G;G) 15 58274229 ALDH1A2 1
3320 rs15251(C;T) 5 149776232 TCOF1
3321 rs17354547(A;C) 4 142390869 1
3322 rs177415(C;C) 14 73677963 PSEN1 3
3323 rs1881457(A;C) 5 131992409 IL13 11
3324 rs1980422(C;T) 2 204610396 3
3325 rs2073347(C;T) 14 51223789 NIN
3326 rs2270628(C;T) 7 45949570 1
3327 rs2297518(A;G) 17 26096597 NOS2 11
3328 rs2357790(T;T) 10 18423380 1
3329 rs243324(T;T) 16 11354970 2
3330 rs2521634(A;G) 7 24378040 1
3331 rs2742234(C;T) 10 43612609 RET 2
3332 rs2853677(T;T) 5 1287194 TERT 4
3333 rs2957128(G;G) 18 60060735 1
3334 rs2976392(G;G) 8 143762932 PSCA 9
3335 rs3110127(C;C) 8 60130296 1
3336 rs324420(A;C) normal 1 46870761 FAAH 29 2.5
3337 rs3793243(C;C) 7 73121347 STX1A 1
3338 rs3794987(C;C) 19 15750891 CYP4F3 2
3339 rs3916164(A;G) 1 40069939 1
3340 rs3923113(T;T) 2 165501849 4
3341 rs4259415(T;T) 8 22901568 TNFRSF10B 1
3342 rs4300027(C;C) 8 6880575 1

3343 rs4646316(C;T) 22 19952132 COMT 5
3344 rs485499(T;T) 3 159745863 LOC730109 1
3345 rs4905179(A;G) 14 94795492 1
3346 rs506585(A;G) 2 21397182 1



3347 rs5174(G;G) 1 Normal risk for heart disease 1 53712727 LRP8 8 2
3348 rs6028335(A;G) 20 37845477 UMOD 1
3349 rs610604(A;A) 6 138199417 TNFAIP3 10
3350 rs6429302(G;T) 1 241913308 WDR64
3351 rs6583813(C;T) 10 94209939 IDE 1
3352 rs6858430(C;T) 4 175816129 1
3353 rs6902771(C;C) 6 152157881 ESR1 3
3354 rs7090871(T;T) 10 63830286 ARID5B 1
3355 rs711355(G;G) 15 30193468 1
3356 rs7114467(G;G) 11 15457467 1
3357 rs7142881(A;A) 14 32093548 NUBPL 2
3358 rs7207109(C;T) 17 46607817 HOXB1 1
3359 rs7246657(C;T) 19 37747108 H2AFZP3 1
3360 rs7307902(T;T) 12 47923016 1
3361 rs7598440(T;T) 2 212793198 ERBB4 6
3362 rs7702331(A;A) 5 72551134 2
3363 rs7830(C;C) 7 150709571 NOS3 10
3364 rs7968682(T;T) 12 66371880 4
3365 rs8064100(A;A) 16 56725173 1
3366 rs9315702(C;C) 13 40118068 LHFP 1
3367 rs9580312(A;G) 13 22754093 1
3368 rs980989(G;T) 1 232176195 DISC1 2
3369 rs9815663(C;T) 3 3614887 1
3370 rs1051295(C;T) 20 47988905 KCNB1 2
3371 rs1490453(C;T) 4 149321346 NR3C2 2

3372 rs2071598(A;C) 8 99129507 HRSP12 1
3373 rs267734(A;G) 1 150951477 1
3374 rs2786098(A;C) 1 197325908 CRB1 4



3375 rs2916733(C;T) 8 6323278 MCPH1 1
3376 rs3024505(C;T) 1 206939904 IL10 28
3377 rs354033(C;T) 7 149289464 ZNF767 1
3378 rs3734110(A;G) 5 13701536 DNAH5
3379 rs389719(C;T) 5 27957438 1
3380 rs4078288(C;T) 18 50547251 DCC 1
3381 rs424232(A;G) 6 32208324 1
3382 rs483223(C;T) 6 117620363 ROS1
3383 rs529038(A;G) 6 117622233 ROS1 1
3384 rs529156(A;C) 6 117622188 ROS1
3385 rs8679(C;T) 1 226548554 PARP1 1
3386 rs611744(T;T) 8 109228008 EIF3E 1
3387 rs2387326(A;G) 10 129933456 1
3388 rs3024493(G;T) 1 206943968 IL10 7
3389 rs910191(C;T) 20 47088732 1
3390 rs1052030(C;T) 11 76853783 MYO7A
3391 rs10880908(T;T) 12 46479056
3392 rs12483205(A;G) 21 38740824 DYRK1A 1
3393 rs1407862(C;C) 9 7032776 KDM4C 1
3394 rs1532423(C;C) 8 86268313 CA1 1
3395 rs1712790(C;C) 11 114621469 2
3396 rs17483466(A;G) 2 111797458 ACOXL 5
3397 rs2017567(T;T) 16 637212 1
3398 rs2130392(A;G) 4 185639169 MLF1IP 1
3399 rs2271347(A;G) 1 226549498 PARP1 1
3400 rs2438146(C;C) 4 95395388 PDLIM5 1

3401 rs2895811(T;T) 14 100133942 HHIPL1 2
3402 rs354476(A;A) 3 13357986 NUP210 1



3403 rs362962(C;T) 6 146633818 GRM1 2
3404 rs3924999(C;C) 8 32453358 NRG1 18
3405 rs4321143(A;G) 15 96156368 2
3406 rs4704397(G;G) normal 5 76518442 PDE8B 11
3407 rs4775065(A;G) 15 58801943 LIPC 2
3408 rs5015480(C;C) 10 94465559 36
3409 rs574808(T;T) 3 159732983 LOC730109 4
3410 rs6504340(A;G) 17 46617019 1
3411 rs760419(A;A) 11 2683357 KCNQ1 2
3412 rs813218(G;G) 3 99592596 FILIP1L 1
3413 rs8756(A;A) 12 66359752 HMGA2 10
3414 rs891512(A;G) 7 150708089 NOS3 5
3415 rs2230806(A;G) 9 107620867 ABCA1 8
3416 rs5745582(A;G) 6 33546498 BAK1 1
3417 rs10131141(C;T) 14 21261733 1
3418 rs1502174(T;T) 3 135269091 2
3419 rs17450029(C;T) 1 101540999 ZNF726P1 1
3420 rs4471028(T;T) 8 75294975 2
3421 rs7005380(G;G) 8 120953873 DEPTOR 1
3422 rs7968585(T;T) 12 48232093 5
3423 rs9804200(C;T) 10 131673986 EBF3 1
3424 rs1322784(C;T) 1 231928935 DISC1 4
3425 rs2509897(C;G) 11 57362617 2
3426 rs266590(C;T) 5 64347621 1
3427 rs380904(C;T) 8 144565905 ZC3H3 1
3428 rs1000579(A;A) 4 4719494 1
3429 rs10035961(A;C) 5 157030395 1

3430 rs1004689(G;T) 22 48651997 1



3431 rs1008899(A;G) 18 55862847 NEDD4L 1
3432 rs1009153(C;C) 15 22976911 CYFIP1 1
3433 rs1015657(T;T) 17 68878487 1
3434 rs10410544(C;C) 19 39385532 SIRT2 3
3435 rs1063355(C;C) 6 32627714 HLADQB1 1
3436 rs10737680(A;A) 1 196679455 CFH 8
3437 rs10758821(G;G) 9 7030268 KDM4C 1
3438 rs10771279(T;T) 12 26530543 ITPR2 1
3439 rs10776733(G;G) 1 112107669 ADORA3 1
3440 rs10937705(G;T) 4 6183184 JAKMIP1 1
3441 rs11116045(A;G) 12 84196529 1
3442 rs1111875(G;G) 2.4x risk of type2 diabetes 10 94462882 81
3443 rs11203366(A;A) 1 17657534 PADI4 4
3444 rs11221332(C;T) 11 128380974 ETS1 2
3445 rs11227306(C;C) 11 65578672 1
3446 rs11240594(A;G) 1 205896235 SLC26A9 1
3447 rs1124480(T;T) 3 13857969 2
3448 rs1164064(G;G) 3 109462400 1
3449 rs11978472(A;A) 7 81839553 CACNA2D1 1
3450 rs12029406(C;C) 1 199905828 2
3451 rs12213468(A;G) 6 156657842 1
3452 rs12344583(A;G) 9 136723520 VAV2 1
3453 rs1249744(A;G) 9 117043352 COL27A1 1
3454 rs12670798(C;T) 7 21607352 DNAH11 6
3455 rs13139310(A;G) 4 185356911 IRF2 1
3456 rs1401543(C;T) 3 135587811 1
3457 rs1447276(A;G) 5 15364484 1
3458 rs1456988(G;T) 14 98488007 1



3459 rs1490157(C;T) 3 21719246 ZNF385D 1
3460 rs1512268(G;G) 8 23526463 9
3461 rs154657(C;C) 16 89708096 1
3462 rs16899974(A;C) 5 34998877 AGXT2 1
3463 rs16948048(A;A) 17 47440466 ZNF652 2
3464 rs17197037(G;G) 14 21725654 HNRNPC 1
3465 rs17319721(G;G) 4 77368847 SHROOM3 6
3466 rs1800887(C;T) 16 55733589 SLC6A2 1
3467 rs1881492(G;T) 2 233406998 CHRNG 2
3468 rs1888530(C;C) 21 46936423 SLC19A1 1
3469 rs1889899(A;A) 9 26789940 2
3470 rs1940033(T;T) 11 131882807 NTM 1
3471 rs2040704(A;G) 5 131973177 RAD50 2
3472 rs2076054(C;T) 22 32832874 BPIFC 1
3473 rs2140930(A;A) 11 80311671 1
3474 rs2159324(T;T) 19 45695738 1
3475 rs2178146(A;A) 16 86463695 1
3476 rs2198776(G;G) 12 62234833 FAM19A2 1
3477 rs2204037(C;C) 13 63436800 1
3478 rs2228622(G;G) 9 4564432 SLC1A1 8
3479 rs2234693(T;T) 6 152163335 ESR1 40
3480 rs2239704(G;G) 6 31540141 LTA 17
3481 rs2240032(C;T) 5 131977127 RAD50 1
3482 rs224278(C;C) 10 64580575 EGR2 1
3483 rs2268626(C;T) 14 76444767 TGFB3 2
3484 rs2274894(G;G) 17 26099171 NOS2 2
3485 rs2371030(A;A) 2 211569722 1
3486 rs2486758(C;T) 10 104597480 CYP17A1 8
3487 rs2517388(G;T) 8 37977732 ASH2L 3



3488 rs2774279(C;C) 1 161017556 ARHGAP30 4
3489 rs2784773(C;C) 10 81919800 ANXA11 1
3490 rs2844484(C;C) 6 31536224 HLADQA1 3
3491 rs2927488(A;G) 19 45231478 2
3492 rs295137(G;G) 2 201150040 1
3493 rs3011225(A;G) 1 44319373 ST3GAL3 2
3494 rs3129882(A;A) 6 32409530 HLADRA 15
3495 rs3744061(A;A) 17 74733403 MFSD11 1
3496 rs3745523(C;T) 19 51334890 KLK15
3497 rs3765598(C;T) 1 114394463 PTPN22 4
3498 rs3782221(A;G) 12 117795881 NOS1 4
3499 rs3805663(A;A) 5 134366200 PITX1 2
3500 rs3815854(G;G) 2 220668738 1
3501 rs4235898(A;A) 6 77266188 1
3502 rs4342445(A;G) 6 160098222 SOD2 1
3503 rs4410790(C;C) 7 17284577 3 2
3504 rs441460(G;G) 6 25548288 LRRC16A 1
3505 rs4599440(C;T) 4 61966273 2
3506 rs469568(G;G) 5 178663408 ADAMTS2 1
3507 rs4743056(T;T) 9 99821611 1
3508 rs4796793(C;G) 17 40542210 STAT3 4
3509 rs4823613(A;G) 22 46598307 PPARA 3
3510 rs4833079(T;T) 4 38654681 NHLRC4 1
3511 rs4956396(C;T) 4 142442790 1
3512 rs4986763(C;C) 17 59760996 BRIP1 2
3513 rs560766(A;G) 15 35000942 1
3514 rs5744857(G;G) 12 133236000 POLE 1
3515 rs600753(C;C) 15 55759193 DYX1C1 2



3516 rs6472903(G;T) 8 76230301 1
3517 rs653178(A;A) 12 112007756 ATXN2 17
3518 rs6576878(A;G) 1 87705031 1
3519 rs6670655(C;T) 1 164739171 PBX1 1
3520 rs6688832(A;G) 1 9323910 H6PD 5
3521 rs6820756(A;G) 4 10062849 2
3522 rs6834555(A;G) 4 10062326 1
3523 rs6843082(A;G) 4 111718067 LOC729065 4
3524 rs6860(G;G) 16 89711120 CHMP1A 1
3525 rs6884552(C;C) 5 6661966 SRD5A1 1
3526 rs7025486(A;G) 9 124422403 DAB2IP 3
3527 rs7136446(C;T) 12 102838515 IGF1 7
3528 rs7297245(C;T) 12 96374614 HAL 2
3529 rs7324547(A;G) 13 28929607 FLT1 1
3530 rs7481311(C;T) 11 27583129 BDNFOS 3
3531 rs7504990(C;T) 18 50517776 DCC 2
3532 rs7517810(C;T) 1 172853460 1
3533 rs766325(A;A) 1 18956458 PAX7 2
3534 rs774359(C;T) 9 27561049 C9orf72 3
3535 rs7963521(T;T) 12 73828956 1
3536 rs7998314(A;C) 13 94233129 GPC6 1
3537 rs8055236(G;T) 1.9x risk 16 83212398 CDH13 4 1.7
3538 rs8074980(A;G) 17 56010960 CUEDC1 1

3539 rs892086(T;T) 1.5x increased Alzheimer risk in nonApoE4
carriers 19 10837677 DNM2 1

3540 rs909116(T;T) 11 1941946 TNNT3 2
3541 rs9273349(C;C) 6 32625869 HLADQB1 3
3542 rs9286879(A;G) 1 172862234 6
3543 rs928815(C;C) 6 31531215 HLADQA1 1



3544 rs9315204(C;T) 13 33693837 STARD13 2
3545 rs9399005(C;T) 6 132268964 CTGF 4
3546 rs940494(A;G) 7 56348924 1
3547 rs9499708(T;T) 6 104445367 1
3548 rs9640883(A;G) 7 134116633 1
3549 rs9651118(C;T) 1 11862214 MTHFR 2
3550 rs993804(C;T) 3 25112171 1
3551 rs9989419(G;G) 16 56985139 10
3552 rs10492096(C;T) 12 6580582 VAMP1 1
3553 rs11548323(A;G) 1 27731651 WASF2 1
3554 rs17166050(C;T) 5 131915213 RAD50 2
3555 rs1891498(C;T) 1 147226791 GJA5 1
3556 rs2034143(C;T) 8 6310738 MCPH1 1
3557 rs2099884(C;T) 4 142763570 1
3558 rs2244012(C;T) 5 131901225 RAD50 2
3559 rs3748079(A;G) normal risk 6 33588147 ITPR3 2
3560 rs3757354(A;G) 6 16127407 MYLIP 6
3561 rs3811021(C;T) 1 114356663 PTPN22 11
3562 rs540467(A;G) 9 32601501 3
3563 rs1048108(C;C) 2 215674224 BARD1 2
3564 rs1050171(A;A) 7 55249063 EGFR 4
3565 rs11134527(A;G) 5 168195356 SLIT3 3
3566 rs11712066(A;G) 3 151830309 1
3567 rs11881222(A;G) 19 39734923 IL28B 9
3568 rs12075550(T;T) 1 46834212 1
3569 rs1256030(C;C) 14 64747170 ESR2 8
3570 rs13151961(A;G) 4 123115502 KIAA1109 16
3571 rs1471633(C;C) 1 145723739 2
3572 rs1558477(C;T) 7 31155347 2



3573 rs16999684(A;C) 22 49066878 FAM19A5 1

3574 rs1824938(T;T) 5 5092028 2
3575 rs2839698(T;T) 11 2018853 H19 2
3576 rs4076128(A;G) normal 13 31305143 ALOX5AP 2
3577 rs4608580(T;T) 2 98861057 VWA3B 1
3578 rs4773082(T;T) 13 110403459 1
3579 rs4875598(A;A) 8 5461753 2
3580 rs4926(A;G) 11 57381989 SERPING1 5
3581 rs4979459(G;T) 9 117481666 LOC100129633 1
3582 rs522958(T;T) 12 28228567 1
3583 rs7785088(G;G) 7 78321612 MAGI2 1
3584 rs7855483(C;T) 9 32372462 1
3585 rs8116259(A;A) 20 55826168 BMP7 1
3586 rs9276977(A;G) 6 32973841 HLADOA 1
3587 rs931794(A;A) 15 78826180 AGPHD1 4
3588 rs3024495(A;G) 1 206942413 IL10 3
3589 rs363064(A;G) 4 3141410 HTT 1
3590 rs10510829(A;G) 3 60123522 FHIT 1
3591 rs10845606(A;C) 12 12834894 GPR19 1
3592 rs10892279(A;G) 11 118611781 1
3593 rs11196218(A;G) 10 114840494 TCF7L2 14
3594 rs1129706(A;G) 8 6304814 MCPH1 1
3595 rs12126638(C;T) 1 216175696 USH2A 1
3596 rs1250248(A;G) 2 216287093 FN1 2
3597 rs1349547(C;T) 8 39548378 ADAM18 1
3598 rs223116(A;G) 14 23977010 1
3599 rs2273017(T;T) 6 32337630 C6orf10 1
3600 rs331894(G;G) 3 336766 CHL1 1



3601 rs4135247(A;A) 3 12396588 PPARG 1
3602 rs6807670(A;A) 3 183778298 HTR3C 1

3603 rs8182584(G;G) 19 33909710 PEPD 1
3604 rs880054(A;A) 12 988558 WNK1 4
3605 rs9529500(C;T) 13 69607452
3606 rs1643659(A;G) 5 79934836 DHFR 1
3607 rs1805124(A;G) 3 38645420 SCN5A 13
3608 rs267738(A;C) 1 150940625 CERS2 1
3609 rs251124(C;T) 5 82805424 VCAN 3 0.1
3610 rs3788013(C;C) 21 43841328 UBASH3A 3
3611 rs2621416(A;G) 6 32741868 1
3612 rs780(A;G) 15 25695039
3613 rs7603514(A;G) 2 206836612 1
3614 rs7605378(C;C) 2 200676926 LOC348751 1
3615 rs3024321(C;T) 6 6318126 F13A1 1
3616 rs1051298(C;C) 21 46934826 SLC19A1 1
3617 rs11168048(T;T) 5 147842353 HTR4 3
3618 rs11771429(C;T) 7 153271877 1
3619 rs13400652(T;T) 2 123395877 1
3620 rs1678618(G;G) 10 73806288 1
3621 rs17430279(A;G) 2 185436262 1
3622 rs7702187(A;T) 5 9332281 SEMA5A 10
3623 rs10025405(A;A) 4 187006806 TLR3 2
3624 rs10488172(G;T) 7 133335176 EXOC4 3
3625 rs10785877(A;A) 9 137125501 1
3626 rs10814916(C;C) 9 4293150 GLIS3 1
3627 rs10817669(A;G) 9 117483015 LOC100129633 1
3628 rs10848911(A;G) 12 3814238 EFCAB4B 1



3629 rs10890920(A;A) 11 108873119 1
3630 rs111(T;T) 7 24452905 1
3631 rs11150610(C;C) 16 31334236 ITGAM 5

3632 rs11672983(G;G) 19 55383051 2
3633 rs1209950(C;C) 21 40173528 1
3634 rs12443954(A;G) 16 89741496 1
3635 rs12447690(C;T) 16 88298124 4
3636 rs12456021(A;G) 18 56213390 ALPK2 1
3637 rs12456874(A;G) 18 13366862 C18orf1 1
3638 rs1256059(C;C) 14 64710417 ESR2 10
3639 rs1256065(A;A) 14 64698932 ESR2 2
3640 rs12603112(A;A) 17 48666349 CACNA1G
3641 rs12922061(C;T) 16 52635000 CASC16 1
3642 rs13135284(C;T) 4 154864750 1
3643 rs13223993(A;G) 7 45951230 IGFBP3 2
3644 rs13273442(A;G) 8 42544017 1
3645 rs13283456(C;T) 9 130884753 PTGES2 4
3646 rs1443548(C;T) 11 20623042 SLC6A5 1
3647 rs1558744(G;G) 12 68504592 4
3648 rs1569198(A;A) 10 54076271 DKK1 4
3649 rs1579634(G;G) 1 216237728 USH2A 1
3650 rs1629826(T;T) 12 54909144 NCKAP1L 1
3651 rs17110690(A;G) 12 72407997 TPH2 2
3652 rs17483929(G;G) 15 78742376 IREB2 2
3653 rs1847134(A;C) 11 89005253 TYR 2
3654 rs2059807(C;C) 19 7166109 INSR 2
3655 rs2104362(A;G) 6 33825358 1
3656 rs211105(G;T) 11 18055304 TPH1 1



3657 rs2236225(C;C) 14 64908845 MTHFD1 7
3658 rs2236624(C;T) 22 24836024 ADORA2A 3
3659 rs2244305(C;C) 21 34652958 IL10RB 1
3660 rs2289195(G;G) 2 25463483 DNMT3A 1

3661 rs2303565(T;T) 2 219545309 STK36 1
3662 rs2304069(G;T) 5 149406733 HMGXB3 1
3663 rs2323266(G;T) 13 61965303 1
3664 rs2357013(T;T) 2 53266129 1
3665 rs2501431(A;A) 1 24201643 CNR2 2
3666 rs2724635(T;T) 12 11899973 ETV6 1
3667 rs2818964(T;T) 1 216682448 ESRRG 1
3668 rs2892463(T;T) 13 30347835 UBL3 1
3669 rs2937550(G;G) 5 36473237 2
3670 rs303386(C;T) 1 99589379 LOC100129620 1
3671 rs3123554(G;G) 1 24196401 FUCA1 1
3672 rs3138035(C;C) 17 32645949 CCL8 1
3673 rs314263(T;T) 6 105392745 LOC100129852 1
3674 rs363096(G;G) 4 3180021 HTT 1
3675 rs366510(T;T) 19 6697829 C3 3
3676 rs369065(T;T) 6 105444058 LIN28B 1
3677 rs3753394(C;T) 1 196620917 CFH 4
3678 rs3765945(T;T) 1 120051446 HSD3B1 3
3679 rs3816995(G;G) 17 71335260 SDK2 2
3680 rs3827143(A;G) 20 23619617 CST3 1
3681 rs4234798(G;G) 4 7219933 SORCS2 1
3682 rs4253728(A;G) 22 46610067 PPARA 4
3683 rs4273712(A;G) 6 126964510 LOC728666 1
3684 rs4322600(A;G) 14 88295600 1



3685 rs441(C;T) 12 112228849 ALDH2 2
3686 rs4450508(G;G) 18 57913434 1
3687 rs4493873(A;C) 8 92075643 LOC100506365 1
3688 rs4703129(C;C) 5 97888736 1
3689 rs4728142(G;G) 7 128573967 10

3690 rs4760854(A;G) 12 71289556 PTPRR 1
3691 rs4923705(A;G) 15 36293605 1
3692 rs4947339(C;C) 6 28916252 1
3693 rs6127984(G;G) 20 55824593 BMP7 1
3694 rs6474413(C;T) 8 42551064 CHRNB3 7
3695 rs6496074(A;A) 15 95511837 1
3696 rs6566561(A;G) 18 69354190 2
3697 rs6762644(A;A) 3 4742276 ITPR1 1
3698 rs6773854(C;T) 3 187649419 1
3699 rs6776570(A;A) 3 134911917 EPHB1 1
3700 rs7027110(A;G) 9 109599046 1
3701 rs7039300(G;T) 9 14064741 1
3702 rs7224610(A;A) 17 53364788 HLF 1
3703 rs722628(G;G) 9 7146888 KDM4C
3704 rs7239368(G;G) 18 31645379 NOL4 1
3705 rs725605(A;A) 8 86266886 CA1 2
3706 rs731174(C;T) 1 38196841 EPHA10 1
3707 rs7521902(A;C) 1 22490724 5
3708 rs7584330(A;G) 2 238387228 1
3709 rs7679673(C;C) 4 106061534 5
3710 rs7692181(C;C) 4 64500994 1
3711 rs7759938(T;T) normal 6 105378954 9
3712 rs7816936(C;C) 8 5071412 1



3713 rs7913948(A;G) 10 45868889 ALOX5 1
3714 rs8034191(T;T) normal 15 78806023 AGPHD1 43
3715 rs9368649(A;G) 6 30938883 1
3716 rs9402592(A;A) 6 134720067 1
3717 rs9467160(A;G) 6 24441746 GPLD1 3
3718 rs9976767(A;A) 21 43836390 UBASH3A 3
3719 rs1034200(G;T) 13 23228691 2
3720 rs10482633(A;C) 5 142750533 NR3C1 1
3721 rs1053005(A;G) 17 40465910 STAT3 3
3722 rs1265093(C;T) 6 31107187 PSORS1C1 1
3723 rs1265159(C;T) ~5x increased risk of psoriasis 6 31140047 POU5F1 1 2.5
3724 rs1677693(A;C) 5 79936318 DHFR 1
3725 rs1831521(C;T) 9 93409357 1
3726 rs195204(A;G) 1 115734091 1
3727 rs2072115(C;T) 12 48145368 RAPGEF3 1
3728 rs2075671(C;T) 7 100345106 ZAN 1
3729 rs2222328(A;G) 3 159259291 SCHIP1 1
3730 rs2239179(A;G) 12 48257766 VDR 9
3731 rs337656(A;G) 12 92684351
3732 rs383830(A;T) 1.6x risk 5 99948982 2 2
3733 rs3917187(A;G) 14 76432136 TGFB3 2
3734 rs462779(C;T) 6 111695887 REV3L 1
3735 rs487230(C;T) 1 55541174 USP24 4
3736 rs4950(C;T) 8 42552633 CHRNB3 6
3737 rs549438(C;T) 6 126134936 NCOA7 1
3738 rs6198(A;G) 5 142657621 NR3C1 9
3739 rs717620(A;G) 10 101542578 ABCC2 9
3740 rs7493(C;G) 7 95034775 PON2 18
3741 rs749909(C;T) 21 45854807 TRPM2 2



3742 rs756199(C;T) 1 184002874 GLT25D2 1
3743 rs8192917(A;G) 14 25102160 GZMB 5
3744 rs841858(A;C) 1 43399167 SLC2A1 1
3745 rs874332(C;T) 5 31413149 DROSHA 1
3746 rs874426(G;T) 11 19569563 NAV2 1
3747 rs975263(C;T) 7 20198440 MACC1 2
3748 rs10752637(G;G) 1 160312265 COPA 2
3749 rs10876920(C;C) 12 57176175 HSD17B6 1
3750 rs12188164(C;C) 5 428236 AHRR 1
3751 rs12900463(C;T) 15 85415386 ALPK3 1
3752 rs17482078(C;T) 0.76x lower risk for spondylitis 5 96118866 ERAP1 10
3753 rs2036225(C;C) 12 99190372 ANKS1B 1
3754 rs2234970(A;A) 10 102116311 SCD 2
3755 rs2236224(C;C) 14 64909151 MTHFD1 2
3756 rs2281597(C;G) 1 34359858 CSMD2 2
3757 rs2289252(C;C) 4 187207381 F11 8
3758 rs2522833(A;A) 7 82453708 PCLO 9
3759 rs2823093(A;G) 21 16520832 2
3760 rs2904804(T;T) 10 5009759 AKR1C1 1
3761 rs3118523(A;G) 9 137335521 2
3762 rs314268(T;T) 6 105417978 LIN28B 1
3763 rs4397868(C;T) 11 133566985 1
3764 rs4986764(C;C) 17 59763347 BRIP1 1
3765 rs5744174(T;T) 1 223284528 TLR5 3
3766 rs6414624(C;T) 4 5743512 EVC 2
3767 rs6421571(C;T) 11 118743772 2
3768 rs6867913(A;G) 5 141445980 1
3769 rs7129556(C;T) 11 77300048 AQP11 1



3770 rs7201929(C;T) 16 28871966 1
3771 rs809736(A;G) 15 61329788 RORA 1
3772 rs837841(G;G) 2 130034012 1
3773 rs945453(C;C) 1 216692669 ESRRG 1
3774 rs1006973(A;G) 14 52077089 FRMD6 1
3775 rs1366444(C;T) 19 48563534 PLA2G4C 1
3776 rs149481(G;T) 5 96114346 ERAP1 1
3777 rs1650697(C;T) 5 79950781 DHFR 4
3778 rs2044117(C;T) 13 101708310 NALCN 1
3779 rs5985(G;T) 6 6318795 F13A1 6
3780 rs621942(G;T) 11 85783738 1
3781 rs807624(A;C) 2 15782471 1
3782 rs11154022(A;G) 6 121748542 1
3783 rs1271572(G;G) normal 14 64761917 ESR2 8
3784 rs1317286(A;A) 15 78896129 CHRNA3 10
3785 rs31400(C;C) 5 131389507 2
3786 rs4305745(A;A) 6 132893712 TAAR6 9
3787 rs524(A;G) 19 49379167 PPP1R15A 1
3788 rs11683487(G;G) 2 152142549 NMI 1
3789 rs1451240(A;G) 8 42546711 1
3790 rs2287987(C;T) 0.71x lower risk for spondylitis 5 96129535 ERAP1 9
3791 rs4555772(A;A) 5 74302658 1
3792 rs879471(T;T) 20 62269942 STMN3 1
3793 rs1127678(A;G) 17 80059487 CCDC57 1
3794 rs2643217(A;G) 15 39003763 1
3795 rs4908449(C;C) 1 7292700 CAMTA1 1
3796 rs7044343(T;T) 9 6254208 IL33 1
3797 rs1008898(G;T) 7 7273559 C1GALT1 2
3798 rs10400419(C;C) 12 66389968 1



3799 rs10406069(A;G) 19 35836530 CD22 2
3800 rs10441737(C;T) 9 114301585 ZNF483 1
3801 rs10472076(T;T) 5 58184061 1
3802 rs10486567(A;G) 7 27976563 JAZF1 23
3803 rs10504543(G;G) 8 73778642 KCNB2
3804 rs10740051(A;G) 10 51570152 NCOA4 1

3805 rs10757257(G;G) 9 21806564 MTAP 6
3806 rs10770141(G;G) 11 2193840 TH 5
3807 rs10917696(C;T) 1 163149325 RGS5 2
3808 rs10959672(G;G) 9 11257448 1
3809 rs1110866(A;C) 3 56826324 ARHGEF3 1
3810 rs11110912(C;G) 1.3x risk 12 102042213 MYBPC1 1
3811 rs11169571(T;T) 12 51213765 ATF1 1
3812 rs11187033(A;T) 10 94262359 IDE 2
3813 rs1122608(G;T) 19 11163601 SMARCA4 11
3814 rs11615979(T;T) 12 130634692 GLCCI1
3815 rs11887120(C;C) 2 25485735 DNMT3A
3816 rs12122100(C;T) 1 146508934 LOC728989 1
3817 rs12190007(G;G) 6 169727601 1
3818 rs1250540(T;T) 10 81036007 ZMIZ1 1
3819 rs12663356(C;C) 6 21430728 1
3820 rs1269056(G;G) 14 64743890 ESR2 4
3821 rs13212041(C;T) 6 78171124 HTR1B 5
3822 rs1324015(G;G) 13 43727849 1
3823 rs13252298(A;G) 8 128095156 1
3824 rs1354774(T;T) 19 51393118 KLKP1 1
3825 rs1391511(C;C) 10 4719796 LOC100216001 1
3826 rs1392635(A;G) 15 69398026 1



3827 rs1473247(C;T) 5 158603571 RNF145 1
3828 rs1487278(C;T) 12 72400851 TPH2 3
3829 rs1529102(T;T) 2 64495627 1
3830 rs1530016(C;C) 2 25305756 EFR3B 1
3831 rs1669070(C;C) 2 232192305 ARMC9 1
3832 rs16955329(G;T) 17 52969128 1
3833 rs17044137(A;T) 4 112795297 4

3834 rs17176643(A;C) 14 37142969 PAX9 1
3835 rs17483721(T;T) 15 78733731 IREB2 2
3836 rs17487223(C;C) 15 78923987 CHRNB4 9
3837 rs17668565(T;T) 5 92154579 1
3838 rs1800805(G;G) 1 169601281 SELP 3
3839 rs1801516(A;G) normal 11 108175462 ATM 20
3840 rs1861960(G;T) 7 155285135 1
3841 rs2049953(A;C) 6 135138990 1
3842 rs2073233(T;T) 20 12874585 1
3843 rs2132683(C;T) 6 99672014 1
3844 rs216345(C;C) 9 33799370 PRSS3 1
3845 rs2212020(C;C) 3 37517462 ITGA9 1
3846 rs2241423(A;G) 15 68086838 MAP2K5 6
3847 rs2247341(C;C) 4 1701317 SLBP 1
3848 rs225011(T;T) 14 80672208 DIO2 2
3849 rs2268624(C;G) 14 76439345 TGFB3 3
3850 rs2279344(A;A) 19 41515483 CYP2B6 1
3851 rs2279345(C;C) 19 41515702 CYP2B6 2
3852 rs2284033(G;G) 22 37534034 IL2RB 3
3853 rs2297882(A;G) 10 15902303 FAM188A 2
3854 rs2306990(C;C) 4 187518976 FAT1 2



3855 rs2433320(G;G) 4 95370805 2
3856 rs2433322(T;T) 4 95379741 PDLIM5 2
3857 rs2437258(C;T) 10 17891822 LOC100652938 1
3858 rs2827196(T;T) 21 23365131
3859 rs2844724(A;A) 6 30469190 1
3860 rs2930047(T;T) 5 10695526 DAP 1
3861 rs2945412(T;T) 17 25843643 KSR1 1
3862 rs2970856(A;G) 4 23827615 PPARGC1A 1

3863 rs3020314(C;T) 0.64x reduced lymphoma risk 6 152270672 ESR1 9
3864 rs3093457(G;T) X 155227607 IL9R 1
3865 rs3129109(C;C) 6 29084232 1
3866 rs324377(C;C) 7 34755975 NPSR1 1
3867 rs353644(A;A) 11 35181613 CD44 1
3868 rs356229(A;A) 4 90606597 5
3869 rs3779456(T;T) 7 27214557 HOXA10 1
3870 rs3786954(A;G) 19 44272346 KCNN4 1
3871 rs3821502(T;T) 3 134912567 EPHB1 2
3872 rs3823720(A;G) 7 42001171 GLI3 1
3873 rs3864283(C;T) 5 130497428 HINT1 1
3874 rs42490(A;A) 8 90778513 RIPK2 2
3875 rs4251961(T;T) 2 113874467 IL1RN 15
3876 rs4380028(G;G) 15 79111093 2
3877 rs4491792(C;T) 20 16740825 1
3878 rs4598195(A;A) 7 107503441 4
3879 rs4649203(A;G) 1 24519920 3
3880 rs4660293(A;G) 1 40028180 PABPC4 2
3881 rs4732812(C;T) 8 27923388 C8orf80 1
3882 rs4735692(A;A) 8 76615663 1



3883 rs4802859(G;G) 19 52255196 FPR1 1
3884 rs4804416(T;T) 19 7223848 INSR 2
3885 rs4810796(A;G) 20 47088200 1
3886 rs4819554(A;G) 22 17565035 IL17RA 1
3887 rs4897475(A;G) 6 131232950 EPB41L2
3888 rs4900384(A;G) 14 98498951 1
3889 rs4974081(C;T) 3 49070499 QRICH1 2
3890 rs5030411(T;T) 11 36533753 TRAF6 1
3891 rs579459(C;T) 9 136154168 7

3892 rs6127983(T;T) 20 55824475 BMP7 1
3893 rs6162(G;G) 10 104596981 CYP17A1 5
3894 rs6457327(C;C) 6 31074030 4
3895 rs669408(T;T) 1 232519150 1
3896 rs6708331(A;G) 2 70368923 1
3897 rs6889608(C;T) 5 32719693 NPR3 1
3898 rs690705(A;G) 13 34654918 2
3899 rs7014900(G;T) 8 115578307 1
3900 rs7164569(A;A) 15 31793930 OTUD7A 1
3901 rs7274811(G;T) 20 32333181 ZNF341 1
3902 rs7305618(C;T) 12 121402932 3
3903 rs733048(A;G) 4 13242797 1
3904 rs7354779(C;T) 21 45670770 DNMT3L 3
3905 rs7511868(A;A) 1 161463331 1
3906 rs752822(C;T) 5 148889018 CSNK1A1 1
3907 rs7615865(C;C) 3 151073033 P2RY12 1
3908 rs7924176(A;A) 10 76295789 ADK 2
3909 rs7932354(C;T) 11 46722221 ARHGAP1 2
3910 rs7959052(C;T) 12 53205757 KRT4



3911 rs7981942(A;C) 13 80623346 1
3912 rs8014131(C;C) 14 85963856 1
3913 rs8074124(C;T) 17 36531565 SOCS7 1
3914 rs8099594(A;A) 18 46991160 3
3915 rs849141(A;G) 7 28185091 JAZF1 5
3916 rs925489(T;T) 9 100546600
3917 rs930557(C;G) 8 6302183 MCPH1 3
3918 rs931317(A;G) 3 59928851 FHIT 1
3919 rs9322817(A;A) 6 105232233 HACE1 2
3920 rs9354308(A;A) 6 66565353 2

3921 rs954108(T;T) 13 29368706 2
3922 rs9637365(C;C) 3 126370166 TXNRD3 1
3923 rs978739(A;A) 7 122635900 TAS2R16 3
3924 rs9846480(G;G) 3 138025396 TXNDC6 1
3925 rs987360(C;C) 4 138227609 1
3926 rs9949617(C;T) 18 20879217 TMEM241 1
3927 rs10520873(A;G) 5 7901230 MTRR 1
3928 rs1153188(A;T) 12 55098996 8
3929 rs1264352(C;G) 6 30789647 LINC00243 1
3930 rs1520333(C;T) 8 79401038 1
3931 rs2071427(A;G) 17 38254492 NR1D1 3
3932 rs2076600(C;T) 1 17337391 ATP13A2 1
3933 rs2241715(G;T) 19 41856886 TGFB1 4
3934 rs2282015(A;C) 10 125222037 1
3935 rs2291897(A;G) 3 33419422 FBXL2 1
3936 rs2297977(A;C) 1 43415288 SLC2A1 1
3937 rs2303500(C;T) 15 48739274 FBN1 1
3938 rs236114(A;G) 20 5935385 MCM8 5



3939 rs241447(A;G) 6 32796751 TAP2 6
3940 rs241453(C;T) 6 32796226 TAP2 2
3941 rs2523722(A;G) 6 30165273 TRIM26 1
3942 rs362614(C;T) 20 10310449 LOC100289605 1
3943 rs3791679(C;T) 2 56096892 EFEMP1 6
3944 rs3803662(C;T) ? 16 52586341 LOC643714 65 3
3945 rs4532099(A;G) 3 72315956 1
3946 rs479744(A;C) 6 109020032 4
3947 rs491567(G;T) 15 53946593 WDR72 1
3948 rs651007(A;G) 9 136153875 3
3949 rs745080(C;T) 14 52989228 TXNDC16 1
3950 rs750460(C;T) 15 74241506 LOXL1 1
3951 rs875622(C;T) 19 16467759 EPS15L1 1
3952 rs950169(A;G) 15 84706461 ADAMTSL3 2
3953 rs10262453(A;C) 7 33256039 BBS9 1
3954 rs10519980(C;T) 4 149635025 1
3955 rs11222291(C;T) 11 99873546 CNTN5 1
3956 rs1386498(A;G) 12 72398143 TPH2 1
3957 rs6690993(A;G) 1.2x increased risk for ALS 1 59703982 6
3958 rs10076782(A;G) 5 158604963 RNF145 1
3959 rs1163656(C;T) 12 81337458 1
3960 rs11932595(A;A) 4 56323597 CLOCK 4
3961 rs12320939(G;G) 12 122062722 ORAI1 2
3962 rs12700667(A;G) 7 25901639 4
3963 rs1559806(C;C) 18 72108787 FAM69C 1
3964 rs2261722(A;G) 9 78869581 PCSK5 1
3965 rs2383393(C;C) 4 180664653 1
3966 rs2568494(G;G) 15 78740964 IREB2 4
3967 rs2571445(C;C) 2 218683154 TNS1 2



3968 rs2912791(C;C) 10 123318961 FGFR2 2
3969 rs3117035(G;G) 6 33086249 HLADPB2 1
3970 rs7123390(A;G) 11 45891418 CRY2 4
3971 rs724568(A;A) 2 67942480 1
3972 rs7607369(G;G) 2 219279097 1
3973 rs9266772(C;T) 6 31352113 HLAS 1
3974 rs9268877(G;G) 6 32431147 9
3975 rs9298506(A;G) 8 55437524 SEC11B 5
3976 rs1998207(A;C) 14 94957714 SERPINA12 1
3977 rs2286983(C;T) 3 172292484 1
3978 rs714368(A;G) 6 110778128 SLC22A16 1
3979 rs233115(C;C) 1 85786977 DDAH1 1
3980 rs6687262(C;C) 1 79509109 1
3981 rs10868236(G;T) 9 87508696 NTRK2 1
3982 rs11179002(C;T) 12 72342284 TPH2 1
3983 rs12540393(C;T) 7 81364187 HGF 1
3984 rs1520724(A;A) 12 94865477 1
3985 rs17029069(C;C) 1 112464376 KCND3 1
3986 rs2236484(G;G) 21 46931684 COL18A1 2
3987 rs4729260(C;G) 7 96117918 FLJ42280 2
3988 rs754204(C;C) 13 110411568 IRS2 1
3989 rs811(A;A) 12 90775937 2
3990 rs10508266(G;T) 10 3840014 1
3991 rs11099592(C;T) 4 84230619 HPSE 4
3992 rs11160533(C;T) 14 100075773 LOC100507108 1
3993 rs1126667(G;G) 17 6902760 ALOX12 5
3994 rs4905865(G;T) 14 100076059 LOC100507108 1
3995 rs495828(G;T) 9 136154867 6



3996 rs8002779(A;A) 13 92015977 1
3997 rs8014194(A;T) 14 95720678 CLMN 1
3998 rs9466056(G;G) 6 21384613 2
3999 rs2288549(C;T) 7 128044035 IMPDH1 2
4000 rs2275351(C;T) 1 203150073 CHI3L1 2
4001 rs2730245(C;G) 7 158724789 WDR60 1
4002 rs6590495(C;T) 11 99866998 CNTN5 1
4003 rs10038727(G;G) 5 167886537 WWC1 1
4004 rs1005956(T;T) 12 40341085 SLC2A13 1
4005 rs10104997(C;T) 8 55440068 1
4006 rs10506645(C;T) 12 72385500 TPH2 5
4007 rs10863888(G;G) 1 211502769 TRAF5 1
4008 rs10918196(T;T) 1 165448157 SAMM50 1
4009 rs10937470(T;T) 3 191000808 UTS2D 1
4010 rs11898505(G;G) 2 54684557 SPTBN1 7
4011 rs11960458(C;T) 5 150480520 ANXA6 1
4012 rs11966728(C;T) 6 132276605 LOC100131774 2
4013 rs12573606(A;A) 10 87882302 GRID1 1
4014 rs12593008(A;C) 15 58760975 LIPC
4015 rs12610286(A;G) 19 55541399 GP6 2
4016 rs12904(G;G) 1 155106697 EFNA1 1
4017 rs12918952(A;A) 16 78420775 WWOX 3
4018 rs12980275(A;G) 19 39731783 18
4019 rs1364043(G;T) 5 63250851 3
4020 rs1397048(G;G) 11 56466099 OR9G1 2
4021 rs1471403(C;C) 4 88775243 1
4022 rs1495741(A;G) 8 18272881 10
4023 rs1541010(C;T) 10 13755544 FRMD4A 1
4024 rs1549318(T;T) 15 71109147 1



4025 rs1559874(A;G) 6 32243155 1
4026 rs16901937(A;A) 5 44709141 1
4027 rs17529609(A;G) 10 13356864 1
4028 rs1800378(G;G) 12 6172202 VWF
4029 rs1800869(C;G) 17 19564634 ALDH3A2 1
4030 rs1920045(G;G) 12 54670398 CBX5 1
4031 rs197056(G;G) 16 1131695 SSTR5 1
4032 rs1990760(T;T) 2 163124051 IFIH1 21
4033 rs2075575(C;C) 18 24446526 AQP4 2
4034 rs2149632(C;T) 10 94232247 IDE 2
4035 rs2166706(T;T) 11 92691532 2

4036 rs2276314(A;G) 18 33557466 C18orf21 1
4037 rs2290272(C;C) 15 85447431 SLC28A1 1
4038 rs2422493(C;C) 9 107690995 ABCA1 5
4039 rs2582869(G;G) 13 108912145 1
4040 rs2638525(A;G) 12 53207628 KRT4
4041 rs2756271(C;C) 20 4665262 PRNP 2
4042 rs2823357(G;G) 21 16914905 1
4043 rs284737(T;T) 5 35461200 1
4044 rs3130340(C;T) 6 32244627 6
4045 rs3136534(A;A) 4 123369776 7
4046 rs3136817(C;T) 14 20924434 APEX1 2
4047 rs351771(T;T) 5 112164561 APC 4
4048 rs369086(A;A) 6 7898875 TXNDC5 1
4049 rs3741775(T;T) 12 109283603 DAO 12
4050 rs3811047(A;G) 2 113671410 IL1F7 5
4051 rs3814896(A;G) 21 43771711 TFF2 1
4052 rs385893(G;G) 9 4763176 1



4053 rs3918188(A;C) 7 150702781 NOS3 3
4054 rs3922812(C;C) 1 178659933 3
4055 rs39395(A;A) 7 103489729 RELN 2
4056 rs419558(C;T) 4 107844092 DKK2 2
4057 rs434473(A;A) 17 6904934 ALOX12 6
4058 rs4623951(T;T) 12 109272051 DAO
4059 rs4629203(C;T) 2 40662546 SLC8A1 1
4060 rs4657616(A;A) 1 158971086 1
4061 rs4670766(C;T) 2 37940542 1
4062 rs4730276(G;G) 7 107484437 2
4063 rs4800773(G;G) 18 24444981 AQP4 1
4064 rs4804611(A;G) 19 11728802 ZNF627 7

4065 rs4810479(C;T) 20 44545048 3
4066 rs4813802(T;T) 20 6699595 6
4067 rs4833229(G;G) 4 122600664 ANXA5 1
4068 rs486907(G;G) 1 Normal prostate cancer risk 1 182554557 RNASEL 10 2
4069 rs4888024(A;G) 16 79439374 1
4070 rs4902359(A;G) 14 65542790 MAX 1
4071 rs4921914(C;T) 8 18272438 1
4072 rs4936894(A;G) 11 124017493 VWA5A 1
4073 rs5534(G;G) 4 149001085 NR3C2 1
4074 rs614230(T;T) 16 57419286 CX3CL1 1
4075 rs6568433(T;T) 6 106829537 1
4076 rs6576443(C;C) 15 25894658 1
4077 rs6596075(C;G) 1.5x risk 5 131742228 IBD5 5
4078 rs6689305(A;G) 1 100268991 1
4079 rs6700125(C;T) 1.2x increased risk for ALS 1 59702797 5
4080 rs6752877(T;T) 2 54661569 1



4081 rs6920648(A;G) 6 52008616 MIR206 1
4082 rs6937133(A;G) 6 39800014 DAAM2 1
4083 rs7097(G;G) 13 28197436 POLR1D 1
4084 rs710100(C;C) 14 103602278 TNFAIP2 2
4085 rs7134599(G;G) 12 68500075 4
4086 rs7178909(A;A) 15 90447946 C15orf38 1
4087 rs7211818(A;G) 17 78688903 RPTOR 1
4088 rs7312625(A;G) 12 114799974 TBX5 1
4089 rs7480010(A;G) 11 42246718 LOC387761 16
4090 rs750124(A;A) 16 88813114 FAM38A 1
4091 rs7527939(C;T) 1 210536025 HHAT 2
4092 rs7553864(C;C) 1 87613358 LOC339524 3
4093 rs7686660(G;T) 4 144003159 1

4094 rs7764257(A;G) 6 43224755 TTBK1 2
4095 rs7807441(T;T) 7 67188788 1
4096 rs783147(C;C) 6 161137990 PLG 2
4097 rs7958311(A;G) 12 121605355 P2RX7 3
4098 rs8066276(C;C) 17 61589265 NHLRC1 5
4099 rs8099014(A;C) 18 56109859 1
4100 rs8373(A;G) 11 58378424 ZFP91
4101 rs838705(A;A) 2 234273242 DGKD 1
4102 rs908366(G;G) 10 126144839 2
4103 rs915057(C;C) 14 64686207 SYNE2 1
4104 rs9262638(C;T) 6 31025989 HCG22 1
4105 rs928554(A;A) 14 64694195 ESR2 8
4106 rs9382658(G;G) 6 56471402 DST
4107 rs9524260(G;G) 13 94513790 GPC6 1
4108 rs9854612(A;G) 3 128257214 TMED10P2 1



4109 rs9857275(A;C) 3 141078188 ZBTB38 1
4110 rs12628(C;T) 11 534242 HRAS 3
4111 rs1265112(A;G) 6 31118019 CCHCR1 2
4112 rs1295686(A;G) 5 131995843 IL13 31
4113 rs1445898(A;G) 5 35910529 CAPSL 7
4114 rs1800469(C;T) higher risk for COPD 19 41860296 TGFB1 71
4115 rs1800587(C;T) normal 2 113542960 IL1A 24
4116 rs1990172(G;T) 7 20204135 MACC1 1
4117 rs2042086(A;G) 2 225222900
4118 rs20541(C;T) 5 131995964 IL13 88
4119 rs2107301(C;T) ? 12 48255570 VDR 8 3
4120 rs2112938(A;C) 5 54327955 GZMK 1
4121 rs2230808(A;G) 9 107562804 ABCA1 3
4122 rs2279287(A;G) 11 13298485 ARNTL 1

4123 rs2303137(A;T) 5 35895725 2
4124 rs2856836(C;T) 2 113532083 IL1A 4
4125 rs308309(A;G) 11 67715028 1
4126 rs3213094(A;G) 5 158750769 IL12B 7
4127 rs3771494(C;T) 2 70725352 TGFA 2
4128 rs3791675(A;G) 2 56111309 EFEMP1 10
4129 rs3869109(C;T) 6 31184196 3
4130 rs3916968(A;G) 13 106127529 DAOA 2
4131 rs401618(C;T) 6 29950210 1
4132 rs4988235(C;T) can digest milk 2 136608646 MCM6 15 1.1
4133 rs499697(C;T) 1 152493154 1 2
4134 rs743507(A;G) 7 150707488 NOS3 5
4135 rs746647(C;T) 6 31114182 CCHCR1 2
4136 rs796825(C;T) 3 120017480 1



4137 rs930847(A;C) 15 101558562 LRRK1 1
4138 rs10431058(C;C) 11 107481518 ELMOD1 1
4139 rs4679904(C;T) 3 160340896 1
4140 rs495366(A;G) 11 102695108 LOC100288077 5
4141 rs7978454(A;A) 12 124316876 DNAH10 1
4142 rs10007186(C;T) 4 79589045 LINC00230A 1
4143 rs12287931(A;G) 11 99876222 CNTN5 1
4144 rs10421768(A;G) 19 35772899 HAMP 1
4145 rs10492418(G;G) 13 109380726 MYO16 1
4146 rs10498712(T;T) 6 22743403 1
4147 rs17477949(C;C) 11 12219203 MICAL2 1
4148 rs2073831(C;T) 13 77498699 1
4149 rs2427824(C;T) 1 159265062 FCER1A 2
4150 rs2752903(C;T) 20 31823390 PLUNC 1
4151 rs3018362(G;G) 18 60082093 RPL17P44 8

4152 rs6499100(T;T) 16 52831462 1
4153 rs6509701(C;T) 19 53384185 ZNF320 1
4154 rs7517671(A;G) 1 209118888 1
4155 rs868(A;G) 9 101911656 TGFBR1 4
4156 rs909674(A;C) 22 39859169 MGAT3 1
4157 rs924114(G;G) 2 42739333
4158 rs1847472(G;T) 6 90973159 BACH2 3
4159 rs10151259(G;T) 14 21790040 RPGRIP1 3
4160 rs11786458(G;T) 8 40252701 1
4161 rs2284018(C;T) 22 37097564 CACNG2 1
4162 rs4972489(A;C) 2 176734598 1
4163 rs7047865(T;T) 9 78665776 PCSK5 2
4164 rs7397814(C;T) 12 9546962 1



4165 rs1866389(C;G) 5 79361265 THBS4 2
4166 rs17609240(G;T) 17 38110689 1
4167 rs1029273(T;T) 20 4655760 2
4168 rs10483727(C;C) 14 61072875 7
4169 rs11965969(T;T) 6 116452203 NT5DC1 1
4170 rs1554483(C;G) 1.8x higher risk for obesity if in haplotype 4 56321817 CLOCK 2
4171 rs1582055(C;T) 6 131144363
4172 rs1643649(C;T) 5 79939449 DHFR 1
4173 rs17027230(C;T) 2 103079330 1
4174 rs17582416(T;T) 10 35287650 2
4175 rs1801253(C;G) depends on rs1801252 10 115805056 ADRB1 27
4176 rs2030712(C;T) 7 139294931 HIPK2 1
4177 rs2227306(C;C) 4 74607055 IL8 17
4178 rs2229080(C;G) 18 50432602 DCC 2
4179 rs2240340(G;G) average 1 17662639 PADI4 16
4180 rs2256774(A;A) 10 6097165 IL2RA 2
4181 rs2289759(A;G) 17 78854223 RPTOR 1
4182 rs2293275(G;G) 2 48921375 LHCGR 1
4183 rs2830840(C;G) 21 28665347 1
4184 rs3799977(T;T) 6 44837356 SUPT3H 1
4185 rs4065(T;T) 10 75676464 PLAU 11
4186 rs4327572(C;C) 5 25972821 1
4187 rs489693(C;C) 18 57882787 2
4188 rs4918(C;G) 3 186338382 AHSG 8
4189 rs650108(A;G) 11 102708787 MMP3 7 1
4190 rs6504218(G;G) 17 62408299 PECAM1 1
4191 rs675026(C;C) 6 154414563 OPRM1 2
4192 rs719725(A;A) 1.46x increased risk for colorectal cancer 9 6365683 11
4193 rs722258(C;C) 10 23369421 1



4194 rs7535263(G;G) 1 196682346 CFH 2
4195 rs7711564(C;G) 5 96096219 CAST 1
4196 rs807212(C;C) 6 26065621 1
4197 rs8082305(A;G) 17 30106587 1
4198 rs9356058(C;T) 6 163151399 PACRG 2
4199 rs9920722(T;T) 15 49735112 FGF7 1
4200 rs1801197(C;T) 7 93055753 CALCR 2
4201 rs2398668(A;G) 7 2298227 SNX8 1
4202 rs3760396(C;G) 17 32581441 CCL2 3
4203 rs3780413(C;G) 9 4567353 SLC1A1 3
4204 rs6922269(A;G) 1.2x risk 6 151252985 MTHFD1L 18 2
4205 rs2980003(A;G) 8 65999963 1
4206 rs3782905(C;G) 12 48266167 VDR 1
4207 rs1047763(A;G) 7 7283569 C1GALT1 1
4208 rs10483028(C;T) 21 36673573 1
4209 rs10516430(C;T) 4 99337881 RAP1GDS1 2
4210 rs10519203(A;A) 15 78814046 AGPHD1 4
4211 rs10759102(A;G) 9 9910123 PTPRD 1
4212 rs10768122(A;A) 11 35280852 SLC1A2 1
4213 rs10768140(G;T) 11 35510907 PAMR1 1
4214 rs10819634(C;T) 9 101860076 3
4215 rs10830228(A;G) 11 88891114 1
4216 rs10849373(A;G) 12 740961 NINJ2 1
4217 rs10896794(C;T) 11 58339124 LPXN 1
4218 rs10937273(G;G) 3 186549695 3
4219 rs10948197(T;T) 6 44967490 SUPT3H 1
4220 rs11100479(C;T) 4 164012901
4221 rs1110183(A;G) 9 38456365 1



4222 rs11168351(G;G) 12 48403765 1
4223 rs11171747(T;T) 12 56518408 1
4224 rs11203995(T;T) 8 18629373 PSD3 1
4225 rs1131445(T;T) 15 81601782 IL16 5
4226 rs1157699(C;C) 2 188258904 CALCRL 1
4227 rs11581062(A;G) 1 101407519 SLC30A7 1
4228 rs11599315(T;T) 10 1343017 ADARB2 1
4229 rs11615(T;T) 19 45923653 ERCC1 19
4230 rs11676348(C;T) 2 219010146 1
4231 rs12034383(A;A) 1 207803595 CR1 2
4232 rs12063142(C;T) 1 19139517 1
4233 rs12699477(C;T) 7 1968953 MAD1L1 1
4234 rs12757998(C;T) 1 182538478 2
4235 rs12806698(A;C) 11 4115974 RRM1 1
4236 rs13017599(G;G) 2 61164331 NONOP2 6
4237 rs13031237(G;G) 2 61136129 REL 8
4238 rs1385129(A;G) 1 43408966 SLC2A1 2
4239 rs1421746(T;T) 5 127151976 RBFA 1
4240 rs16865717(C;T) 2 7032618 RSAD2 1
4241 rs17102423(G;T) 14 65604728 1
4242 rs17382202(C;T) 5 58979946 PDE4D 1
4243 rs17478107(C;T) 4 16002288 PROM1 1
4244 rs17506395(G;T) 3 189521319 TP63 1
4245 rs17550532(A;G) 16 9744095 1
4246 rs1799964(C;T) 6 31542308 LTA 45
4247 rs1800975(G;G) 9 100459578 XPA 15
4248 rs181736(G;G) 5 58677233 PDE4D 1
4249 rs2011616(G;G) 2 27302561 EMILIN1 5
4250 rs2025345(A;G) 10 6067688 IL2RA 2



4251 rs2036527(C;C) 15 78851615 12
4252 rs2069408(A;G) 12 56364321 CDK2 4
4253 rs2071307(G;G) 7 73470714 ELN 5
4254 rs2076369(G;G) 22 38463652 PICK1 2
4255 rs2082412(A;G) 5 158717789 6
4256 rs2101171(C;T) 15 101807915 2
4257 rs2226006(C;C) 9 120137758 ASTN2 1
4258 rs2234962(C;T) 10 121429633 BAG3 2
4259 rs2241820(T;T) 12 54394497 HOXC9 1
4260 rs2242714(A;G) 21 36677687 1
4261 rs227060(C;T) 11 108204881 ATM 7
4262 rs2280381(A;A) 16 86018633 2
4263 rs2281082(G;T) 22 36872750 TXN2 1
4264 rs2307032(T;T) 3 27432995 SLC4A7 2
4265 rs2382817(A;C) 2 219151218 PNKD 1
4266 rs2419621(C;T) 10 114135013 ACSL5 2

4267 rs245111(C;T) 19 50528897 ZNF473 1
4268 rs2618516(C;C) 11 14021639 SPON1 1
4269 rs2635727(C;T) 6 50820940 1
4270 rs2669010(G;G) 12 77009060 1
4271 rs2773080(C;C) 1 178696750 RALGPS2 1
4272 rs2835810(C;T) 21 38932778 1
4273 rs285480(A;G) 1 165403903 RXRG 1
4274 rs2855812(G;T) 6 31472720 MICB 2
4275 rs287235(C;G) 1 55678499 USP24 3
4276 rs2920001(C;T) 18 28789725 1
4277 rs30168(A;G) 5 13719089 DNAH5 1
4278 rs3213255(T;T) 19 44077507 XRCC1 2



4279 rs3448(C;T) 3 49396751 RHOA 3
4280 rs347685(A;C) 3 141807137 TFDP2 1
4281 rs348601(A;A) 5 40320006
4282 rs3780901(T;T) 10 45917376 ALOX5 1
4283 rs3791398(A;G) 2 240025666 HDAC4 1
4284 rs3807375(G;G) 7 150667210 KCNH2 7
4285 rs3817672(A;A) 3 195800811 TFRC 2
4286 rs3889237(C;C) 17 64779430 PRKCA 1
4287 rs4145170(A;G) 18 26676672 1
4288 rs4244593(C;C) 17 17420218 PEMT 2
4289 rs4276913(A;A) 1 155131673 1
4290 rs4364254(C;T) 4 84223713 HPSE 6
4291 rs4455882(G;G) 8 121583283 SNTB1 1
4292 rs4499362(C;T) 2 149568396 1
4293 rs4505848(A;A) 4 123132492 KIAA1109 4
4294 rs4552569(C;T) 5 83173593 1
4295 rs4622329(G;G) 12 102321935 1

4296 rs4713902(C;T) 0.69x decreased risk for bipolar disorder 6 35614026 FKBP5 4
4297 rs4766587(A;G) 12 109685330 ACACB 2
4298 rs4774(C;G) 16 11000848 CIITA 11
4299 rs4783227(C;C) 16 82594383
4300 rs552976(C;C) 2 169791438 ABCB11 3
4301 rs6024836(A;G) 20 54944068 AURKA 1
4302 rs6027755(G;G) 20 59268710 1
4303 rs619824(G;G) 10 104581288 3
4304 rs6458307(C;T) 0.8x risk 6 42731115 3
4305 rs6575424(C;C) 14 94854852 SERPINA1 1
4306 rs6606697(G;G) 12 109611720 ACACB 1



4307 rs6691170(G;T) 1 222045446 6
4308 rs6693927(G;G) 1 153044009 SPRR2B 1
4309 rs6726035(C;T) 2 205116002 1
4310 rs6798015(T;T) 3 38798836 SCN10A 2
4311 rs6990375(A;G) 8 70571531 SULF1 2
4312 rs7122620(A;A) 11 5683567 TRIM78P 1
4313 rs7209395(C;T) 17 64133726 CCDC46 2
4314 rs7309727(C;T) 12 129955359 TMEM132D 1
4315 rs739837(T;T) 12 48238221 VDR
4316 rs741846(G;G) 14 75918215 JDP2 1
4317 rs7590268(G;T) 2 43540125 THADA 3
4318 rs769111(A;A) 7 12059806 1
4319 rs7702276(C;C) 5 51805742 1
4320 rs7703051(C;C) 5 74625487 2
4321 rs7704909(T;T) 5 25898921 2
4322 rs7804356(C;T) 7 26891665 SKAP2 1
4323 rs7928739(A;A) 11 67833543 CHKA 2
4324 rs7975232(A;A) 12 48238837 VDR 26

4325 rs8069645(A;G) 17 40494902 STAT3 1
4326 rs8089099(A;G) 18 10078071 1
4327 rs8099939(G;G) 19 42521108 GRIK5 1
4328 rs8101881(T;T) 19 33364628 1
4329 rs861019(A;A) 1 209975386 IRF6 5
4330 rs893363(T;T) 3 53847062 CACNA1D 2
4331 rs918629(A;G) 5 95301463 1
4332 rs9266629(C;T) 6 31346822 FGFR3P1 3
4333 rs9472138(C;T) 6 43811762 5
4334 rs9674559(A;G) 17 78715608 RPTOR 1



4335 rs9788969(T;T) 16 88812250 FAM38A 1
4336 rs979752(C;C) 11 5539139 UBQLNL 1
4337 rs9918668(G;G) 7 93691744 1
4338 rs9923856(C;T) 16 11210415 CLEC16A 1
4339 rs9943849(C;T) 12 69370756 1
4340 rs1054480(C;T) 5 178540975 ADAMTS2 1
4341 rs1295685(C;T) 5 131996445 IL13 10
4342 rs1701704(A;C) 12 56412487 9
4343 rs17561(G;T) 2 113537223 IL1A 38
4344 rs1805123(A;C) 7 150645534 KCNH2 18
4345 rs2192752(A;C) 2 102769373 IL1R1 1
4346 rs2241714(A;G) 19 41869392 B9D2 2
4347 rs2440399(A;C) 8 6325975 MCPH1 1
4348 rs2442496(C;G) 8 6327274 MCPH1
4349 rs2562519(A;G) 5 89780971 POLR3G 1
4350 rs362272(C;T) 4 3234980 HTT 3
4351 rs4778334(A;G) 15 23040856 1
4352 rs503662(A;G) 2 21414142 2
4353 rs735539(C;T) 13 21280034 IL17D 1

4354 rs751543(A;G) 9 119122342 PAPPA 1
4355 rs883079(A;G) 12 114793240 TBX5 1
4356 rs976881(A;G) 1 12233754 TNFRSF1B 3
4357 rs13143308(G;T) 4 111714419 LOC729065 2
4358 rs7118530(T;T) 11 113890125 1
4359 rs10272438(A;G) 7 33238834 BBS9 4
4360 rs11083241(A;A) 18 25551961 CDH2 1
4361 rs1158167(A;G) 20 23578189 4
4362 rs1182844(A;T) 12 68641532 IL22 2



4363 rs12282593(A;G) 11 99871361 CNTN5 1
4364 rs1731017(C;C) 16 8839954 ABAT 1
4365 rs17651978(A;G) 3 71020490 FOXP1 1
4366 rs2072660(C;T) 1 154548721 CHRNB2 9
4367 rs2076153(A;A) 1 209953571 TRAF3IP3 1
4368 rs2208532(A;A) 2 31788989 SRD5A2 2
4369 rs2298967(C;T) 4 3185747 HTT 1
4370 rs2407309(G;T) 11 99862625 CNTN5 1
4371 rs2540552(G;G) 7 91240297 1
4372 rs2619538(A;T) 6 15665209 DTNBP1 16
4373 rs267939(A;A) 5 10752315 DAP 1
4374 rs3824968(A;T) 11 121475922 SORL1 4
4375 rs6123045(C;T) 20 50118842 NFATC2 1
4376 rs6289(A;A) 4 47408709 GABRB1 5
4377 rs6432018(A;A) 2 9721896 1
4378 rs7305115(A;G) risk of suicide behavior 12 72372862 TPH2 17
4379 rs731991(A;G) 22 31025189 1
4380 rs7332115(T;T) 13 33147548 1
4381 rs763014(T;T) 16 675680 RAB40C 2
4382 rs7672826(A;G) 4 182399695 3

4383 rs7944926(A;G) 11 71165625 NADSYN1 2
4384 rs8176720(A;A) 9 136132873 ABO
4385 rs9397456(A;G) 6 152247152 ESR1 3
4386 rs1387389(C;T) 1 164689762 PBX1 1
4387 rs1436953(A;G) 15 62414014 1
4388 rs1521882(C;T) 2 202949851 FLJ39061 2
4389 rs2968863(A;G) 7 150623137 2
4390 rs3751082(C;T) 11 67795353 ALDH3B1 1



4391 rs10509373(T;T) 10 78157572 C10orf11 1
4392 rs2300039(T;T) 7 108050027 NRCAM 1
4393 rs4900109(T;T) 14 92763391 1
4394 rs1319535(C;T) 9 28181085 LINGO2 1
4395 rs211037(C;T) 5 161528280 GABRG2 6
4396 rs2242944(G;G) 21 40465178 3
4397 rs4474794(A;A) 18 20566973 RBBP8 2
4398 rs7676999(C;T) 4 116934079 1
4399 rs3176861(C;T) 1 101187321 VCAM1 1
4400 rs10008492(C;C) normal 4 38765720 1
4401 rs1004446(C;C) 11 2170143 IGF2 10
4402 rs10045431(A;C) 5 158814533 7
4403 rs10062446(A;T) 5 132040374 KIF3A 1
4404 rs10160548(G;T) 11 113856681 HTR3A 3
4405 rs10423674(C;C) 19 18817903 CRTC1 1
4406 rs10503019(A;G) 18 55454377 ATP8B1 1
4407 rs1050993(G;G) 1 237062305 MTR 4
4408 rs10744391(A;G) 12 129324938 1
4409 rs10754644(A;A) 1 238724741 1
4410 rs10808556(T;T) 8 128413147 9
4411 rs10943724(A;C) 6 81302805 1
4412 rs11084337(T;T) 19 54916104 1
4413 rs11130874(A;G) 3 62064769 PTPRG 1
4414 rs11165354(A;A) 1 92194322 TGFBR3 1
4415 rs11191692(G;G) 10 105213765 CALHM1 2
4416 rs11362(G;G) 8 6735399 DEFB1 11 1
4417 rs11465817(A;C) 1 67721097 IL23R 4
4418 rs1158867(T;T) 2 128177377 PROC 1
4419 rs11673344(A;A) 19 37684966 ZNF585B 1



4420 rs1198872(C;C) 2 10903412 ATP6V1C2 1
4421 rs12073837(C;T) 1 221010205 1
4422 rs12201676(C;T) 6 89732101 1
4423 rs12545912(G;T) 8 9601699 TNKS 1
4424 rs1255372(C;C) 10 42991780 LOC84856 3
4425 rs12765929(G;T) 10 88682555 BMPR1A 1
4426 rs13277113(A;G) 8 11349186 24
4427 rs1412444(G;G) 10 91002927 LIPA 3
4428 rs149428(G;G) 16 58668566 2
4429 rs1566439(A;A) 16 57024662 NLRC5 2 2
4430 rs1575891(C;T) 13 48198716 1
4431 rs167770(A;G) 3 113879562 DRD3 2
4432 rs1680005(G;G) 6 37174745 1
4433 rs17266594(C;T) 4 102750922 BANK1 10
4434 rs17708472(A;G) 16 31105353 VKORC1 7
4435 rs1861494(T;T) 12 68551409 IFNG 2
4436 rs2030926(C;T) 6 114067127 LOC100652953 3
4437 rs2077224(C;C) 11 62197427 1
4438 rs2111485(G;G) 2 163110536 12
4439 rs2120991(C;C) 12 54270228 1
4440 rs2246833(C;C) 10 91005854 LIPA 1
4441 rs225014(T;T) 14 80669580 DIO2 9
4442 rs2288831(C;T) 5 158750013 IL12B 2
4443 rs2297381(C;T) 15 41827655 RPAP1 1
4444 rs2412488(A;G) 4 54330867 LNX1 1
4445 rs2548861(G;G) 16 78658393 WWOX 4
4446 rs275490(C;T) 5 6852600
4447 rs2770296(C;T) 13 47440560 HTR2A 5



4448 rs2806731(C;T) 13 54290333 1
4449 rs2853523(C;C) 1 237062198 MTR 1
4450 rs2887571(A;G) 12 1638171 1
4451 rs324029(A;G) 3 113881623 DRD3 2
4452 rs32566(C;T) 5 5792507 2
4453 rs334348(A;G) 9 101912471 TGFBR1 4
4454 rs348594(A;A) 5 40323938
4455 rs363039(C;C) 20 10220496 SNAP25 4
4456 rs3731859(A;G) 2 219124222 GPBAR1 2
4457 rs3749380(G;G) 3 6903297 GRM7 3
4458 rs3786047(A;G) 17 4615098 ARRB2 3
4459 rs3792106(G;G) 2 234190740 ATG16L1 3
4460 rs3806265(T;T) 1 247586336 NLRP3
4461 rs3828903(A;G) 6 31464739 MICB 1
4462 rs3846663(C;C) 5 74655726 HMGCR 3
4463 rs39317(G;G) 7 116966304 1
4464 rs4553720(C;C) 18 62170726 1
4465 rs4646(A;C) 15 51502844 CYP19A1 28
4466 rs4698036(G;T) 4 10331294 1
4467 rs4760816(C;T) 12 72372601 TPH2 2
4468 rs4780054(C;C) 15 29600003 FAM189A1
4469 rs484161(T;T) 11 8264525 LMO1 1
4470 rs4917(C;T) 3 186337713 AHSG 12
4471 rs561104(A;A) 1 87371762 SEP15 1
4472 rs577948(A;A) 11 122030190 MIR100HG 1
4473 rs583012(A;A) 10 55294874 1
4474 rs6108011(C;T) 20 7552504 2
4475 rs6451770(T;T) 5 44691395 1
4476 rs6472155(A;G) 8 65730207 1



4477 rs6733379(G;T) 2 34480075 2
4478 rs675209(C;T) 6 7102084 2
4479 rs6914079(A;G) 6 14596365 1
4480 rs699512(A;G) 7 43810764 BLVRA 1
4481 rs7046653(A;G) 9 27490967 MOBKL2B 3
4482 rs7072776(A;G) 10 22032942 MLLT10 1
4483 rs710448(T;T) 3 186452885 KNG1 1
4484 rs7123686(A;A) 11 112065483 BCO2
4485 rs7134375(C;C) 12 20473758 2
4486 rs723794(G;T) 4 146875551 2
4487 rs7279297(A;G) 21 43227915 PRDM15 1
4488 rs7512140(A;A) 1 161463601 2
4489 rs762642(T;T) 14 54423053 BMP4 3
4490 rs7656250(C;T) 4 23866016 PPARGC1A 2
4491 rs7690467(C;T) 4 133326395 1
4492 rs7736604(G;T) 5 146068662 PPP2R2B 1
4493 rs7756992(A;G) 1.3x increased risk for type2 diabetes 6 20679709 CDKAL1 36
4494 rs7786808(A;G) 7 158223106 PTPRN2 1
4495 rs7963720(C;T) 12 72366186 TPH2 1
4496 rs8040009(C;T) 15 93044339 C15orf32 2
4497 rs8083346(T;T) 18 62998775 1

4498 rs8101626(A;A) 19 10246029 DNMT1 1
4499 rs834830(A;G) 2 157203260 1
4500 rs876016(A;G) 17 79810463 P4HB 1
4501 rs911887(A;A) 10 81701523 SFTPD 2
4502 rs912988(C;T) 1 5354844 1
4503 rs925946(G;T) 11 27667202 BDNFOS 15
4504 rs9308433(T;T) 1 214457009 SMYD2 1



4505 rs9557195(C;T) 13 99956622 GPR183 1
4506 rs10519951(A;G) 4 149201619 NR3C2 1
4507 rs1161463(C;T) 13 29431338 2
4508 rs1329650(A;C) 10 93348120 SEC13 4
4509 rs1394205(A;G) 2 49381585 FSHR 4
4510 rs1590(A;C) 9 101916165 TGFBR1 3
4511 rs1912816(C;T) 8 114873380 1
4512 rs2073145(A;G) 20 56190634 ZBP1 1
4513 rs2119067(A;G) 2 166127283 SCN2A 1
4514 rs2160203(C;T) 2 102960824 IL1RL1 1
4515 rs2210533(C;T) 9 105442117 1
4516 rs2227284(A;C) 5 132012725 IL4 14
4517 rs2240419(A;G) 7 18975189 HDAC9 1
4518 rs2278732(C;T) 11 18764113 PTPN5 1
4519 rs251421(C;T) 5 76572970 PDE8B 1
4520 rs2651860(G;T) 1 165381055 RXRG 1
4521 rs2659056(A;G) 19 51335943 KLK15 2
4522 rs2741354(A;G) 8 27415476 1
4523 rs2932538(C;T) 1 113216543 MOV10 3
4524 rs2935776(C;T) 8 109629903 1
4525 rs3027247(G;T) 17 8130867 CTC1 1
4526 rs3771150(C;T) 2 103060851 IL18RAP 2

4527 rs4141404(G;T) 22 31675185 LIMK2 1
4528 rs460000(A;C) 5 1432825 SLC6A3 3
4529 rs517811(C;T) 8 102944863 NCALD 1
4530 rs603050(A;G) 11 102680229 LOC100288077 1
4531 rs629566(A;G) 9 32573602 NDUFB6 2
4532 rs740264(A;C) 7 95021803 PON3 1



4533 rs745975(A;G) 20 43034693 HNF4A 4
4534 rs848(G;T) 5 131996500 IL13 12
4535 rs868856(C;T) 9 27489251 MOBKL2B 2
4536 rs1350666(C;T) 4 75224590 1
4537 rs1800164(G;G) 12 57604802 LRP1 2
4538 rs1823874(T;T) 15 100357435 1
4539 rs237897(G;G) 3 8808285 OXTR 3
4540 rs9316505(A;A) 13 51390598 DLEU7 1
4541 rs2171363(C;T) 12 72360264 TPH2 6
4542 rs4457053(A;G) 5 76424949 LOC728723 2
4543 rs7540032(C;C) 1 196701284 CFH 1
4544 rs9838682(G;G) 3 30390867 2
4545 rs2291854(C;T) 12 103353538 ASCL1 1
4546 rs3761863(A;G) 12 40758652 LRRK2 4
4547 rs10433903(C;T) 4 118093137 1
4548 rs10759930(C;C) 9 120461621 5
4549 rs10784762(T;T) 12 69523923 1
4550 rs10806425(A;C) 6 90926612 BACH2 2
4551 rs10914367(A;G) 1 31846206 FABP3 1
4552 rs10955255(A;G) 8 102536405 GRHL2 3
4553 rs11074938(G;G) 16 11006543 CIITA 1
4554 rs11193561(C;T) 10 109374384 1
4555 rs12666280(C;T) 7 154509324 DPP6 1

4556 rs1442295(C;T) 15 87962687
4557 rs154659(C;T) 16 89667337 4
4558 rs1946518(G;G) 11 112035458 IL18 41
4559 rs2072374(C;T) 12 6637845 NCAPD2 3
4560 rs2072633(C;C) 6 31919578 CFB 9



4561 rs255758(A;C) 5 53311502 ARL15 1
4562 rs261532(G;T) 5 138949362 UBE2D2 1
4563 rs287354(C;C) 13 69239952
4564 rs3129871(C;C) 6 32406342 HLADRA 5
4565 rs334349(A;G) 9 101914387 TGFBR1 3
4566 rs4243849(A;A) 8 136713137 1
4567 rs4338740(C;T) 15 49735297 FGF7 1
4568 rs4918280(C;C) 10 108790758 SORCS1 2

4569 rs6441286(T;T) 1 Normal chances of developing primary
biliary cirrhosis 3 159728878 4 2.5

4570 rs6691768(A;A) 1 61791863 NFIA 1
4571 rs7209435(C;T) 17 61712964 MAP3K3 1
4572 rs7646054(A;G) increased osteoporosis risk 3 56809628 ARHGEF3 2
4573 rs8127977(C;T) 21 26826514 1
4574 rs8192879(G;G) 8 59403576 CYP7A1 3
4575 rs8904(C;C) 14 35871217 NFKBIA 8
4576 rs951266(C;C) 15 78878541 CHRNA5 2
4577 rs1887346(C;T) 13 74493002 KLF12 2
4578 rs886144(A;G) 15 91717352 SV2B 2
4579 rs958994(C;T) 5 165063884 1
4580 rs1054020(C;T) 5 145525148 LARS 1
4581 rs10937355(C;T) 3 188289697 LPP 1
4582 rs11785060(C;C) 8 145046662 PLEC
4583 rs12350051(T;T) 9 20475176 MLLT3 1
4584 rs13254738(A;C) 8 128104343 18

4585 rs1334710(A;G) increased risk 6 6583721 LY86AS1 1
4586 rs1377580(C;T) 11 99866163 CNTN5 1
4587 rs1391166(A;T) 4 46105867 GABRG1 1
4588 rs1410996(C;C) 1 196696933 CFH 29



4589 rs1553091(A;A) 3 187716886 1
4590 rs161645(A;G) 5 104069917 1
4591 rs1893379(C;C) 18 48718536 MEX3C 3
4592 rs1896312(A;A) 12 115346424 2
4593 rs2054399(T;T) 3 178341582 KCNMB2 1
4594 rs2071746(A;T) normal 22 35776672 HMOX1 16
4595 rs2208059(C;T) 20 16311310 KIF16B 1
4596 rs2494250(C;G) 1 159278251 FCER1A 4
4597 rs2555639(A;A) 4 175461530 LOC100419741 1
4598 rs2739476(A;G) 19 51373818
4599 rs2895201(C;T) 9 94856495 SPTLC1 2
4600 rs3195676(A;A) 5 34008100 AMACR 3
4601 rs3745522(G;T) 19 51330932 KLK15 1
4602 rs4591358(C;T) 2 196365890 1
4603 rs4805885(C;C) 19 33906123 PEPD 1
4604 rs6115(A;A) 14 95053890 SERPINA5 1
4605 rs6227(C;C) 15 91425232 FURIN 1
4606 rs6863411(A;T) 5 141513204 NDFIP1 1
4607 rs7114978(A;T) 11 99865921 CNTN5 1
4608 rs7125241(A;G) 11 99865706 CNTN5 1
4609 rs7947224(C;T) 11 99873410 CNTN5 1
4610 rs876498(C;C) 21 43841827 UBASH3A 2
4611 rs13289(C;G) 5 33986409 SLC45A2 6
4612 rs2107595(C;T) 7 19049388 2
4613 rs2508049(C;T) 6 29823883 1

4614 rs35724(C;G) 12 100955378 NR1H4 1
4615 rs3731211(A;T) 9 21986847 CDKN2A 5
4616 rs4143912(C;T) 14 48054159 MDGA2 1



4617 rs737582(C;T) 11 99863401 CNTN5 2
4618 rs737583(C;T) 11 99863183 CNTN5 1
4619 rs760678(C;G) 6 11334654 NEDD9 4
4620 rs821616(A;T) ? 1 232144598 DISC1 16
4621 rs12277155(C;T) 11 99862406 CNTN5 1
4622 rs1044925(A;A) 1 179323738 SOAT1 10
4623 rs10877839(C;T) 12 62818481 1
4624 rs2000292(G;G) 6 78166945 2
4625 rs2084881(A;G) 17 46357120 SKAP1 1
4626 rs4925386(C;T) 20 60921044 LAMA5 3
4627 rs2819590(A;G) 3 4508742 SUMF1
4628 rs900145(A;G) 11 13293905 1
4629 rs1011814(G;G) 5 44335820 FGF10 1
4630 rs10185142(C;T) 2 238822331 RAMP1 1
4631 rs10191411(C;T) 2 149387968 1
4632 rs103612(T;T) 9 134020092 NUP214
4633 rs10492294(C;T) 8 129246415 1
4634 rs10509305(A;C) 10 70645376 STOX1 1
4635 rs10510333(C;T) 3 6416779 1
4636 rs1051886(C;C) 12 49359989 WNT10B
4637 rs10748(T;T) 16 53504721 RBL2 1
4638 rs10818684(C;T) 9 125169930 1
4639 rs10889676(A;C) 1 67722567 IL23R 2
4640 rs10937405(C;T) 3 189383183 TP63 4
4641 rs11037575(T;T) 11 43728330 HSD17B12 3
4642 rs11041816(A;A) 11 8243798 1
4643 rs11071720(C;T) 15 63341996 TPM1 1
4644 rs1109670(A;C) 2 9250038 4
4645 rs11166827(C;T) 8 139504270 FAM135B 1



4646 rs11228565(A;G) 11 68978580 5
4647 rs11229030(C;T) 11 57203009 1 2
4648 rs11259403(C;T) 10 6572225 PRKCQ 1
4649 rs1135062(A;G) 19 45322744 BCAM 1
4650 rs1144393(T;T) 11 102669409 MMP1 2
4651 rs1144713(G;G) 12 32261239 BICD1 1
4652 rs1151008(T;T) 12 32097360 1
4653 rs1169286(A;A) 12 121419056 HNF1A 2
4654 rs11805303(C;T) 1.4x risk 1 67675516 IL23R 11
4655 rs11850328(G;G) 14 75426250 1
4656 rs1234313(G;G) 1 173166247 TNFSF4 7
4657 rs12365397(A;G) 11 43236061 1
4658 rs12597511(C;C) normal 16 31145219 PRSS8
4659 rs12945597(A;G) 17 18174681 1
4660 rs13074914(A;G) 3 54530585 CACNA2D3 2
4661 rs13156607(C;C) 5 168899987 1
4662 rs1342038(C;C) 1 173301516 LOC100506023 1
4663 rs1449984(A;A) 2 23414651 1
4664 rs1472606(A;G) 5 175018135 2
4665 rs1502844(T;T) 5 101859317 1
4666 rs1519480(C;T) 11 27675712 BDNFAS1 5
4667 rs1544791(G;G) 5 59439082 PDE4D 2
4668 rs1566039(A;G) 5 6821914 2
4669 rs1640262(C;T) 19 2779134 SGTA
4670 rs17086609(A;G) 13 28929711 FLT1 1
4671 rs17356907(A;G) 12 96027759 3
4672 rs17381664(T;T) 1 78048331 ZZZ3 1
4673 rs17418283(C;T) 5 94154588 MCTP1 1



4674 rs174448(T;T) 11 61639573 FADS3 2
4675 rs1770449(A;A) 1 237038161 MTR 2
4676 rs1823023(G;G) 5 67546406 PIK3R1 1
4677 rs1884051(A;G) 6 152283279 ESR1 6
4678 rs1939992(C;T) 11 126809705 KIRREL3 1
4679 rs2022309(G;T) 1 95052476 1
4680 rs2056576(C;T) 7 22761202 4
4681 rs2071731(G;G) 22 36718858 MYH9 3
4682 rs212016(C;T) 3 59981525 FHIT 1
4683 rs2121875(T;T) 5 44365545 FGF10 1
4684 rs2199161(C;G) 5 71410356 MAP1B 1
4685 rs2229546(A;A) 1 67861520 IL12RB2 2
4686 rs2273061(G;G) 20 10639543 JAG1 4
4687 rs2326017(C;T) 17 46720565 2
4688 rs2395163(C;T) 6 32387809 2
4689 rs2456449(A;A) 8 128192981 2
4690 rs2530215(C;T) 5 11298223 CTNND2 1
4691 rs2736340(C;T) 8 11343973 17
4692 rs2860228(G;G) 3 128209667 GATA2 1
4693 rs2885805(A;C) 1 111417915 CD53 1
4694 rs2903698(A;G) 4 76332975 1
4695 rs3007729(C;T) 1 18795255 1
4696 rs3130573(A;G) 6 31106268 PSORS1C1 3
4697 rs3741627(T;T) 12 49359587 WNT10B
4698 rs3744700(G;G) 17 4638010 CXCL16 1
4699 rs3995090(A;A) 5 147845815 HTR4 2
4700 rs4234853(A;G) 4 735150 PCGF3 1
4701 rs4349633(A;G) 4 41485212 LIMCH1 1
4702 rs4630083(A;G) 1 74175290 1



4703 rs4674259(A;G) 2 218991005 CXCR2 4
4704 rs4699052(C;C) 4 104137790 1
4705 rs4742170(T;T) 9 6242950 IL33 2
4706 rs4760674(C;C) 12 48357014 TMEM106C 2
4707 rs4878104(C;T) 9 90192991 DAPK1 6
4708 rs514921(A;G) 11 102669230 WTAPP1 3
4709 rs563694(T;T) 2 169774071 10
4710 rs589759(C;T) 15 35081574 ACTC1 2
4711 rs6430538(C;C) 2 135539967 1
4712 rs6463462(T;T) 7 48142194 UPP1 1
4713 rs6478241(G;G) 9 119252629 ASTN2 2
4714 rs6495306(A;A) 15 78865893 CHRNA5 4 2
4715 rs6496667(A;C) 15 90893668 GABARAPL3 1
4716 rs6593122(C;T) 7 54181932 1
4717 rs6723449(C;T) 2 218997580 CXCR2 1
4718 rs680244(G;G) 15 78871288 CHRNA5 12
4719 rs6904353(C;C) 6 45493083 RUNX2 1
4720 rs701428(G;G) 22 20228542 RTN4R 2
4721 rs7072398(A;G) 10 6079846 IL2RA
4722 rs7094179(C;C) 10 14872427 CDNF 2
4723 rs7124442(C;T) 11 27677041 BDNF 7
4724 rs7176429(G;T) 15 88419424 NTRK3 2
4725 rs7191700(C;C) 16 11406803 1
4726 rs7197475(C;C) 16 30642867 1
4727 rs7240777(A;G) 18 71167752 1
4728 rs730469(C;T) 4 5624670 EVC2

4729 rs7403856(G;G) 16 6156326 RBFOX1 1
4730 rs7566605(C;G) ? 2 118836025 53 0.2



4731 rs7617480(A;C) 3 49210732 KLHDC8B 1
4732 rs7656411(G;T) 4 154627655 TLR2 6
4733 rs7701443(A;A) 5 142792650 NR3C1 3
4734 rs7705343(A;A) 5 44879577 1
4735 rs7722022(C;C) 5 172934898 2
4736 rs7748231(A;A) 6 45501552 RUNX2 2
4737 rs7837328(G;G) 8 128423127 9
4738 rs7864204(A;G) 9 71229179 1
4739 rs7904985(A;G) 10 88116479 GRID1 1
4740 rs7936562(C;C) 11 76278258 1
4741 rs7964407(G;G) 12 28192989 1
4742 rs7992643(C;G) 13 100555038 1
4743 rs8093763(A;G) 18 57503378 1
4744 rs8100239(A;T) 19 45253104 BCL3
4745 rs8101149(A;G) 19 47600441 ZC3H4 1
4746 rs852069(G;G) 20 17122593 1
4747 rs9302648(G;G) 16 53527781 AKTIP 1
4748 rs9357152(A;G) 6 32664960 7
4749 rs9370729(T;T) 6 14138292 CD83 2
4750 rs9512637(C;T) 13 27920611 1
4751 rs9596219(C;T) 13 50563447 DLEU2 1
4752 rs963193(A;A) 6 151789355 C6orf211
4753 rs9851724(C;T) 3 38719935 1
4754 rs9937837(G;T) 16 31298939 ITGAM 3
4755 rs1043558(A;C) 19 49932762 SLC17A7 1
4756 rs1229761(G;T) 7 114223723 FOXP2 1
4757 rs1467465(C;T) slightly reduced breast cancer odds? 1 28211403 C1orf38 1

4758 rs152528(A;G) 5 142017860 FGF1 1



4759 rs1649942(C;T) 10 83951691 NRG3 2
4760 rs1656402(A;G) 2 233426526 EIF4E2 1
4761 rs1800849(C;T) 11 73720165 UCP3 15
4762 rs1868823(G;T) 17 74134672 FOXJ1 2
4763 rs1939875(C;T) 11 95422867 1
4764 rs2036402(A;G) 5 156464242 HAVCR1 1
4765 rs2148356(C;T) 9 7395038 1
4766 rs2233406(C;T) 14 35874799 NFKBIA 6
4767 rs254560(C;T) 5 134443606 LOC100996485 2
4768 rs2814021(A;G) 10 63361987 1
4769 rs3020450(A;G) 14 64768302 ESR2 13
4770 rs3802177(C;T) 1.16x increased risk for type2 diabetes 8 118185025 SLC30A8 6
4771 rs3858526(G;T) 11 5959757 1
4772 rs532098(C;T) 6 32578052 3
4773 rs6347(A;G) 5 1411412 SLC6A3 9
4774 rs6971(C;T) 22 43558926 TSPO 8
4775 rs927544(C;T) 13 47456051 HTR2A 1
4776 rs927675(G;T) 10 28382933 MPP7 1
4777 rs962369(A;G) 11 27734420 BDNF 2
4778 rs10876994(A;C) 12 58064737 3
4779 rs11648785(C;C) 16 90084561 DBNDD1 1
4780 rs11865121(A;C) 16 11166688 CLEC16A 2
4781 rs1452787(A;G) 18 53207207 TCF4 1
4782 rs6590489(C;T) 11 99863775 CNTN5 1
4783 rs6972429(C;T) 7 41894842 1
4784 rs869244(G;G) 10 112909105 2
4785 rs1342387(A;G) 1 202914356 ADIPOR1 9
4786 rs2523393(C;T) 6 29705659 LOC285830 1



4787 rs1074182(A;A) 16 53471357 RBL2 1
4788 rs11848070(A;G) 14 71507601 PCNX 1
4789 rs1402000(C;C) 3 183585541 PARL 3
4790 rs153477(G;G) 5 150639409 GM2A
4791 rs17054265(C;T) 9 91260562 ZNF642 1
4792 rs174538(A;G) 11 61560081 FEN1 3
4793 rs1785882(A;T) 11 104923075 1
4794 rs1833489(C;T) 11 99872172 CNTN5 1
4795 rs2066842(C;C) 16 50744624 NOD2 12
4796 rs2070045(G;T) 11 121448090 SORL1 13
4797 rs2234978(C;C) 10 90771829 FAS 5
4798 rs2542051(A;A) 11 116697738 LOC100288634 2
4799 rs2567426(C;C) 15 96332861 1
4800 rs3118906(A;G) 13 51106788 2
4801 rs38845(G;G) 7 116321802 MET 3
4802 rs4776472(A;G) 15 70006873 2
4803 rs4803770(C;G) 19 45427353 LOC100129500 1
4804 rs4816(G;G) 6 150114745 PCMT1 2
4805 rs642321(C;T) 5 31401003 DROSHA 1
4806 rs6547115(A;A) 2 77246331 LRRTM4 1
4807 rs7982677(A;C) 13 92988323 GPC5 1
4808 rs873785(A;A) 4 925149 GAK
4809 rs988213(A;A) 18 44124967 LOXHD1 1
4810 rs10759(A;C) 1 163046351 RGS4 2
4811 rs1264327(C;T) 6 30850582 DDR1 1
4812 rs2072749(A;G) 1 26131021 SEPN1 1
4813 rs2565163(A;G) 2 198354414 HSPD1
4814 rs8126696(C;C) 21 38730724 2
4815 rs11252926(C;C) 10 566379 DIP2C 1



4816 rs1126214(T;T) 18 28639548 1
4817 rs2499618(C;T) 6 114285253 HDAC2 1
4818 rs4904947(C;T) 14 92972162 1
4819 rs5756931(T;T) 22 38546033 PLA2G6 1
4820 rs7572482(A;G) 2 192015072 STAT4 4
4821 rs1721100(C;G) 8 16850498 FGF20 9
4822 rs12674093(G;T) 7 33554162 BBS9 1
4823 rs2238152(G;T) 12 112214459 ALDH2 2
4824 rs2822432(C;T) 21 15516948 LIPI
4825 rs678653(C;G) 11 69466737 CCND1 9
4826 rs900400(C;T) 3 156798775 LOC339894 8
4827 rs10052004(A;G) 5 56666500 1
4828 rs1007888(A;A) 22 24241101 NUBPL 2
4829 rs1016343(C;T) 8 128093297 5
4830 rs1042602(A;C) None 11 88911696 TYR 14
4831 rs1044129(A;G) 15 34158266 RYR3 4
4832 rs10506525(G;G) 12 65783378 MSRB3 1
4833 rs10514995(A;A) 5 65739439 FLJ46010 1
4834 rs1055311(C;T) 21 45709568 AIRE 1
4835 rs1056053(A;A) 6 166571443 T 1
4836 rs1056890(C;C) 10 104162770 PSD 2
4837 rs10770705(A;C) 12 20857467 SLCO1C1 1
4838 rs10773920(A;A) 12 132014206 1
4839 rs10811771(A;G) 9 22770886 GFRA3 1
4840 rs10871454(C;C) 16 31048079 STX4 6
4841 rs10920531(C;C) 1 202908836 ADIPOR1 3
4842 rs10992471(A;G) 9 95559505 1
4843 rs10997870(G;T) 10 69668014 SIRT1 1



4844 rs11024102(C;T) 11 17008605 PLEKHA7 3
4845 rs11195128(C;T) 10 112186148 1
4846 rs11218350(A;T) normal 11 121452651 SORL1
4847 rs1126643(C;C) 5 52347369 ITGA2 6
4848 rs1132358(C;T) 16 1397815 BAIAP3 1
4849 rs11653144(C;C) 17 27675226 1
4850 rs11653499(A;G) 17 78584303 RPTOR 1
4851 rs11654964(A;C) 17 32989538 1
4852 rs11685878(C;T) 2 192009455 STAT4 6
4853 rs11890028(G;T) 2 166943277 SCN1A 1
4854 rs12310399(T;T) 12 95490248 FGD6 1
4855 rs12920919(T;T) 16 9937980 GRIN2A 1
4856 rs1398553(C;C) 4 123548068 3
4857 rs1476080(C;C) 7 17357873 AHR 1
4858 rs1477196(A;G) 16 53808258 FTO 3
4859 rs1517352(C;C) 2 191931464 STAT4 8
4860 rs165774(A;G) 22 19952561 COMT 7
4861 rs167428(T;T) 4 123773439 FGF2 1
4862 rs16887244(A;G) 8 38031345 LSM1 1
4863 rs17030583(C;T) 3 33440318 UBP1 1
4864 rs1715364(C;T) 20 4898896 SLC23A2 2
4865 rs1851665(A;A) 3 186436398 KNG1
4866 rs1875620(A;G) 9 91540059 1
4867 rs1939008(G;G) 11 102656423 COX6CP3 3
4868 rs2016266(A;G) 12 53727955 SP7 5
4869 rs2072472(T;T) 2 102643019 IL1R2 1
4870 rs2180611(G;G) 14 69120485 1
4871 rs2221903(A;A) 4 123538912 IL21 8
4872 rs2249057(C;C) 21 47773103 PCNT 3



4873 rs225190(A;A) 17 30877658 MYO1D 1
4874 rs2271893(A;G) 2 97405440 LMAN2L 1
4875 rs2282649(C;T) 11 121478958 SORL1 14
4876 rs2306617(C;T) 5 125887685 ALDH7A1 1
4877 rs2359612(G;G) 16 31103796 VKORC1 18
4878 rs2576037(G;G) 18 44585420 KATNAL2 1
4879 rs26279(A;G) 5 80168937 MSH3 6
4880 rs2645424(C;C) 8 11684463 FDFT1 2
4881 rs2726807(C;T) 4 183137398 1
4882 rs2800(T;T) 3 143424822 SLC9A9 1
4883 rs2847297(A;G) 18 12797694 PTPN2 2
4884 rs2903908(C;T) 20 44693947 NCOA5 2
4885 rs3129943(A;G) 6 32338695 C6orf10 1
4886 rs3135338(A;A) 6 32401217 2
4887 rs3205166(A;A) 9 32459450 DDX58 1
4888 rs337718(C;T) 18 69774278 2
4889 rs3752462(C;T) 22 36710183 MYH9 15
4890 rs3774261(G;G) 3 186571559 ADIPOQ 12
4891 rs3819024(A;A) 6 52050786 IL17A 2
4892 rs3825776(A;A) 1 Normal risk for ALS 15 58746830 LIPC 2 2
4893 rs391300(G;G) 17 2216258 SRR 5
4894 rs3917751(C;C) 1 169576568 SELP 1
4895 rs411174(C;C) 5 156609000 ITK 1
4896 rs4148211(A;A) 2 44071743 ABCG8 4
4897 rs4236601(A;G) 7 116162729 4
4898 rs4345897(A;G) 10 100147060 PYROXD2 1
4899 rs4374383(G;G) 2 112770770 MERTK 1
4900 rs4380451(C;T) 3 32329497 CMTM8 1



4901 rs4495224(A;C) 5 40477515 2
4902 rs4586(T;T) 17 32583269 CCL2 4
4903 rs4702473(C;C) 5 7528558 ADCY2 1
4904 rs4732513(T;T) 7 75607608 POR 1
4905 rs4833837(A;A) 4 123536963 IL21 4
4906 rs4845812(C;C) 1 5707816 1
4907 rs4865673(G;G) 5 50928810 1
4908 rs4880213(C;C) 9 140031001 3
4909 rs4982958(T;T) 14 24987865 1
4910 rs548726(C;T) 1 5913621 1
4911 rs6031882(C;T) 20 35809783 RPN2 1
4912 rs6091737(C;T) 20 52349892 1
4913 rs626277(A;A) 13 72347696 DACH1 1
4914 rs6494964(A;G) 15 33493221 1
4915 rs6583437(G;G) 7 50350267 IKZF1 1
4916 rs6583826(A;G) 10 94347830 1
4917 rs6590474(C;C) 11 99853173 CNTN5 1

4918 rs660895(A;G) possibly at 4x higher risk of rheumatoid
arthritis 6 32577380 27 2.5

4919 rs6739054(A;G) 2 11220562 1
4920 rs6773931(C;C) 3 56735180 1
4921 rs6773957(G;G) 3 186573705 ADIPOQ 6
4922 rs6800901(C;T) 3 121154193 POLQ 1
4923 rs6852678(C;T) 4 76542749 CDKL2 1
4924 rs6873545(C;T) 5 42631264 GHR 4
4925 rs714885(G;G) 7 150499787 TMEM176A 1
4926 rs7172432(A;G) 15 62396389 2
4927 rs7179456(T;T) 15 59174539 SLTM 1
4928 rs7186852(A;A) 16 30635659 1



4929 rs7195386(C;T) 16 24578458 RBBP6 1
4930 rs729761(G;T) 6 43804571 2
4931 rs7319311(A;A) 13 111030578 COL4A2 1
4932 rs731945(C;T) 19 18567039 ELL 1
4933 rs732609(A;C) 2 1499927 TPO 2
4934 rs743572(A;A) 10 104597152 CYP17A1 12
4935 rs7481514(G;G) 11 131291963 NTM 1
4936 rs748693(A;G) 7 150671437 KCNH2
4937 rs7766973(C;C) 6 15268051 JARID2
4938 rs7896005(A;G) 10 69651125 SIRT1 1
4939 rs7976059(G;G) 12 52251272 1
4940 rs797821(G;G) 7 83590852 SEMA3A 1
4941 rs8017161(G;G) 14 103563195 1
4942 rs823114(A;G) 1 205719532 NUCKS1 1
4943 rs853360(C;T) 6 14134592 CD83 3
4944 rs865686(T;T) 9 110888478 4
4945 rs913678(T;T) 20 48955424 1
4946 rs9322336(C;T) 6 152200430 ESR1 2
4947 rs9389370(C;G) 6 136431265 PDE7B 1
4948 rs939882(A;G) 3 58083446 FLNB
4949 rs9458975(C;T) 6 158389741 1
4950 rs9468925(G;G) 6 31258837 WASF5P 4
4951 rs9493150(C;G) 6 132273991 CTGF 2
4952 rs9834312(A;G) None 3 58082709 FLNB 1
4953 rs9938149(A;C) 16 88331640 4
4954 rs1004819(C;T) 1.5x risk 1 67670213 IL23R 19
4955 rs10516487(C;T) 4 102751076 BANK1 22
4956 rs1322512(G;T) 6 152947953 SYNE1 1
4957 rs1425392(A;G) 4 65392212 1



4958 rs1429412(C;T) 2 198190894 1
4959 rs1504749(G;T) 8 55310711 1

4960 rs1668873(C;T) 1 205235990 TMCC2 1
4961 rs1799817(C;T) 19 7125297 INSR 8
4962 rs1805313(C;T) 9 116151191 ALAD 2
4963 rs2009314(C;T) 4 67300802 1
4964 rs2031577(C;T) 10 4050003 1
4965 rs2140418(A;G) 6 34975415 ANKS1A 1

4966 rs2235015(G;T) 7x more likely to respond to certain
antidepressants 7 87199564 ABCB1 6

4967 rs2301436(A;G) 6 167437988 FGFR1OP 11 2.1
4968 rs259251(C;T) 19 33149768 ANKRD27 1
4969 rs2740204(A;C) 20 3062467 AVP 3
4970 rs2743992(A;G) 6 8054722 MUTED 1
4971 rs3026398(C;T) 11 31808775 PAX6 1
4972 rs3729547(C;T) 1 201334382 TNNT2 9
4973 rs3737787(C;T) 1 161009523 USF1 3
4974 rs378363(A;G) 9 9020223 PTPRD 1
4975 rs3850699(C;T) 10 104414221 TRIM8 1
4976 rs3877899(A;G) 5 42801268 SEPP1 2
4977 rs3931020(A;G) 1 75235317 1
4978 rs4076555(A;G) 11 7464372 SYT9 1
4979 rs616488(C;T) 1 10566215 PEX14 2
4980 rs618176(A;G) 11 126100932 FAM118B 1
4981 rs621313(C;T) 11 88913663 TYR 1
4982 rs713178(A;G) 3 12615984 MKRN2 1
4983 rs744373(C;T) 2 127894615 15
4984 rs8192675(A;G) 3 170724883 SLC2A2 1



4985 rs841853(G;T) 1 43401438 SLC2A1 4
4986 rs851987(C;T) 6 152007889 1
4987 rs910924(C;T) 17 655920 GEMIN4 4
4988 rs10754558(C;G) 1 247612036 NLRP3 7

4989 rs11071657(A;G) 15 62433962 4
4990 rs11129820(C;T) 3 39304794 CX3CR1 1
4991 rs1150144(A;G) 2 157178503 1
4992 rs11668344(A;G) 19 55833664 TMEM150B 3
4993 rs12131478(A;G) 1 215186972 KCNK2 1
4994 rs12416109(G;G) 10 115484660 CASP7 3
4995 rs13245690(A;A) 7 120785064 C7orf58 1
4996 rs1401296(C;T) 2 128189308
4997 rs1455832(T;T) 3 79176116 ROBO1 3
4998 rs1474256(C;T) 15 79463847 1
4999 rs173539(C;T) 16 56988044 7
5000 rs2114358(T;T) 8 129021179 PVT1 1
5001 rs2146323(A;C) 6 43745095 VEGFA 12
5002 rs2282885(T;T) 7 17345614 AHR 5
5003 rs2453533(A;C) 15 45641225 1
5004 rs2598592(T;T) 2 2590381 1
5005 rs2856838(C;C) 2 113539972 IL1A 3
5006 rs2922126(A;T) 3 172167261 GHSR 5
5007 rs4258342(A;G) 11 99865248 CNTN5 1
5008 rs4334545(C;T) 20 61353177 NTSR1 2
5009 rs4568789(A;G) 1 184314411 1
5010 rs4859147(C;T) 3 182681853 DCUN1D1 1
5011 rs7034200(A;C) 9 4289050 GLIS3 5
5012 rs7727691(C;T) 5 82371695 TMEM167A 4



5013 rs9551963(A;C) 13 31332547 ALOX5AP 3
5014 rs9636252(C;T) 2 9259598 1
5015 rs9859260(T;T) 3 195800547 TFRC 1
5016 rs1029489(C;T) 16 27376217 IL4R 2
5017 rs3212220(G;T) 5 158754195 IL12B 4

5018 rs1049606(T;T) 12 4383036 CCND2 2
5019 rs1057035(T;T) 14 95554142 DICER1 5
5020 rs13114435(C;T) 4 183821662 DCTD 1
5021 rs1464500(G;T) 12 24389660 SOX5
5022 rs1699102(C;T) 11 121456962 SORL1 6
5023 rs17035378(C;T) 2 68598955 PLEK 1
5024 rs1956529(A;A) 14 68788924 RAD51L1 1
5025 rs2300701(G;G) 2 31787008 SRD5A2 1
5026 rs2311350(T;T) 3 79197923 ROBO1 1
5027 rs2544390(C;C) 2 170204846 LRP2 4
5028 rs2828520(A;G) 21 25143119 1
5029 rs2838815(C;T) 21 46629590 ADARB1 2
5030 rs2933353(A;C) 12 40857943 MUC19 1
5031 rs358592(C;T) 4 21476990 KCNIP4 1
5032 rs4336470(C;C) 6 105180785 HACE1 1
5033 rs4392868(A;G) 8 96120072 1
5034 rs6670818(A;G) 1 169869344
5035 rs7539625(A;G) 1 67672765 IL23R 1
5036 rs755383(T;T) 9 863635 DMRT1 7
5037 rs7711337(A;G) 5 162083518 1
5038 rs8178406(T;T) 17 56344443 LPO 1
5039 rs933399(A;G) 12 111807499 FAM109A 2
5040 rs9436746(A;C) 1 65908473 LEPR 2



5041 rs9836340(A;G) 3 89405754 EPHA3 1
5042 rs1550057(C;T) 4 142117424 1
5043 rs2281845(A;G) 1 201081943 CACNA1S 3
5044 rs976683(A;G) 3 173485371 NLGN1 2
5045 rs12773846(A;G) 10 126275914 LHPP 1
5046 rs2236142(C;G) 22 29137944 CHEK2 1

5047 rs2941740(C;T) 6 152009638 ESR1 2
5048 rs10748128(G;G) 12 69827658 2
5049 rs1370154(A;G) 15 35082225 ACTC1 2
5050 rs1878001(A;G) 10 79378558 KCNMA1 1
5051 rs2066843(C;C) 16 50745199 NOD2 7
5052 rs701848(T;T) 10 89726745 PTEN 7
5053 rs2228099(C;G) 1 150808889 ARNT 4
5054 rs11155313(A;G) 6 143961577 PHACTR2 1
5055 rs4792847(G;G) 17 43383484 MAP3K14 1
5056 rs1870019(C;T) 11 100901473 PGR 2
5057 rs10115383(A;G) 9 103370532 1
5058 rs10146997(A;G) 14 79945162 NRXN3 5
5059 rs10239794(C;C) average 7 154205894 DPP6 1
5060 rs1031771(G;G) 2 18114932 KCNS3 3
5061 rs1042058(C;C) 10 30728101 MAP3K8 2
5062 rs1044250(C;C) 19 8436164 ANGPTL4 3
5063 rs10518142(G;T) 4 76842874 NAAA 3
5064 rs1063380(C;T) 9 12710090 DHX29 2
5065 rs10749127(C;T) 10 114849353 TCF7L2 1
5066 rs10749971(A;A) 11 111189158 3
5067 rs10787498(G;T) 10 115489650 CASP7 2
5068 rs10871290(C;T) 16 74472696 2



5069 rs10924270(A;G) 1 245804664 KIF26B 1
5070 rs11036238(C;G) 11 5225635 1
5071 rs11046992(A;G) 12 23737566 SOX5 1
5072 rs11060369(A;C) 12 129960197 TMEM132D 1
5073 rs1143627(T;T) 2 113594387 IL1B 13
5074 rs11645428(A;G) 16 81258896 3
5075 rs11669150(C;T) 19 55535972 GP6 2

5076 rs11674199(A;G) 2 101557566 NPAS2 1
5077 rs11706648(A;A) 3 8796547 OXTR 1
5078 rs11788747(A;G) 9 36105264 RECK 1
5079 rs11937061(G;G) 4 78136933 FTLP9 1
5080 rs12048904(C;C) 1 101331536 1
5081 rs12053903(C;T) 3 38593393 SCN5A 4
5082 rs1208285(T;T) 6 134158800 MIR4520A 1
5083 rs12195826(A;G) 6 2565752 1
5084 rs12512631(T;T) 4 72601331 3
5085 rs12543318(A;C) 8 88868340 3
5086 rs12708980(G;T) 16 57012379 CETP 1
5087 rs12733285(C;T) 1 202922040 ADIPOR1 5
5088 rs12750249(C;T) 1 94721660 TMEM161B 1
5089 rs12884395(A;A) 14 45106632 1
5090 rs12901001(A;G) 15 86859476 AGBL1 1
5091 rs12913823(C;C) 15 50509591 SLC27A2
5092 rs12955983(A;A) 18 57872989 2
5093 rs13005285(G;T) 2 234194957 ATG16L1 1
5094 rs13181(T;T) 1 Normal risk for cutaneous melanoma 19 45854919 ERCC2 32 2
5095 rs1344484(T;T) 1.5x risk 16 52912299 1
5096 rs1364044(C;T) 5 33879792 ADAMTS12 2



5097 rs1394371(C;C) 15 78724469 1
5098 rs14158(A;G) 19 11242044 LDLR 6
5099 rs143384(T;T) 20 34025756 GDF5 4
5100 rs1456893(A;A) 7 50269672 4
5101 rs1456896(A;A) 7 50304461 2
5102 rs1464108(A;C) 12 131022010 1
5103 rs147295(C;T) 5 95219261 ELL2
5104 rs1539019(G;G) 1 247600301 NLRP3 1
5105 rs1673866(G;G) 3 103513436 1
5106 rs16934131(C;T) 10 78737595 KCNMA1 2
5107 rs16971384(A;G) 16 72931085 ZFHX3 1
5108 rs17002988(T;T) 4 79079757 FRAS1 1
5109 rs1741344(T;T) 20 4101800 1
5110 rs1801200(A;G) 17 37879588 ERBB2 2
5111 rs1805794(C;G) 8 90990479 NBN 10
5112 rs1884302(T;T) 20 7106289 1
5113 rs1923537(T;T) 10 81695208 2
5114 rs1953743(C;T) 14 54652479 1
5115 rs2013162(C;C) 1 209968684 IRF6 8
5116 rs201789(C;T) 13 50986118 1
5117 rs2069840(C;G) 7 22768572 IL6 18
5118 rs2071348(A;A) 11 5264146 HBBP1 5
5119 rs2079(C;C) 9 6166653 1
5120 rs2111902(G;T) 12 109278747 DAO 9
5121 rs2221894(A;A) 8 28791159 HMBOX1 1
5122 rs2720460(A;A) 4 104054686 CENPE 1
5123 rs2760118(G;G) 6 24503590 ALDH5A1 1
5124 rs281380(T;T) 19 49214470 MAMSTR 1
5125 rs2819742(A;G) 1 237990122 RYR2 1



5126 rs283720(A;G) 8 128309965 1
5127 rs2868177(A;A) 7 75589903 POR 3
5128 rs2911968(C;T) 8 6488505 MCPH1 1
5129 rs3118470(C;T) 10 6101713 IL2RA 9
5130 rs3129878(A;C) 6 32408735 HLADRA 3
5131 rs315931(A;A) 2 113869843 2
5132 rs3748348(G;G) 14 21501195 RNASE13 1
5133 rs3763043(G;G) 18 24435818 AQP4 2
5134 rs3776455(A;A) 5 7896511 MTRR 2
5135 rs3808607(G;T) 8 59412924 CYP7A1 5
5136 rs3820201(A;A) 1 53581670 SLC1A7 1
5137 rs3824260(A;G) 8 59413190 CYP7A1 4
5138 rs391525(A;G) 16 85944439 IRF8 1
5139 rs4073054(T;T) 1 161200487 NR1I3 3
5140 rs4147359(A;G) 10 6108439 3
5141 rs4247357(C;C) 17 80166989 CCDC57 1
5142 rs4450798(G;T) 3 13737000 PRKAR1AP 1
5143 rs4516035(T;T) normal 12 48299826 VDR 15
5144 rs4585146(G;G) 3 191818642 1
5145 rs4657178(C;T) 1 162210610 NOS1AP 2
5146 rs4686301(C;C) 3 8798586 OXTR 2
5147 rs4698433(G;T) 4 15964863 FGFBP2 1
5148 rs4799915(T;T) 18 34928639 CELF4 2
5149 rs4918758(T;T) 10 96697252 CYP2C9 4
5150 rs4925663(C;T) 1 247614617 OR2B11 1
5151 rs4969170(G;G) 17 76360538 9
5152 rs5051(C;T) increased risk for hypertension 1 230849872 AGT 4
5153 rs525410(A;G) 1 183176430 LAMC2 1



5154 rs550818(A;G) 17 27901975 GIT1 1
5155 rs6502867(C;T) 17 5420328 NLRP1 6
5156 rs6687360(C;C) 1 230844992 AGT 2
5157 rs6746896(A;G) 2 97410949 2
5158 rs6838973(C;T) 4 111765495 1

5159 rs6910071(A;G) possibly at 4x higher risk of rheumatoid
arthritis 6 32282854 C6orf10 3 2

5160 rs7130588(A;G) 11 76270683 2
5161 rs715948(G;G) 12 57532982 LRP1 6
5162 rs7255066(C;T) 19 45146103 PVR 1
5163 rs731839(T;T) 19 33899065 PEPD 1
5164 rs7325564(C;T) 13 51724664 LINC00371 1
5165 rs7342847(C;C) 17 64802544 PRKCA 1
5166 rs7499(G;G) 21 46932328 COL18A1 3
5167 rs7527798(C;T) 1 207872290 CR1L 3
5168 rs7537752(C;G) 1 110474442 1
5169 rs7558386(A;G) 2 227562139 1
5170 rs7604639(A;A) 2 112751928 MERTK
5171 rs7612209(A;G) 3 177596989 1
5172 rs7617219(A;A) 3 148977314 CPHL1P 1
5173 rs762178(A;G) 21 34399401 OLIG2 7
5174 rs7781370(C;T) 7 96133531 FLJ42280 2
5175 rs7923609(A;G) 10 65133822 JMJD1C 2
5176 rs8012941(A;G) 14 63322347 KCNH5 1
5177 rs805708(A;G) 10 105824333 COL17A1
5178 rs8115854(A;G) 20 35766337 C20orf132 1
5179 rs879293(G;G) 8 42055146 PLAT 1
5180 rs885814(C;T) 1 21875916 ALPL 1
5181 rs893817(A;G) 15 74229065 LOXL1 2



5182 rs920590(C;T) 8 19651161 1
5183 rs9642131(G;T) 7 81370264 HGF 1
5184 rs9792269(A;G) 8 129264589 1
5185 rs9811920(G;G) 3 99844293 CMSS1 1
5186 rs9825310(A;G) 3 32240119 1
5187 rs9836484(A;G) 3 78044689 2
5188 rs9894429(C;C) 17 79596811 NPLOC4 1
5189 rs9932581(C;C) 16 88718353 MVD 2
5190 rs1172130(C;T) 1 205244953 1

5191 rs1322048(A;G) 9 27232748
5192 rs1533428(A;G) 2 51959258 3
5193 rs1540339(A;G) 12 48257326 VDR 3
5194 rs1668871(A;G) 1 205237137 TMCC2 1
5195 rs1805126(C;T) 3 38592406 SCN5A 3
5196 rs1930095(A;G) 9 111354918 1
5197 rs2052129(A;C) 7 150548972 ABP1 2
5198 rs2239182(A;G) 12 48255411 VDR 5
5199 rs2281279(A;G) 20 46290250 SULF2 1
5200 rs2303436(A;G) 11 111896324 DLAT
5201 rs2306604(C;T) 10 60148692 TFAM 4
5202 rs2567608(A;G) 20 23017082 SSTR4 1
5203 rs2593813(C;T) 3 186332571 AHSG 2
5204 rs30740(C;T) 5 135326590
5205 rs3129055(C;T) 6 29670261 2
5206 rs3806929(C;T) 5 170845059 FGF18 1
5207 rs652722(A;G) 11 31905534 WDHD1 1
5208 rs682705(C;T) 1 54637417 CYB5RL 4
5209 rs7079(A;C) 1 230838331 AGT 6



5210 rs753129(C;T) 4 56668431 1
5211 rs754524(A;C) 2 21311541 1
5212 rs889472(G;T) 16 79645989 1
5213 rs9258122(C;T) 6 29671740 1
5214 rs954326(A;C) 12 48394823 COL2A1 1
5215 rs973117(G;T) 9 9000033 PTPRD 1
5216 rs10950840(C;T) 7 21163355 1
5217 rs149(A;G) 7 25012699 OSBPL3 1
5218 rs179851(A;A) 5 82960870 HAPLN1 1
5219 rs12717991(A;G) 12 48259126 VDR 2

5220 rs1321313(A;G) 6 36618821 1
5221 rs8396(A;G) 4 159630817 PPID 2
5222 rs11118883(A;G) 1 222061022 1
5223 rs10013228(A;G) 4 55997340 1
5224 rs1062158(C;T) 5 141523000 NDFIP1 1
5225 rs11061937(C;T) 12 1816613 ADIPOR2 1
5226 rs11556045(A;G) 5 73985215 HEXB 2
5227 rs11726117(C;C) 4 113353285 ALPK1 1
5228 rs12522248(C;T) 5 156479426 HAVCR1 2
5229 rs12762549(C;G) 10 101620771 4
5230 rs1562430(A;A) 8 128387852 5
5231 rs17157266(C;T) 11 62199817 AHNAK 1
5232 rs175174(A;A) 22 20127554 ZDHHC8 16
5233 rs1884537(C;T) 14 101251989 1
5234 rs2192954(A;G) 2 66777521 MEIS1 1
5235 rs2307111(A;A) 5 75003678 POC5 1
5236 rs2770304(C;T) 13 47455365 HTR2A 2
5237 rs304650(A;A) 4 124083918 SPATA5 1



5238 rs3764419(C;C) 17 29164023 ATAD5 2
5239 rs4379723(C;T) 10 64963449 JMJD1C 1
5240 rs534870(A;G) 13 80959207 2
5241 rs582757(A;A) 6 138197824 TNFAIP3 2
5242 rs6922466(A;G) 6 138444930 5
5243 rs6972158(A;A) 7 34889182 NPSR1 3
5244 rs699473(T;T) 1 Normal brain tumor risk 4 24796803 SOD3 7 1.5
5245 rs7176093(G;G) 15 86369430 MIR548AP 2
5246 rs7520966(C;T) 1 54645262 CYB5RL 7
5247 rs769407(C;G) 2 171693708 GAD1 2
5248 rs8193(C;C) 11 35251318 CD44 4

5249 rs842647(A;G) 2 61119471 REL 4
5250 rs888597(A;G) 11 99862785 CNTN5 1
5251 rs1042580(A;G) 20 23027621 THBD 1
5252 rs10888390(C;T) 1 150727539 CTSS 2
5253 rs1485993(C;T) 11 69362414 2
5254 rs1722636(A;G) 2 161781773 1
5255 rs2292239(A;C) 1.3x risk 12 56482180 ERBB3 22
5256 rs2303510(C;T) 18 34324091 FHOD3 1
5257 rs735557(A;G) 2 121555948 GLI2 1
5258 rs12479254(C;T) 2 242502956 BOK 2
5259 rs12508991(C;T) 4 10041104 SLC2A9 1
5260 rs3774932(A;G) 4 103424193 NFKB1 3
5261 rs4845617(G;G) 1 154377898 IL6R 4
5262 rs6810298(A;G) 3 123694975 ROPN1 1
5263 rs7311174(A;T) 12 6635567 NCAPD2 3
5264 rs905568(C;G) 3 113951296 DRD3 1
5265 rs11209032(A;G) 1.3x higher risk for spondylitis 1 67740092 IL23R 27



5266 rs12119179(A;C) 1 67747415 2
5267 rs12454023(C;T) 18 56009604 NEDD4L 1
5268 rs12554086(G;G) 9 82807503 1
5269 rs3181366(C;C) 9 117666776 TNFSF8 1
5270 rs4142041(A;G) 10 68640951 CTNNA3 4
5271 rs4938174(A;G) 11 110913240 1
5272 rs895819(C;T) 19 13947292 MIR27A 19
5273 rs911119(C;T) 20 23612737 CST3 1
5274 rs854777(A;G) 17 18046898 MYO15A 1
5275 rs10495024(T;T) 1 216632948 1
5276 rs10744743(C;G) 12 120243065 CIT 1
5277 rs10929302(A;G) 2 234665782 UGT1A10 6

5278 rs11191972(C;T) 10 106007523 2
5279 rs11730243(T;T) 4 106463713 1
5280 rs11740584(C;G) 5 132046789 KIF3A 1
5281 rs13401811(A;G) 2 111616104 ACOXL 1
5282 rs1341402(T;T) 13 106115509 DAOAAS1 8
5283 rs1861493(A;A) 12 68551196 IFNG 7
5284 rs2243151(A;T) 3 159716021 3
5285 rs2299587(G;G) 8 17800769 PCM1 1
5286 rs2413338(T;T) 22 35663523 HMGXB4 1
5287 rs2911292(C;T) 16 62580946 1
5288 rs3737296(A;G) 1 220825523 MARK1 3
5289 rs384262(A;G) 22 22012772
5290 rs457717(G;G) 5 75920972 IQGAP2 2
5291 rs4953318(A;A) 2 46355051 PRKCE 1
5292 rs6863418(C;T) 5 173625154 1
5293 rs7238033(C;C) 18 43316966 SLC14A1 1



5294 rs7652589(G;G) 3 121889088 4
5295 rs7834588(C;C) 8 63883593 NKAIN3 1
5296 rs7839059(A;C) 8 119976542 1
5297 rs7943316(A;T) 11 34460472 CAT 4
5298 rs8046994(C;T) 16 52643924 1
5299 rs871135(T;T) 8 128426393 POU5F1B 1
5300 rs10517480(A;T) 4 60748829 2
5301 rs1913474(C;T) 6 152208722 ESR1 6
5302 rs2048332(A;G) 1 218109766 1
5303 rs2227503(A;G) 12 68643698 IL22 1
5304 rs3098914(A;C) 4 41076288 APBB2 1
5305 rs702966(C;G) 11 611919 PHRF1 2
5306 rs849142(A;G) 7 28185891 JAZF1 2

5307 rs1007160(C;C) 19 33353061 SLC7A9
5308 rs10144042(A;G) 14 98499458 1
5309 rs1014971(A;A) 22 39332623 2
5310 rs10188217(C;T) 2 61217542 PUS10 2
5311 rs10231759(C;T) 7 150512172 1
5312 rs1035029(A;G) 9 123742818 C5 2
5313 rs10488226(G;T) 7 12713070 1
5314 rs10760706(T;T) 9 102723692 STX17 1
5315 rs10761779(A;G) 10 65274927 3
5316 rs10800485(C;T) 1 169847146 SCYL3 1
5317 rs10801935(A;A) normal 1 117721887 VTCN1 1 1.6
5318 rs10989591(C;T) 9 104449098 GRIN3A 1
5319 rs10995356(A;G) 10 64655913 1
5320 rs11066301(A;A) 12 112871372 PTPN11 3
5321 rs11066320(G;G) 12 112906415 PTPN11 2



5322 rs11083271(C;C) 18 25926059 1
5323 rs11161510(C;T) 1 76210289 ACADM 2
5324 rs11190870(T;T) 10 102979207 3
5325 rs11242675(C;T) 6 1318878 1
5326 rs11264799(C;T) 1 157670757 FCRL3 7
5327 rs1131296(C;C) 2 238243292 COL6A3
5328 rs11558471(A;G) 8 118185733 SLC30A8 11
5329 rs11583804(A;G) 1 2878366 1
5330 rs11897432(A;G) 2 43817505 THADA 1
5331 rs12355784(A;C) 10 65121565 JMJD1C 3
5332 rs12466022(A;C) 2 43359061 1
5333 rs12501856(C;T) 4 25659608 SLC34A2
5334 rs12632942(A;G) 3 38764998 SCN10A 3
5335 rs1268789(G;G) 4 79280693 FRAS1 1
5336 rs13030174(A;C) 2 232271284 1
5337 rs1329189(C;T) 10 129998372 1
5338 rs1353005(G;T) 4 55245897
5339 rs1383180(C;C) 4 5785442 EVC 2
5340 rs140174(A;G) 22 23922983 IGLL1 1
5341 rs14978(T;T) 7 12273152 TMEM106B 1
5342 rs164009(A;G) 17 74283669 QRICH2 1
5343 rs1671021(A;A) 17 73565171 LLGL2 1
5344 rs16892496(A;A) 8 110109851 TRHR 4
5345 rs16921914(A;G) 11 31210771 LOC100505848 2
5346 rs16958477(A;C) 15 74218466 LOXL1 2
5347 rs17724206(A;G) 7 33423761 BBS9 1
5348 rs17737465(A;A) 8 98154441 CPQ 1
5349 rs1801552(C;C) 16 68857441 CDH1 1
5350 rs1937970(A;G) 10 84223466 NRG3 2



5351 rs1997794(T;T) 20 1974858 PDYN 7
5352 rs2006933(G;T) 17 26601133 KRT18P55 1
5353 rs2116483(A;A) 11 83256868 DLG2 1
5354 rs2234636(C;T) 14 21469151 SLC39A2 1
5355 rs2251468(T;T) 12 121405126 1
5356 rs2275913(G;G) normal 6 52051033 IL17A 27
5357 rs2277027(A;C) 5 156932376 ADAM19 3
5358 rs231247(G;G) 4 113359703 ALPK1 1
5359 rs2361502(C;T) 2 234698790 HEATR7B1 2 1.3
5360 rs2448490(G;G) normal 11 65412035 SIPA1 1
5361 rs252817(T;T) 5 106724588 EFNA5 1
5362 rs2568958(A;A) 1 72765116 13
5363 rs2616984(A;A) 8 4483141 CSMD1 1
5364 rs26232(C;T) 5 102596720 C5orf30 3
5365 rs2639703(C;T) 1.1x risk 1 225812911 ENAH
5366 rs2650000(G;G) 12 121388962 7
5367 rs2695343(G;G) 2 219255423 SLC11A1 1
5368 rs2737229(A;C) 8 116648565 TRPS1 1
5369 rs2815752(T;T) 1 72812440 10
5370 rs284495(C;T) 8 105965578 1
5371 rs3101336(G;G) 1 72751185 7
5372 rs310762(T;T) 3 12224151 SYN2 2
5373 rs314253(A;A) 17 7091650 DLG4 1
5374 rs31564(A;A) 5 135230253 IL9 5
5375 rs363043(C;T) 20 10226146 SNAP25 3
5376 rs3735361(C;T) 7 42000924 GLI3 1
5377 rs3763048(C;C) 5 169461547 DOCK2 2
5378 rs3764913(T;T) 2 211074909 ACADL 1



5379 rs404256(C;T) 6 90657783 BACH2 1
5380 rs4074(A;G) 4 74736144 CXCL1 4
5381 rs4131229(T;T) 2 44058067 ABCG5 2
5382 rs4256430(A;G) 6 24863075 FAM65B 1
5383 rs4308687(G;G) 8 81710837 ZNF704
5384 rs4502156(C;T) 15 62383155 1
5385 rs4603829(C;T) 20 61968892 2
5386 rs4662834(A;G) 2 129478842 1
5387 rs469727(G;G) 5 112242968 REEP5 1
5388 rs4703822(G;G) 5 80411221 RASGRF2 1
5389 rs4737009(A;G) 8 41630405 ANK1 1
5390 rs4763655(A;G) 1.10x risk 12 9755578 KLRB1 4
5391 rs4796995(A;A) 18 13708574 FAM210A 1
5392 rs4869266(G;G) 5 95486940 1
5393 rs488248(C;T) 13 106596719 1
5394 rs493014(T;T) 9 136187163 1
5395 rs4938445(G;G) 11 117745003 FXYD6 4
5396 rs573225(T;T) higher insulinogenic index in obese children 2 169757541 G6PC2 3
5397 rs6424414(C;T) 1 71455470 PTGER3
5398 rs6436839(A;G) 2 229969798 PID1 1
5399 rs6503695(C;T) 17 40499533 STAT3 3
5400 rs6659742(C;C) 1 159818513 C1orf204 1
5401 rs6693954(A;T) 1 204132638 REN 2
5402 rs6744284(C;T) 2 234625297 UGT1A10 2
5403 rs6761(T;T) 17 7417663 POLR2A 2
5404 rs6929137(A;G) 6 151936677 C6orf97 6
5405 rs6988229(C;T) 8 139884509 COL22A1 1
5406 rs7018475(G;T) 9 22137685 1
5407 rs705162(A;G) 10 125251675 1



5408 rs7072793(C;T) 10 6106266 IL2RA 5
5409 rs7073837(C;C) 10 63699895 ARID5B 1
5410 rs7078098(T;T) 10 108793788 SORCS1 1
5411 rs7157609(G;G) 14 100150445 CYP46A1 1
5412 rs7200543(A;G) 16 15129970 PDXDC1 1
5413 rs7260329(A;G) 19 41521638 CYP2B6 1
5414 rs7314811(T;T) 12 11962573 ETV6 1
5415 rs746463(C;T) 11 109995944 ZC3H12C 1
5416 rs7466269(A;G) 9 133464084 FUBP3 3
5417 rs7555668(C;T) 1 112856570 1
5418 rs7578326(A;G) 2 227020653 LOC646736 4
5419 rs7591996(A;C) 2 6461421 1
5420 rs7619173(C;C) 3 180996959 SOX2OT 1
5421 rs7733088(G;G) 5 147856333 HTR4 1

5422 rs7739181(G;G) 6 12934687 PHACTR1
5423 rs7800072(T;T) 7 84628989 SEMA3D 1
5424 rs7832552(C;C) 8 110115676 TRHR 5
5425 rs7874234(C;T) 9 135813001 TSC1 1
5426 rs7933505(A;G) 11 18045987 TPH1 3
5427 rs8078723(C;T) 17 38166879 2
5428 rs897959(C;T) 1 243897774 AKT3 1
5429 rs904251(G;T) 6 37451696 C6orf129 1
5430 rs928655(A;G) 1 89849574 GBP6 1
5431 rs9395865(C;T) 6 53307694 1
5432 rs9514828(C;T) 13 108921373 TNFSF13B 6
5433 rs9544105(C;T) 13 76558153 1
5434 rs9803659(T;T) 1 167156500 2
5435 rs9892622(A;G) 17 76346122 1



5436 rs9899404(C;T) 17 47053828
5437 rs9904078(A;G) 17 72667020 RAB37 1
5438 rs1048603(C;T) 2 234394487 USP40 3
5439 rs1060463(A;G) 19 16025176 CYP4F11 1
5440 rs1107366(C;T) 3 125904165 ALDH1L1AS2 1
5441 rs1344142(A;G) 3 56857433 ARHGEF3 1
5442 rs1355023(A;G) 6 106252999 1
5443 rs138097(C;T) 22 44250570 SULT4A1 2
5444 rs1422795(A;G) 5 156936364 ADAM19 1
5445 rs1519309(A;G) 4 187015089 1
5446 rs16147(A;G) 7 24323410 NPY 15
5447 rs1786929(C;T) 10 67679048 CTNNA3 2
5448 rs1800532(A;C) 11 18047816 TPH1 24
5449 rs1937020(A;G) 1 79227956 1
5450 rs1941404(C;T) 11 114169038 NNMT 1

5451 rs2048722(C;T) 2 1495800 TPO 1
5452 rs2050190(C;T) 6 32339076 C6orf10 1
5453 rs2056417(C;T) 1 10581658 PEX14 1
5454 rs2227139(C;T) 6 32413459 HLADRA 4
5455 rs2247570(A;G) 12 96422377 LTA4H 5
5456 rs2959799(C;T) 8 6473715 MCPH1 1
5457 rs3024498(A;G) 1 206941529 IL10 11
5458 rs3206824(A;G) 11 11986061 DKK3 1
5459 rs3212810(A;G) 19 51328736 KLK15 1
5460 rs3742207(A;C) 13 110818598 COL4A1 3
5461 rs3768016(A;G) 1 150809919 ARNT 1
5462 rs3789119(A;G) 2 111707405 ACOXL 1
5463 rs3848198(A;G) 15 80639564 1



5464 rs3856973(C;T) 4 3080173 HTT 1
5465 rs638203(C;T) 9 27203134 TEK 1
5466 rs639225(C;T) 9 27202870 TEK 1
5467 rs721917(C;T) 10 81706324 SFTPD 3
5468 rs7921(C;T) 17 62006259 CD79B 1
5469 rs12418451(G;G) 11 68935419 3
5470 rs2817419(A;G) 6 50812906 TFAP2B 1
5471 rs220599(G;G) 12 13975298 GRIN2B 1
5472 rs231130(C;T) 16 13958272
5473 rs9526569(T;T) 13 50102219 PHF11 1
5474 rs13045(A;G) 2 88895123 EIF2AK3 1
5475 rs11154801(A;C) 6 135739355 AHI1 3
5476 rs1136001(G;T) 16 15131974 NTAN1 1
5477 rs11800820(C;C) 1 246661236 SMYD3 1
5478 rs1203981(C;T) 16 265159 LUC7L 1
5479 rs12273744(A;G) 11 99861275 CNTN5 1

5480 rs1445442(G;G) 12 65291294 FLJ41278 2
5481 rs2029213(G;G) 3 53378245 DCP1A 1
5482 rs227163(C;T) 1 7961206
5483 rs2406342(G;G) 18 74488280 1
5484 rs2766692(A;G) 14 100684192 1
5485 rs3093023(A;G) 6 167534290 CCR6 10
5486 rs3810291(A;G) 19 47569003 ZC3H4 3
5487 rs410644(G;T) 5 81087534 1
5488 rs4373767(C;T) 1 219759682 1
5489 rs4639966(C;T) 11 118573519 2
5490 rs4665947(T;T) 2 27348029 ABHD1 1
5491 rs533021(C;C) 15 35080931 ACTC1 2



5492 rs548234(C;T) 6 106568034 LOC100287304 6
5493 rs6437740(C;T) 3 107465817 BBX 2
5494 rs6495122(C;C) 15 75125645 CPLX3 3
5495 rs6712932(C;T) 2 105837598 2
5496 rs7003908(A;A) normal 8 48770702 PRKDC 6
5497 rs7069923(C;C) 10 18730368 CACNB2 1
5498 rs7192(G;T) 6 32411646 HLADRA 11
5499 rs7566934(A;G) 2 176654738 1
5500 rs7617877(A;G) 3 28705764 CCDC61 1
5501 rs8007846(A;G) 14 66262963 1
5502 rs8028759(C;T) 15 58812199 LIPC
5503 rs9658281(G;G) 12 117767578 NOS1 1
5504 rs1129332(A;G) 1 2336210 RER1 1
5505 rs11568818(A;G) 11 102401661 MMP7 11
5506 rs1935881(A;G) 1 190066386 FAM5C 2
5507 rs3901533(G;T) 12 10277083 CLEC7A 1
5508 rs45430(A;G) 21 42746081 MX2 1

5509 rs2429582(C;T) 7 122202593 CADPS2 1
5510 rs1998076(A;G) 20 21880045 1
5511 rs3823342(C;T) 6 29913067 HLAA
5512 rs4721135(A;G) 7 1912222 MAD1L1 1
5513 rs1035942(C;T) 19 7199803 INSR 1
5514 rs1151996(G;T) 3 12445807 PPARG 1
5515 rs1457092(G;T) 19 17304236 MYO9B 3
5516 rs640249(A;C) 15 35091686 1
5517 rs10852932(G;G) 17 2143460 SMG6 1
5518 rs12524865(C;C) 6 134196674 1
5519 rs2073748(C;C) 22 19968971 ARVCF



5520 rs2297909(C;C) 1 200960307 KIF21B 4
5521 rs300489(A;G) 12 78485994 NAV3 1
5522 rs6700896(C;C) 1 66089782 LEPR 2
5523 rs7242481(A;G) 18 33709217 SLC39A6 1
5524 rs779805(A;A) 3 10183337 VHL 5
5525 rs9674544(A;G) 17 47084711 IGF2BP1 1
5526 rs2793092(C;T) 1 231880340 DISC1 1
5527 rs3217992(A;G) 1.24x increased myocardial infarction risk 9 22003223 CDKN2B 4
5528 rs430794(A;C) 9 93852815 1
5529 rs10010131(G;G) 4 6292915 WFS1 12
5530 rs1013696(C;T) 18 31420010 1
5531 rs10146615(T;T) 14 62732664 1
5532 rs1036360(A;G) 12 94453329 1
5533 rs1046320(A;A) 4 6304344 WFS1 1
5534 rs10466829(A;G) 12 9876091 CLECL1 1
5535 rs10486722(C;T) 7 41811908 POTEE 1
5536 rs10502675(C;T) 18 35198296 PM20D1 1
5537 rs10512734(A;G) 5 40393605

5538 rs1051338(A;A) 10 91007360 LIPA 3
5539 rs1054627(A;G) 4 88732692 IBSP 2
5540 rs1063857(T;T) 12 6153514 VWF 1
5541 rs1078373(A;G) 19 31801130 TSHZ3 1
5542 rs10798959(C;T) 1 33983019 CSMD2 1
5543 rs10849605(C;T) 12 1064438 2
5544 rs10906466(A;G) 10 13790265 FRMD4A 1
5545 rs10964862(A;C) 9 21151553 2
5546 rs10988217(G;G) 9 131888116 PPP2R4 1
5547 rs10989661(A;G) 9 104622868 2



5548 rs1167998(A;A) 1 62931632 DOCK7 5
5549 rs11724758(A;G) 4 120239878 FABP2 1
5550 rs11966072(A;A) 6 109634828 CCDC162 1
5551 rs12150889(A;A) 19 33355055 SLC7A9
5552 rs1239947(A;A) 13 51106555 1
5553 rs12446827(A;A) 16 26511874
5554 rs12449568(C;T) 17 54430155 ANKFN1 3
5555 rs12541254(A;G) 8 12979400 DLC1 1
5556 rs12745968(A;A) 1 93401837 FAM69A 1
5557 rs12797615(T;T) 11 86266683 ME3 1
5558 rs1285635(A;G) 14 92088855 CATSPERB 1
5559 rs12910524(C;T) 15 101802565 1
5560 rs13120078(A;G) 4 185731442 ACSL1 1
5561 rs13236689(G;T) 7 80236014 CD36 1
5562 rs132617(C;T) 22 36533785 1
5563 rs13290979(A;A) 9 139425634 NOTCH1 1
5564 rs13428823(A;A) 2 25373298 EFR3B 1
5565 rs1384401(G;G) 4 104565078 TACR3 1
5566 rs1394125(G;G) 15 76158983 UBE2Q2 2
5567 rs1471356(A;G) 14 98303331 1
5568 rs1478912(C;T) 1 237621239 RYR2 1
5569 rs1550650(G;T) 18 69782086
5570 rs1621(A;A) 7 116437606 MET 4
5571 rs16949649(T;T) 17 49230308 NME1 4
5572 rs17137124(C;T) 7 114210814 FOXP2 5
5573 rs17234715(T;T) 4 77130934 SCARB2 1
5574 rs174577(A;C) 11 61604814 FADS2 1
5575 rs17552189(C;C) 2 59072969 FLJ30838 1
5576 rs187084(T;T) 3 52261031 TLR9 30



5577 rs1910358(C;T) 5 23907573 1
5578 rs2070635(A;G) 3 186336176 AHSG 2
5579 rs2070776(C;C) 17 62007498 CD79B 1
5580 rs2070852(C;G) 11 46744925 F2 4
5581 rs2070999(A;G) 6 2999729 NQO2 2
5582 rs211718(C;T) 1 76106675 LOC100421536 2
5583 rs2120771(A;G) 12 23639917 1
5584 rs2284136(C;C) 12 5151998 KCNA5 1
5585 rs2306074(A;A) 12 27555786 ARNTL2 4
5586 rs2326679(C;T) 20 6035228 LRRN4 1
5587 rs2332897(C;C) 4 175386305 1
5588 rs2407318(G;G) 16 60447170 1
5589 rs2470893(G;G) 15 75019449 CYP1A1 4
5590 rs2880961(C;T) 3 88524175 1
5591 rs2943634(A;C) 2 227068080 12 2.5
5592 rs3093024(A;G) 6 167532793 CCR6 5
5593 rs3217901(A;G) 12 4405389 CCND2 4
5594 rs355689(C;T) 4 78507797 CXCL13 2
5595 rs3740955(A;A) 11 36595600 RAG1
5596 rs3747238(C;T) 22 45740096 SMC1B 1
5597 rs3750817(C;C) normal 10 123332577 FGFR2 5
5598 rs3760318(C;C) 17 29247715 ADAP2 4
5599 rs4029774(A;G) 17 40428961 STAT5B 1
5600 rs4072286(A;A) 8 142736531 1
5601 rs41741(T;T) 7 116438511 MET 3
5602 rs4253238(C;T) 4 187148387 KLKB1 1
5603 rs4460176(G;T) 5 109496960 3
5604 rs4625554(A;G) 12 4416304 CCND2 3



5605 rs4689388(A;A) 4 6270056 WFS1 2
5606 rs4693646(G;G) 4 84721814 1
5607 rs4715166(G;G) 6 13216058 PHACTR1 2
5608 rs4737999(A;G) 8 70518035 SULF1 1
5609 rs4764124(C;T) 12 14966604 C12orf60 1
5610 rs4771450(A;G) 13 103969491 2
5611 rs4781011(G;T) 16 10975311 CIITA 1
5612 rs4869742(C;C) 6 151907748 C6orf97 3
5613 rs4870044(C;C) 6 151901409 C6orf97 10
5614 rs4961206(G;G) 8 87666251 CNGB3
5615 rs539588(C;C) 2 135212329 LOC151162 1
5616 rs541821(A;G) 11 95161575 1
5617 rs5993882(G;T) 22 19937533 COMT 4
5618 rs6027506(A;A) 20 58896715 SEPT10 1
5619 rs6124684(C;T) 20 43721493 KCNS1 1
5620 rs631208(A;G) 16 9399724 1
5621 rs6466686(T;T) 7 118636817 1
5622 rs6507931(C;T) 18 47113008 LIPG 3
5623 rs6544997(A;G) 2 47844505 1
5624 rs6552828(G;G) 4 185725416 ACSL1 2
5625 rs6556412(A;G) 5 158787385 FBXO44 1
5626 rs6573908(A;C) 14 70238964 SRSF5 1
5627 rs6607284(T;T) 17 36026335 1
5628 rs6706693(C;C) 2 192465598 1
5629 rs6718902(C;T) 2 191838204 STAT1 2
5630 rs6726395(A;G) 2 178103229 NFE2L2 5
5631 rs6770065(A;G) 3 21392307
5632 rs6785049(A;A) 3 119533733 NR1I2 9
5633 rs7011(C;T) 14 102815042 CINP 1



5634 rs7101378(A;G) 11 108893367 1
5635 rs7115578(G;G) 11 96000100 MAML2 3
5636 rs7140150(C;T) 14 52010799 FRMD6 1
5637 rs7142517(A;C) 14 55306804 GCH1 1
5638 rs724577(C;C) 4 17993410 LCORL 2

5639 rs7249142(G;G) 19 19276359 MEF2BNB
MEF2B 1

5640 rs735854(C;C) 22 36679058 MYH9 2
5641 rs7412746(C;T) 1 150860471 LOC100996521 2
5642 rs747726(C;C) 12 12670227 DUSP16 1
5643 rs765250(A;A) 12 908283 WNK1 1
5644 rs7740686(A;T) 6 151948173 2
5645 rs7772697(C;T) 6 149435111 SVOP 1
5646 rs7792596(C;T) 7 94009634 1
5647 rs7845056(C;T) 8 143020731 1
5648 rs8192284(A;C) 1.7x increased melanoma risk 1 154426970 IL6R 15
5649 rs840088(C;C) 2 224899844 SERPINE2 5
5650 rs846672(A;C) 7 122630180 1
5651 rs870142(C;T) 4 4648047 STX18AS1 1
5652 rs909848(C;T) 1 71443150 PTGER3 1
5653 rs9275596(C;T) 6 32681631 LOC100507686 2
5654 rs9473582(A;A) 6 49488908 GLYATL3 1
5655 rs969485(A;G) 11 13403043 ARNTL 3
5656 rs9951150(A;G) 18 52821124 1
5657 rs1008563(C;T) 2 219026888 CXCR1 1
5658 rs1044396(C;T) 20 61981134 CHRNA4 23 2
5659 rs1298989(C;T) 14 92086713 CATSPERB 1
5660 rs1364705(C;T) 8 120224806 MAL2 1
5661 rs1456315(A;G) 8 128103937 3



5662 rs1515110(A;C) 2 227122216 1
5663 rs1724120(A;G) 2 96809331 DUSP2 2
5664 rs1805414(C;T) 1 226573364 PARP1 2
5665 rs1921045(C;T) 12 81714932 PPFIA2 1
5666 rs1972041(A;G) 15 63360847 TPM1 1
5667 rs204993(C;T) 6 32155581 PBX2 2
5668 rs2113334(A;G) 16 13976356 1
5669 rs2165047(A;G) 10 79551640 DLG5 2
5670 rs2235035(C;T) 7 87179086 ABCB1 1
5671 rs2295633(C;T) 1 46874383 FAAH 6
5672 rs2511990(C;T) 11 57362708 2
5673 rs2749531(C;T) 14 94852692 SERPINA1 1
5674 rs27654(C;T) 5 96093222 CAST 1
5675 rs27980(A;C) 5 96097895 CAST 3
5676 rs2989476(C;G) 1 61059259 2
5677 rs3094117(G;T) 6 30737486 1
5678 rs3111754(A;G) 2 231733703 ITM2C 1
5679 rs3816360(A;G) 11 13367750 ARNTL 5
5680 rs3820185(A;C) 1 186808343 PLA2G4A 1
5681 rs402219(C;T) 6 160789296 SLC22A3 1
5682 rs477515(C;T) 6 32569691 6
5683 rs493187(C;T) 6 87466492 1
5684 rs58667(A;G) 22 45668012 1
5685 rs677221(C;G) 10 84314397 NRG3 2
5686 rs758642(C;T) 17 3786907 CAMKK1 2
5687 rs8192870(A;C) 8 59412066 CYP7A1 2
5688 rs873917(A;C) 1 40132795 NT5C1A 1
5689 rs952635(A;G) 1 66691885 PDE4B 3
5690 rs216311(G;G) 12 6128443 VWF 2



5691 rs4751674(C;T) 10 116139029 AFAP1L2 1
5692 rs6039763(A;G) 20 10183517 SNAP25AS1 1
5693 rs6503319(C;C) 17 10574159 1
5694 rs10012946(C;C) 4 6293350 WFS1
5695 rs1006737(A;G) 12 2345295 CACNA1C 37 1.7
5696 rs10183914(C;T) 2 178097666 NFE2L2 2
5697 rs10468017(C;C) 15 58678512 16 2
5698 rs10915846(A;G) 1 225711187 ENAH
5699 rs1141168(A;G) 12 44182706 IRAK4 2
5700 rs11523871(A;A) normal 10 124329710 DMBT1 1 1.6
5701 rs1339219(A;C) 1 217172392 ESRRG 1
5702 rs13398206(C;T) 2 199169096 1
5703 rs1667255(A;C) 18 29187279 1
5704 rs1676232(A;G) 3 117234839 LSAMP
5705 rs17376026(C;T) 5 23244025 1
5706 rs2270968(C;C) 3 182755209 MCCC1
5707 rs2300167(T;T) 1 71458162 PTGER3
5708 rs240993(C;T) 6 111673714 REV3L 1
5709 rs2817461(C;C) 6 156913012 1

5710 rs2857766(C;G) 6 29634003 MOG 6
5711 rs3013236(T;T) 10 124330427 DMBT1 1
5712 rs3117027(G;G) 6 33089623 HLADPB2 1
5713 rs316274(G;G) 1 178142208 RASAL2 1
5714 rs357894(T;T) 18 46579970 DYM 1
5715 rs3765731(G;G) 1 3611892 TP73 1
5716 rs4787483(A;A) 16 29885447 SEZ6L2 2
5717 rs4831760(C;T) 8 15532585 TUSC3 1
5718 rs6492998(A;G) 15 41546631 CHP 2



5719 rs6751715(C;T) 2 56363377 1
5720 rs707284(G;G) 2 212839046 ERBB4 3
5721 rs8106822(A;G) 19 31864422 1
5722 rs9565072(C;T) 13 74639799 KLF12 2
5723 rs1010159(A;G) 11 121483401 SORL1 12
5724 rs10492002(A;G) 12 81544536 ACSS3 1
5725 rs1321311(G;T) 6 36622900 2
5726 rs1470750(C;G) 7 50576648 DDC 2
5727 rs3740057(A;G) 10 101658585 DNMBP 2
5728 rs573666(A;G) 13 51194405 1

5729 rs10246256(T;T) higher risk of speech development delay
and/or impairment 7 147554807 CNTNAP2

5730 rs10491929(C;T) 9 77137941 RORB 1
5731 rs10495669(C;G) 2 18025273 2
5732 rs11077614(A;G) 17 70594629 LINC00511 1
5733 rs11243897(A;G) 9 135618283 AK8 1
5734 rs1130459(A;G) 3 133465283 TF 2
5735 rs1160297(C;G) 2 53237320 1
5736 rs1471225(C;T) 15 29888396 2
5737 rs1678536(C;G) 12 57979190 KIF5A 1
5738 rs17451107(C;T) 3 156797609 SPRED2 1

5739 rs17833172(A;G) 4 2868514 ADD1 1
5740 rs1801198(C;G) 22 31011610 TCN2 6
5741 rs1948632(A;A) 16 75991446 1
5742 rs1979277(A;G) 17 18232096 SHMT1 17
5743 rs1981529(C;T) 7 87913361 STEAP4 5
5744 rs2072707(G;G) 22 37319081 CSF2RB 1
5745 rs2306985(C;G) 4 100516022 MTTP 1



5746 rs2314398(C;G) 2 97413488 2
5747 rs2530547(C;T) 7 34697922 NPSR1 1
5748 rs270545(A;G) 5 38051593 1
5749 rs3104793(C;T) 16 52641186 LOC643714 2
5750 rs347591(T;T) 3 11290122 HRH1 1
5751 rs420017(C;T) 15 89617081 1
5752 rs542269(C;T) 11 62685537 CHRM1 1
5753 rs6060371(G;G) 20 33913322 UQCC
5754 rs6650703(A;G) 18 69356762 2
5755 rs691005(C;T) 10 17962845 2
5756 rs7077164(C;C) 10 71583198 COL13A1 1
5757 rs7291467(A;A) 22 37972628 LGALS2 8
5758 rs7569963(A;G) 2 208473184 FAM119A 3
5759 rs7643645(A;G) 3 119525497 NR1I2 4
5760 rs8057394(C;G) 16 10115488 GRIN2A 2
5761 rs889014(C;T) 5 172984114 1
5762 rs906071(C;T) 5 10109385 1
5763 rs1200821(C;T) 10 37559580 1
5764 rs1635517(C;T) 1 242012033 EXO1 4
5765 rs2237060(A;C) 5 131970885 RAD50 3
5766 rs2380261(G;T) 2 235641180 1
5767 rs2413775(A;T) 15 45544288 SLC28A2 3

5768 rs687289(C;T) 9 136137106 ABO 2
5769 rs1631486(C;C) 18 53026357 TCF4 1
5770 rs176990(G;T) 3 139259787 RBP1 1
5771 rs2000813(C;T) 18 47093864 LIPG 10
5772 rs224534(A;G) 17 3486702 TRPV1 1
5773 rs4660531(G;G) 1 41839822 FOXO6 1



5774 rs8099213(C;T) 18 64952213 1
5775 rs824931(C;T) 2 222801699 1
5776 rs9886428(A;G) 8 14113816 SGCZ 1
5777 rs102275(A;G) 11 61557803 C11orf10 6
5778 rs3242(C;T) 8 41119554 SFRP1 3
5779 rs10017674(C;T) 4 9967053 SLC2A9 1
5780 rs7894737(A;C) 10 106613330 SORCS3 1
5781 rs10111661(A;G) 8 20336573 1
5782 rs10412199(A;G) 19 3927771 ATCAY 1
5783 rs1044291(C;C) 4 155493352 FGB 3
5784 rs1049748(C;T) 7 150556002 ABP1 1
5785 rs10507391(A;T) 1.24x increased stroke risk for males 13 31312096 ALOX5AP 6
5786 rs10802789(C;T) 1 239832680 CHRM3 1
5787 rs10874746(C;C) 1 93323971 FAM69A 1
5788 rs10879517(A;G) 12 73307582 1
5789 rs10889353(A;A) 1 63118196 DOCK7 6
5790 rs10993994(C;T) 10 51549496 MSMB 52 2
5791 rs11023197(G;G) 11 14380998 RRAS2 1
5792 rs11129640(G;T) 3 35142511 1
5793 rs11152166(C;T) 18 57314807 CCBE1 1
5794 rs11158820(A;G) 14 70347348 SMOC1 1
5795 rs11177(C;C) 3 52721305 GNL3 1
5796 rs1126510(T;T) 19 47123783 PTGIR 1

5797 rs1167796(A;G) 7 75173180 HIP1 1
5798 rs11708189(A;A) 3 140175360 CLSTN2 1
5799 rs12198986(A;G) 6 7720059 2
5800 rs12295403(A;C) 11 18689653 NUBP1 1
5801 rs1245582(A;A) 10 73778267 1



5802 rs12498735(C;T) 4 184921299 STOX2 1
5803 rs12498956(A;C) 4 9950705 SLC2A9 1
5804 rs12526480(T;T) 6 25533534 LRRC16A 1
5805 rs12637456(A;T) 3 123744663 2
5806 rs12649507(A;G) 4 56380484 CLOCK 1
5807 rs12713280(C;T) 2 55081376 EML6 1
5808 rs13321783(T;T) 3 119615375 GSK3B 2
5809 rs1395103(G;G) 3 20615273 1
5810 rs1408799(C;T) 9 12672097 7
5811 rs1535(A;G) 4+ IQ points for breastfeeding 11 61597972 FADS2 12
5812 rs1547014(C;C) 22 29100711 CHEK2 2
5813 rs1572983(T;T) 9 104133628 BAAT 1
5814 rs1682859(T;T) 11 133800219 IGSF9B 1
5815 rs17007017(A;G) 4 142142729 ZNF330 1
5816 rs17024926(C;T) 2 101506002 NPAS2 2
5817 rs174546(C;T) 11 61569830 FADS1 7
5818 rs174583(C;T) 11 61609750 FADS2 5
5819 rs17606561(A;G) 6 10982359 ELOVL2 1
5820 rs1800795(C;G) complex; see details 7 22766645 IL6 162
5821 rs1800797(A;G) 7 22766221 IL6 41
5822 rs1840440(C;T) 18 23257186 1
5823 rs1871045(C;T) 19 45326768 1
5824 rs2020917(C;C) 22 19928884 TXNRD2 7
5825 rs2029253(A;G) 10 45891484 ALOX5 6

5826 rs203861(C;C) 1 167893759 BRP44 1
5827 rs2069832(A;G) 7 22767433 IL6 2
5828 rs2075984(A;C) 22 38690889 CSNK1E 1
5829 rs2159100(C;T) 12 2346393 CACNA1C



5830 rs2172802(A;G) 4 62453209 LPHN3 1
5831 rs2229094(C;T) 6 31540556 LTA 17
5832 rs2233679(C;T) 19 9945354 PIN1 4
5833 rs2267161(C;C) 22 30953295 GAL3ST1 1
5834 rs2269349(C;T) 3 39453057 RPSA 1
5835 rs2283222(T;T) 11 2755601 KCNQ1 1
5836 rs2284378(C;T) 20 32588095 RALY 2
5837 rs2298948(A;A) 2 75926565 GCFC2 1
5838 rs2307121(C;T) 5 64625512 ADAMTS6 1
5839 rs2315008(G;G) 20 62343956 ZGPAT 4
5840 rs2319398(G;G) 3 119612942 GSK3B 4
5841 rs2336030(C;T) 1 11736600 MAD2L2 1
5842 rs2351491(A;A) 15 89398105 ACAN 1
5843 rs2412971(A;G) 22 30494371 HORMAD2 1
5844 rs2412973(A;C) 22 30529631 HORMAD2 1
5845 rs245201(A;A) 5 127169212 LOC728586 2
5846 rs2493134(C;T) 1 230849359 AGT 1
5847 rs25651(G;G) 15 90335788 ANPEP 2
5848 rs2644261(C;T) 18 34220491 FHOD3 1
5849 rs2654849(A;A) 4 100396690 LOC100131750 1
5850 rs2687201(A;C) 3 70928930 1
5851 rs27524(G;G) 5 96101944 CAST 4
5852 rs2758331(A;C) 6 160105070 SOD2 3
5853 rs2819861(C;C) 6 45424940 RUNX2
5854 rs2860223(A;G) 8 134668677 1
5855 rs2900976(C;C) 2 71958480 1
5856 rs2907748(C;T) 7 30473023 NOD1 8
5857 rs2943641(C;T) increased risk for type 2 diabetes 2 227093745 10
5858 rs3094188(T;T) 6 31142245 PSORS1C3 1



5859 rs3118529(C;T) 9 137304915 RXRA 1
5860 rs35979293(G;G) 16 28944700 CD19 1
5861 rs3730536(A;G) 12 69212010 MDM2 2
5862 rs3776082(A;G) 5 149544045 1
5863 rs3810936(C;T) 9 117552885 TNFSF15 7
5864 rs3811647(A;G) 3 133484029 TF 11
5865 rs3862019(C;T) 10 115328950 HABP2 1
5866 rs3934285(G;G) 1 104598941 1
5867 rs4075583(A;G) 15 63340227 TPM1 1
5868 rs4129267(C;T) 1 154426264 IL6R 8
5869 rs4272(A;G) 7 92236829 CDK6
5870 rs4396880(G;G) 3 189356221 TP63 2
5871 rs4446959(C;T) 1 159357684 1
5872 rs4458523(G;G) 4 6289986 WFS1
5873 rs4591517(C;T) 3 23143047 1
5874 rs4627050(A;G) 11 18822037 1
5875 rs4653436(G;G) 1 225995211 5
5876 rs4653643(A;G) 1 225675459 ENAH 1
5877 rs4757718(A;A) 11 18804934 PTPN5 1
5878 rs477992(G;G) 1 120257576 PHGDH 1
5879 rs4787956(A;G) 16 27378249 4
5880 rs4798896(A;A) 18 75912922 1
5881 rs4802234(G;T) 19 45222600
5882 rs4837656(C;T) 9 122434053 1
5883 rs4840568(A;G) 8 11351019 BLK 1
5884 rs4871976(A;G) 8 22086491 PHYHIP
5885 rs4904868(C;C) 14 92781001 2
5886 rs4929923(C;T) 11 8639200 TRIM66 1



5887 rs509035(A;G) 3 172163449 GHSR 4
5888 rs5351(G;G) 13 78475313 EDNRB 3
5889 rs536841(C;T) 11 85787824 1
5890 rs538147(A;G) 11 64129722 RPS6KA4 2
5891 rs541458(C;T) 11 85788351 5
5892 rs576861(C;T) 1 225744337 ENAH 1
5893 rs6080100(T;T) 20 16003406 MACROD2 1
5894 rs6127698(G;T) 20 54823416 MC3R 4
5895 rs6438552(A;A) 3 119631814 GSK3B 14
5896 rs6494537(C;T) 15 66051345 DENND4A 1
5897 rs6499640(A;G) 16 53769677 FTO 10
5898 rs6590611(G;G) 11 131900557 NTM 1
5899 rs659366(C;T) 11 73694754 UCP2 9
5900 rs660652(G;G) 15 78887832 CHRNA3 5
5901 rs6687840(C;T) 1 159342439 1
5902 rs6764363(T;T) 3 312349 CHL1 1
5903 rs6901250(G;G) 6 117114025 GPRC6A 1
5904 rs6976(C;C) 3 52728804 GLT8D1 1
5905 rs7078219(A;G) 10 101274365 1
5906 rs7529229(C;T) 1 154420778 IL6R 3
5907 rs7555139(A;G) 1 225716241 ENAH 1
5908 rs7585356(G;G) 2 215592306 BARD1 2
5909 rs7606754(A;G) 2 228135180 COL4A3 1
5910 rs7613868(C;T) 3 123742029
5911 rs7627615(A;G) 3 183818416 HTR3E 3
5912 rs7630877(G;G) 3 179661318 PEX5L 1
5913 rs7650365(A;G) 3 127834003 RUVBL1 1
5914 rs7830490(A;G) 8 17922414 ASAH1 1
5915 rs784420(A;G) 5 77987524 1



5916 rs7846385(C;T) 8 78160179 6
5917 rs7911488(A;G) 10 105154089 USMG5
5918 rs7983774(A;G) 13 28964325 FLT1 1
5919 rs7987675(C;C) 13 92884370 GPC5
5920 rs7992226(A;G) 13 101797840 NALCN 1
5921 rs8042680(A;C) 15 91521337 PRC1 2
5922 rs834835(C;T) 2 157188145 NR4A2 1
5923 rs873061(C;T) 14 55546326 1
5924 rs894734(G;G) 12 54319727 1
5925 rs9275572(A;G) 6 32678999 7
5926 rs929271(G;T) 22 30638226 LIF 3
5927 rs9333289(C;T) 2 187498107 ITGAV 1
5928 rs9393903(A;G) 6 11042909 ELOVL2 1
5929 rs9426935(C;T) 1 153769400 WDR5B 2
5930 rs9523762(G;G) 13 93331886 GPC5 4
5931 rs953741(A;A) 5 178329846 ZFP2 1
5932 rs9805786(G;T) 13 24658356 1
5933 rs9878473(T;T) 3 119650788 GSK3B 2
5934 rs998592(G;G) 16 11199678 CLEC16A 2
5935 rs1009592(C;G) 1 11928714 1
5936 rs1049623(A;G) 6 30864829 DDR1 2
5937 rs1130864(C;T) 1 159683091 CRP 45
5938 rs1264323(C;T) 6 30855907 DDR1 1
5939 rs1324913(A;C) 13 74635588 KLF12 1
5940 rs1420101(A;G) 2 102957716 IL1RL1 7

5941 rs1458175(G;T) 12 41965861 PDZRN4 3

5942 rs1544410(A;G) Intermediate risk of low bone mineral
density disorders 12 48239835 VDR 113 2



5943 rs1738074(A;G) 6 159465977 TAGAP 12
5944 rs17491951(C;T) 2 2926013 1
5945 rs1805113(C;T) 1 92177938 TGFBR3 3
5946 rs1938781(C;T) 11 58915110 FAM111A 3
5947 rs2032366(A;G) 18 59266371 1
5948 rs2078267(A;G) 11 64334114 SLC22A11 7
5949 rs2273601(C;T) 6 117730819 ROS1 1
5950 rs2278294(A;G) 7 128040699 IMPDH1 7
5951 rs2506991(C;T) 1 48098406 1
5952 rs2531995(A;G) 16 4013467 ADCY9 1
5953 rs2566(C;T) 1 209788514 LAMB3 1
5954 rs2704188(C;T) 15 58371682 1
5955 rs2713604(A;G) 3 128200459 GATA2 4
5956 rs2740351(C;T) 17 643426 FAM57A 1
5957 rs2855116(G;T) 6 160106125 SOD2 2
5958 rs31872(C;T) 5 140372222 PCDHA9 2
5959 rs3738573(C;G) 1 84864256 DNASE2B 1
5960 rs3819545(C;T) 12 48265006 VDR 6
5961 rs3917368(A;G) 2 113582782 1
5962 rs470763(C;T) 11 64584231 1
5963 rs476137(A;C) 11 94213905 MRE11A 1
5964 rs572169(A;G) 3 172165727 GHSR 3
5965 rs6751(C;T) 1 225682560 ENAH 1
5966 rs699(C;T) increased risk of hypertension 1 230845794 AGT 45
5967 rs700675(C;T) 2 198700216 PLCL1 1
5968 rs731236(C;T) 12 48238757 VDR 94
5969 rs8179181(C;T) 19 41838206 TGFB1 8

5970 rs860554(A;G) 1 201262432 PKP1 2



5971 rs11723530(A;G) 4 170880883 FOXK1 1
5972 rs6918698(C;G) ~normal risk 6 132273257 CTGF 9
5973 rs7869550(A;G) 9 119134796 PAPPA 1
5974 rs11190134(A;G) 10 101282200 1
5975 rs1802059(A;G) 5 7897319 MTRR 2
5976 rs4658973(G;T) 1 118499054 WDR3 2
5977 rs10066802(G;G) 5 76597461 PDE8B 1
5978 rs10074525(T;T) 5 90209824 GPR98 1
5979 rs10207060(G;T) 2 240687289 LOC150935 1
5980 rs1027615(A;G) 12 43712289 1
5981 rs10799319(A;G) 1 225703485 ENAH 1
5982 rs10877012(G;T) 12 58162085 CYP27B1 14
5983 rs10906142(G;G) 10 12438783 CAMK1D 1
5984 rs10906982(A;T) 15 84568158 ADAMTSL3 4
5985 rs12024204(A;G) 1 80243001 2
5986 rs12421680(A;G) 11 131350968 NTM 1
5987 rs12443621(A;G) 16 52548037 TOX3 14
5988 rs12470971(G;G) 2 11725241 GREB1 1
5989 rs12479919(C;C) 20 4980740 SLC23A2 1
5990 rs1344694(G;G) 2 216893637 3
5991 rs1367117(A;G) 2 21263900 APOB 11
5992 rs1572438(G;G) 6 858970 1
5993 rs16974880(T;T) 16 84942638 CRISPLD2 3
5994 rs174535(C;T) 11 61551356 C11orf9 1
5995 rs174547(C;T) 11 61570783 FADS1 12
5996 rs1912826(A;G) 4 187149540 KLKB1 1
5997 rs2242447(C;T) 16 55735912 SLC6A2 4
5998 rs2244169(A;T) 11 57359802 3



5999 rs2251219(A;A) 3 52584787 PBRM1 4
6000 rs2364722(A;G) 2 178124787 NFE2L2 1
6001 rs2395670(G;G) 6 37082809 1
6002 rs488628(C;C) 3 118121335 1
6003 rs6472235(G;T) 8 66822030 1
6004 rs6590109(A;G) 11 124759048 ROBO4 1
6005 rs7296418(T;T) 12 123457619 ABCB9 1
6006 rs739097(A;G) 22 36746079 MYH9 2
6007 rs754499(G;T) 15 61136205 RORA
6008 rs7561528(A;G) 2 127889637 4
6009 rs7927997(C;T) 11 76301375 1
6010 rs892515(C;C) 2 198977821 PLCL1 1
6011 rs9393366(A;G) 6 23077311 1
6012 rs9493627(G;G) 6 133789728 EYA4
6013 rs1143633(A;G) 2 113590467 IL1B 12
6014 rs1358030(C;T) 10 108123599 2
6015 rs2057768(A;G) 16 27322095 8
6016 rs2229741(A;G) 21 16340289 NRIP1 4
6017 rs2229857(A;G) 1 154573967 ADAR 1
6018 rs2277598(A;G) 15 73027478 BBS4 1
6019 rs13328050(G;T) 4 9951120 SLC2A9 1
6020 rs925098(T;T) 4 17919811 LCORL 1
6021 rs11163585(C;C) 1 83311835
6022 rs2592551(C;C) 2 85780131 GGCX 1
6023 rs512577(G;G) 11 126091941 FAM118B
6024 rs7925879(A;G) 11 124740691 ROBO3 2
6025 rs2516400(C;T) 6 31481105 1
6026 rs2592887(A;G) 1 159652939 3
6027 rs2857151(C;T) 6 32763514 4



6028 rs3134883(C;T) 10 6100725 IL2RA 3
6029 rs4078157(A;G) 8 21573095 GFRA2 1
6030 rs1003349(G;T) 14 23305663 MMP14 3
6031 rs1010254(C;C) 5 151734109 1
6032 rs1012583(A;G) 3 150087008 1
6033 rs10194776(C;C) 2 231980019 HTR2B 2
6034 rs10228265(A;G) 7 45908915 3
6035 rs1034394(A;A) 22 34823828 1

6036 rs10492972(C;T) conflicting reports; possible slight increased
risk for multiple sclerosis 1 10353112 KIF1B 6

6037 rs10514231(C;T) 5 81307412 ATG10 1
6038 rs10517437(A;G) 4 59008412 1
6039 rs1058768(C;T) 6 54186147 TINAG
6040 rs10764775(T;T) 10 130233808 1
6041 rs10774610(T;T) 12 111340243 CCDC63 2
6042 rs1078985(T;T) 3 30690911 TGFBR2 4
6043 rs10813766(G;G) 9 331490 DOCK8 1
6044 rs10831496(A;A) 11 88557991 GRM5 1
6045 rs10878640(G;T) 12 68037088 1
6046 rs10895547(C;T) 11 103808152 PDGFD 1
6047 rs10958605(A;C) 8 40053605 1
6048 rs11065987(A;A) 12 112072424 4
6049 rs11084753(A;G) 19 34322137 6
6050 rs11100904(C;T) 4 146904304 1
6051 rs11101442(C;T) 10 49936336 WDFY4 3
6052 rs11110099(A;C) 12 100292721 ANKS1B 1
6053 rs11190140(C;T) 10 101291593 NKX23 5
6054 rs11209003(G;T) 1 67601132 C1orf141 2



6055 rs1129055(G;G) 3 121838319 CD86 7
6056 rs11584383(T;T) 1 200935866 C1orf81 6

6057 rs1175543(A;G) 3 12466433 PPARG 2
6058 rs1175544(C;T) 3 12467044 PPARG 3
6059 rs11761231(C;T) 7 131370039 2
6060 rs11867479(C;C) 17 68090207 KCNJ16 1
6061 rs11924930(A;G) 3 195928854 ZDHHC19 1
6062 rs11977526(G;G) 7 46008110 1
6063 rs1200150(T;T) 1 169088337 ATP1B1 1
6064 rs12093699(A;G) 1 159647988 6
6065 rs12122721(G;G) 1 200984480 KIF21B 2
6066 rs12537(C;T) 22 30423460 MTMR3 2
6067 rs12602084(C;C) 17 40711769 1
6068 rs12608932(A;C) 19 17752689 UNC13A 7
6069 rs12612347(A;G) 2 219057338 4
6070 rs12619788(A;G) 2 52703590 1
6071 rs12630592(G;G) 3 119768246 GSK3B 3
6072 rs1277203(T;T) 1 109392837 AKNAD1 1
6073 rs12808199(A;G) 11 39327959 1
6074 rs12926685(T;T) 16 14009819 1
6075 rs13016963(A;G) 2 202162811 ALS2CR12 2
6076 rs13021401(C;T) 2 20688519 2
6077 rs13025524(A;G) 2 101550181 NPAS2 1
6078 rs1303(G;T) 14 94844843 SERPINA1 4
6079 rs13073838(C;T) 3 74627703 1
6080 rs13118928(A;G) 4 145486389 4
6081 rs13320980(C;T) 3 119609160 GSK3B 1
6082 rs13900(C;C) 17 32583911 CCL2 6



6083 rs1397924(C;T) 3 103245092 1
6084 rs1411771(C;T) 1 232174775 DISC1 2
6085 rs1451375(C;C) 7 50622712 DDC 1
6086 rs1455824(G;G) 3 79137230 ROBO1 1
6087 rs1550976(C;T) 11 131320070 NTM 1
6088 rs1692120(A;G) 11 61417472 1
6089 rs17021918(C;C) 4 95562877 PDLIM5 4
6090 rs17271883(C;T) 19 5834212 FUT6 1
6091 rs17281813(C;T) 16 49750790 ZNF423 1
6092 rs17300741(A;G) 11 64331462 SLC22A11 4
6093 rs17371334(T;T) 13 85032327 LINC00333 2
6094 rs17419032(C;C) 1 200998531 LOC100506546 2

6095 rs174537(G;T) common; higher LDLC and total
cholesterol 11 61552680 C11orf9 4

6096 rs174548(C;G) intermediate phosphatidylcholine values 11 61571348 FADS1 5
6097 rs1748033(G;G) 1 17662662 PADI4 7
6098 rs1748035(G;G) 1 17661996 PADI4 1
6099 rs1757948(T;T) 9 81310680 1
6100 rs1776148(A;G) 1 242042545 EXO1 5
6101 rs1801058(C;T) 4 3039150 GRK4 4
6102 rs1805476(G;T) 12 13714363 GRIN2B 5
6103 rs1829883(C;T) 5 98781103 1
6104 rs1870063(C;T) 19 18170962 IL12RB1 2
6105 rs1883415(A;A) 6 24491475 GPLD1 3
6106 rs1980057(C;T) 4 145485738 2
6107 rs2013938(A;G) 8 6475904 MCPH1 1
6108 rs2036914(C;T) 4 187192481 F11 3
6109 rs2039461(G;G) 9 20145988 1
6110 rs20551(A;G) 22 41548008 EP300 1



6111 rs2064689(A;G) 1 67653010 IL23R 5
6112 rs2070531(C;T) 21 40194216 ETS2 1
6113 rs2072671(A;A) 1 20915701 CDA 8
6114 rs2181033(A;A) 9 117697831 1
6115 rs2239815(C;T) 22 29192670 XBP1 1
6116 rs2243639(C;T) 10 81701722 SFTPD 1
6117 rs225015(G;G) 14 80667579 DIO2 2
6118 rs227584(T;T) 17 42225547 C17orf53 4
6119 rs2295283(G;G) 1 12082926 MIIP 1
6120 rs2297950(C;T) 1 203194186 CHIT1 1
6121 rs2315504(A;C) 17 39046881 1
6122 rs2329340(C;C) 7 50620229 DDC 1
6123 rs2395730(A;C) 6 39784365 DAAM2 2
6124 rs2412522(A;G) 4 54938543
6125 rs2424577(A;G) 20 23613750 CST3 2
6126 rs2466035(T;T) 8 128211229 1
6127 rs2605100(G;G) 1 219644224 LOC728510 3
6128 rs2690381(G;G) 7 43842784 BLVRA 1
6129 rs2779562(C;T) 9 101277681 GABBR2 2
6130 rs2858331(T;T) 6 32681277 6
6131 rs2888830(A;G) 7 90915354 1
6132 rs2978381(C;T) 14 64766652 ESR2 2
6133 rs3024685(C;T) 16 27376910 IL4R 4
6134 rs3025010(C;T) 6 43747577 VEGFA 6
6135 rs3113494(A;G) 4 87832601 1
6136 rs33436(C;C) 19 30943677 ZNF536 1
6137 rs343064(C;C) 7 35554788 1
6138 rs3732765(A;G) 3 151090424 MED12L 2
6139 rs3732782(C;C) 3 113955164 ZNF80 1



6140 rs3755724(C;C) 3 12200906 SYN2 4
6141 rs3763317(C;T) 6 32376788 BTNL2 2
6142 rs3814055(C;T) 3 119500035 NR1I2 8
6143 rs3821819(G;G) 3 186732725 ST6GAL1 1
6144 rs383902(C;C) 15 59034174 ADAM10 2
6145 rs3857224(C;C) 4 100129685 ADH6 5
6146 rs404005(T;T) 2 40396078 SLC8A1 1
6147 rs4130047(C;T) 18 40678235 RIT2 1
6148 rs4258076(G;T) 9 19664081 SLC24A2 1
6149 rs4311316(A;C) 4 9955971 SLC2A9 1
6150 rs4314284(C;T) 4 9956096 SLC2A9 1
6151 rs4352210(A;G) 2 37750980 1
6152 rs4368253(C;C) 18 57622287 1
6153 rs4455410(C;T) 4 9953297 SLC2A9 1
6154 rs4500751(C;T) 16 15140211 NTAN1 1
6155 rs4522865(A;G) 4 102715888 BANK1 3
6156 rs4580814(G;T) 5 1113244 SLC12A7 1
6157 rs4646957(C;T) 10 94229912 IDE 3
6158 rs4650608(T;T) 1 79238015 2
6159 rs4693596(T;T) 4 84189869 COQ2
6160 rs470490(G;T) 18 63031236 1

6161 rs4765623(C;T) more likely to gain weight if taking
olanzapine 12 125320850 SCARB1 3

6162 rs4809330(G;G) 20 62349586 ZGPAT 6
6163 rs4842838(G;T) 15 84582124 ADAMTSL3 3
6164 rs4846085(C;T) 1 12050634 MFN2 1
6165 rs4856162(A;G) 3 103292226 1
6166 rs4919908(C;T) 19 508626 C19orf20 1
6167 rs4919910(C;T) 19 509717 C19orf20 1



6168 rs4972806(C;C) 2 177012578 1
6169 rs4986172(C;T) 17 43216281 ACBD4 1
6170 rs528301(A;G) 2 45154908 GRID2IP 1
6171 rs553169(C;T) 5 9979084 1

6172 rs5765956(C;T) 22 45150659 ARHGAP8 1
6173 rs583911(A;G) 3 159710390 IL12A 5
6174 rs630431(A;G) 1 55527323 PCSK9 1
6175 rs634008(C;T) 11 68094741 LRP5 3
6176 rs6463843(G;T) 7 8838717 2
6177 rs6473015(A;C) 8 78178485 1
6178 rs6519442(T;T) 22 23813258 LOC388882 1
6179 rs6599400(A;C) 4 1785025 FGFR3 1
6180 rs6684439(C;T) 1.7x increased melanoma risk 1 154395839 IL6R 3
6181 rs6694545(A;G) 1 30437268 1
6182 rs6695567(A;G) 1 53629585 1
6183 rs6771725(G;G) 3 175075109 NAALADL2 1
6184 rs681591(T;T) 5 145212145 PRELID2 1
6185 rs684232(A;A) 17 618965 VPS53 1
6186 rs6903956(A;G) 6 11774583 C6orf105 3
6187 rs698761(A;A) 2 44547574 SLC3A1
6188 rs7076247(C;T) 10 18759629 CACNB2 1
6189 rs708224(A;G) 12 32436409 BICD1 2
6190 rs7132908(A;G) 12 50263148 FAIM2 2
6191 rs7138803(A;G) 12 50247468 21
6192 rs7183263(G;T) 15 84573041 ADAMTSL3 2
6193 rs7185362(G;G) 16 81888905 PLCG2 1
6194 rs7187167(C;C) 16 1349209 2
6195 rs7378340(C;T) 4 9955198 SLC2A9 1



6196 rs737866(A;A) 22 19930109 COMT 5
6197 rs744910(A;G) 15 67446785 SMAD3 2
6198 rs7554511(C;C) 1 200877562 C1orf106 4
6199 rs7577925(A;G) 2 134040519 NCKAP5 1
6200 rs7843479(A;C) 8 21820813 XPO7 1

6201 rs7871764(G;G) 9 34071541 2
6202 rs8001641(A;G) 13 80692811 1
6203 rs8035957(T;T) 15 38838264 RASGRP1 3
6204 rs806381(A;A) 6 88865901 CNR1 5
6205 rs8102137(C;T) 19 30296853 1
6206 rs833068(A;G) 6 43742527 VEGFA 7
6207 rs871044(A;A) 18 11907374 MPPE1 1
6208 rs921451(T;T) 7 50623285 DDC 6
6209 rs9268402(A;G) 6 32341353 C6orf10 2
6210 rs9268494(A;C) 6 32375352 BTNL2 2
6211 rs9268516(C;T) 6 32379489 1
6212 rs9268853(C;T) 6 32429643 HLADRB9 5
6213 rs9268858(C;T) 6 32429758 HLADRB9 3
6214 rs930421(A;A) 2 42981239 2
6215 rs9355610(G;G) 6 167383075 3
6216 rs9375411(A;G) 6 126116953 NCOA7 1
6217 rs9491140(C;C) 6 124691237 NKAIN2 1
6218 rs9506514(A;C) 13 21131211 1
6219 rs9514827(C;T) 13 108919403 3
6220 rs9536591(A;C) 13 54581087 2
6221 rs9619311(C;T) 22 33196693 SYN3 3
6222 rs9676717(C;T) 19 39678078 1
6223 rs9739493(C;T) higher risk for hypertension 12 108644189 WSCD2 1



6224 rs9791170(C;C) 5 131569627 1
6225 rs9819506(C;T) 3 172170104 2
6226 rs991804(G;G) 17 32587725 8
6227 rs9994266(A;G) 4 9954450 SLC2A9 1
6228 rs1061646(C;T) 1.08x increased risk for breast cancer 16 89805977 FANCA 2
6229 rs1127091(C;T) 1 153779412 GATAD2B

6230 rs1129187(A;C) 6 42932200 PEX6
6231 rs1135791(C;T) 2 231042276 SP110 3
6232 rs1258763(A;G) 15 33050423 2
6233 rs1330(A;G) 11 17316029 NUCB2 2
6234 rs1461567(C;T) 12 44164689 IRAK4 2
6235 rs1477798(A;G) 15 66452246 MEGF11 1
6236 rs1523127(G;T) 3 119501039 NR1I2 2
6237 rs156641(A;G) 19 48631408 LIG1 2
6238 rs1699103(A;G) normal 11 121451926 SORL1
6239 rs17611(A;G) 9 123769200 C5 19
6240 rs1799946(A;G) 8 6735431 DEFB1 12
6241 rs2018643(A;G) 4 9947121 SLC2A9 1
6242 rs2070947(C;T) 21 46340843 ITGB2 1
6243 rs2090409(G;T) age at menarche ~1 month later on average 9 108967088 4
6244 rs2271933(C;T) 1 32092525 HCRTR1 3
6245 rs2288033(A;G) 16 79245961 WWOX
6246 rs2305764(C;T) 19 17313833 MYO9B 13
6247 rs235756(C;T) higher transferrin levels if rs1800562(A;A) 20 6767111 BMP2 6
6248 rs243286(A;G) 14 33710787 NPAS3 1
6249 rs2523395(C;T) 6 29702510 HLAFAS1 1
6250 rs25681(C;T) 9 123780005 C5 3
6251 rs296547(A;G) 1 200892137 C1orf81 1



6252 rs342070(A;G) 2 20685471 1
6253 rs3741205(G;T) 11 2169884 IGF2 1
6254 rs3760511(A;C) 1.16x increased risk for prostate cancer 17 36106313 HNF1B 4 1.2
6255 rs3772130(C;T) 3 121344140 FBXO40 1
6256 rs3817963(A;G) 6 32368087 BTNL2 7
6257 rs4646536(C;T) 12 58157988 CYP27B1 12
6258 rs496300(A;G) 21 44779680 LOC100505974 1

6259 rs570613(A;G) 10 8106502 GATA3 3
6260 rs5746136(A;G) 6 160103084 SOD2 11
6261 rs634308(A;G) 5 134563157 LOC100996485 1
6262 rs652785(G;T) 1 57340727 C8A
6263 rs688872(C;T) 13 98966317 FARP1 1
6264 rs703842(C;T) 12 58162739 METTL1 13
6265 rs732314(A;G) 1 169599254 SELP 1
6266 rs737383(A;G) 11 92664875 MIR1942 1
6267 rs833069(A;G) 6 43742579 VEGFA 6
6268 rs864745(A;G) 7 28180556 JAZF1 43
6269 rs882300(A;G) 2 136976255 3
6270 rs922106(G;T) 1 90025519 LRRC8B 1
6271 rs932206(A;G) 2 136825272 1
6272 rs975334(C;T) 3 2846316 CNTN4 1
6273 rs588765(C;C) 15 78865425 CHRNA5 11
6274 rs2478333(A;C) 13 48162558 1
6275 rs402710(C;C) 5 1320722 CLPTM1L 23
6276 rs4473653(A;G) 4 9971058 SLC2A9 1
6277 rs4683336(T;T) 3 42859953 CCBP2 1
6278 rs1547374(A;G) 21 43778895 2
6279 rs2681411(A;A) 3 121785631 CD86 1



6280 rs4537545(C;T) 1 154418879 IL6R 4
6281 rs4621431(A;G) 4 9947590 SLC2A9 1
6282 rs1030877(A;A) 2 105910513 TGFBRAP1 1
6283 rs1040835(G;G) 14 93276654 GOLGA5
6284 rs10520045(G;G) 15 36313965 1
6285 rs10770704(C;T) 12 20855761 SLCO1C1 1
6286 rs10795668(G;G) 10 8701219 26
6287 rs10809650(A;G) 9 1202371 1

6288 rs11031093(A;G) 11 30467500 MPPED2 1
6289 rs1109501(A;G) 4 71329490 MUC7 1
6290 rs11637635(G;G) 15 78877150 CHRNA5 3
6291 rs11684454(A;G) 2 118763068 CCDC93 1
6292 rs12218935(C;T) 10 119749103 1
6293 rs12431702(A;C) 14 30088138 PRKD1 1
6294 rs12491921(C;T) 3 106288950 1
6295 rs12950390(C;T) 17 45830948 1
6296 rs13126816(A;G) 4 186994178 TLR3 2
6297 rs1417437(G;G) 1 70154441 1
6298 rs1423901(A;A) 16 60448452 1
6299 rs1585440(C;C) 13 66481815 1
6300 rs174550(C;T) 11 61571478 FADS1 6
6301 rs174575(C;G) 11 61602003 FADS2 10
6302 rs17470137(G;G) 5 122531347 1
6303 rs1828591(A;G) 4 145480780 5
6304 rs2028898(C;C) 2 85777270 GGCX 1
6305 rs2212361(C;T) 11 94312323 PIWIL4 2
6306 rs2254137(A;C) 2 208444028 CREB1 2
6307 rs2279357(C;T) 15 74630623 CYP11A1 3



6308 rs2280673(C;C) 3 133558154 RAB6B 2
6309 rs2352904(A;C) 14 49372801 2
6310 rs2518136(C;T) 3 186337827 AHSG 2
6311 rs2764085(C;T) 6 7278329 LOC100288790
6312 rs299290(C;T) 5 162902516 HMMR 1
6313 rs308447(C;T) 4 123738546 RPL34P12 2
6314 rs3218036(A;G) 19 30305684 CCNE1 3
6315 rs3750800(A;C) 10 61868716 ANK3 1
6316 rs3811951(A;G) 5 95762477 PCSK1 3
6317 rs4363087(T;T) 7 73118196 STX1A 3
6318 rs437943(A;A) 4 35372098 3
6319 rs439401(C;T) 19 45414451 APOE 22
6320 rs4409764(G;T) 10 101284237 2
6321 rs446112(A;G) 20 45076909 1
6322 rs4504543(C;T) 7 36682895 AOAH 1
6323 rs4670779(C;T) 2 38044344 LOC344382 2
6324 rs4909945(C;T) 11 10673739 MRVI1 1
6325 rs544978(A;C) 11 62685230 CHRM1 1
6326 rs628031(A;G) 6 160560845 SLC22A1 2
6327 rs6428370(A;A) 1 196844593 LOC100289145 1
6328 rs6667764(C;G) 1 215281223 KCNK2 1
6329 rs6923737(C;T) 6 38483564 BTBD9 1
6330 rs7187742(C;C) 16 60450246 1
6331 rs736408(G;G) 3 52835354 ITIH3 1
6332 rs737865(T;T) 22 19930121 COMT 45
6333 rs7577642(C;T) 2 85699750 1
6334 rs758187(C;T) 17 12569071 MYOCD 2
6335 rs767455(C;T) 12 6450945 TNFRSF1A 6
6336 rs7720260(C;T) 5 148576253 ABLIM3 1



6337 rs773506(T;T) 9 93975471 AUH 1
6338 rs8069834(A;G) 17 10297658 MYH8
6339 rs878949(T;T) 1 22227091 HSPG2 1
6340 rs879882(C;C) 6 31139452 POU5F1 4
6341 rs898611(T;T) 12 57163316 HSD17B6 4
6342 rs941764(A;A) 14 91841069 CCDC88C 1
6343 rs977581(G;G) 18 9119035 NDUFV2 2
6344 rs999556(A;A) 5 150473674 1
6345 rs1329424(A;C) 1 196646176 CFH 3
6346 rs1631933(C;T) 14 37278964 SLC25A21 1
6347 rs1876487(G;T) 2 73114352 SPR 3
6348 rs2070664(A;G) 15 35085201 ACTC1 2
6349 rs2298771(A;G) 2 166892788 SCN1A 2
6350 rs3131018(G;T) 6 31143582 PSORS1C3 1
6351 rs3132296(A;G) 9 137302631 RXRA 1
6352 rs3794271(C;T) 12 20860093 SLCO1C1 1
6353 rs463379(C;G) 5 1431164 SLC6A3 4
6354 rs4987219(C;G) 20 4864946 SLC23A2 1
6355 rs499368(A;T) 12 320920 SLC6A12 2
6356 rs561712(A;G) 12 117752069 NOS1 5
6357 rs6235(C;G) 5 95728898 PCSK1 21
6358 rs669(A;G) possibly increased risk for Alzheimers 12 9232268 A2M 5 2
6359 rs744487(G;T) 1 234726012 1
6360 rs981782(G;T) 5 45285718 HCN1 1
6361 rs985162(A;G) 2 130167351 2
6362 rs4519796(A;G) 4 9955936 SLC2A9 1
6363 rs4901869(A;A) 14 59334128 2
6364 rs10845271(C;C) 12 11143801 PRH1



6365 rs11125375(A;G) 2 51952149 2
6366 rs1225934(A;C) 6 7877419 BMP6 1
6367 rs13103879(C;T) 4 9972879 SLC2A9 1
6368 rs1425486(C;T) 4 157683685 PDGFC 2
6369 rs1545552(G;G) 2 33360338 LTBP1 1
6370 rs4507975(A;A) 1 176684432 PAPPA2 1
6371 rs4810685(C;T) 20 46400713 SULF2 2
6372 rs887304(G;G) 12 3757548 EFCAB4B 1
6373 rs2305809(A;G) 19 42354629 DMRTC2 1
6374 rs3754446(G;T) 1 110253241 GSTM5 1
6375 rs706779(A;G) 10 6098824 IL2RA 3
6376 rs10156191(C;T) 7 150553605 ABP1 3
6377 rs10181042(C;T) 2 61224259 PUS10 1
6378 rs10440635(A;G) 5 40490790 1
6379 rs10444533(C;T) 12 107229705 RIC8B 1
6380 rs1056667(C;T) 6 26510564 BTN1A1 1
6381 rs1062708(C;T) 19 49513273 RUVBL2 1
6382 rs10745527(T;T) 12 90609017 1
6383 rs10770125(A;G) 11 2169014 INSIGF2 2
6384 rs10815149(T;T) 9 5063701 JAK2
6385 rs10884399(G;G) 10 108772935 SORCS1 2
6386 rs10885531(C;T) 10 115814392 1
6387 rs10901850(C;T) 10 126707881 CTBP2
6388 rs10968576(A;G) 9 28414339 LINGO2 5
6389 rs10974944(C;G) 9 5070831 JAK2 12
6390 rs11024074(T;T) 11 16917219 PLEKHA7 2
6391 rs11045392(C;T) 12 20840839 1
6392 rs11150589(C;T) 16 30482494 ITGAL 1
6393 rs11196205(C;G) 10 114807047 TCF7L2 31



6394 rs11203203(G;G) 21 43836186 UBASH3A 6
6395 rs11254(C;T) 21 40196388 ETS2 2
6396 rs11264736(C;T) 1 153939130 SLC39A1 1
6397 rs1127568(G;G) 2 25046090 ADCY3 1
6398 rs11503014(C;G) 4 46390865 GABRA2 5
6399 rs11634397(A;G) 15 80432222 ZFAND6 3
6400 rs11755527(C;G) 6 90958231 BACH2 8
6401 rs11864909(C;T) 16 20400839 PDILT 1
6402 rs12061304(A;A) 1 111237685 2

6403 rs1208(A;G) 8 18258316 NAT2 19
6404 rs12216125(C;T) 6 25997458 LOC100996311 2
6405 rs12368653(A;G) 12 58133256 AGAP2 4
6406 rs12419062(A;A) 11 35249670 CD44 1
6407 rs12487066(T;T) common 3 105912130 CBLB 4
6408 rs12555345(C;T) 9 27630562 CTAGE12P 1
6409 rs12639920(G;G) 4 42412687 ATP8A1 1
6410 rs12640626(A;G) 4 176626272 GPM6A 1
6411 rs12917712(C;C) 16 29882490 SEZ6L2 1
6412 rs12953717(C;T) 1.11x increased risk for colorectal cancer 18 46453929 SMAD7 16
6413 rs13003464(A;G) 2 61186829 PUS10 7
6414 rs13015447(A;A) 2 167377978 1
6415 rs13025591(A;A) 2 236795343 AGAP1 4
6416 rs13147758(A;G) 4 145460230 3
6417 rs13160562(A;G) 5 96111371 ERAP1 2
6418 rs13174179(G;G) 5 149150671 PPARGC1B 1
6419 rs13180(C;T) 15 78789488 IREB2 2
6420 rs13336428(A;G) 16 1532463 1
6421 rs1405655(C;T) 19 50882619 NR1H2 2



6422 rs1472189(C;T) 11 11983885 DKK3 1
6423 rs1535001(A;G) 6 34927280 ANKS1A 1
6424 rs1536482(A;G) 9 137440528 4
6425 rs1554606(G;T) 7 22768707 IL6 15
6426 rs1560104(C;T) 16 12708208 1
6427 rs1566652(G;T) 16 55731575 SLC6A2 1
6428 rs17122021(C;T) 11 118145686 2
6429 rs17246404(C;T) 7 124462661 POT1 1
6430 rs1764391(C;C) 1 35260769 GJA4 3
6431 rs17776120(C;C) 3 186732679 ST6GAL1 1

6432 rs17780102(A;G) 12 3708609 1
6433 rs187115(A;A) 11 35176159 CD44 1
6434 rs1877031(T;T) 17 37814080 STARD3 2
6435 rs1883414(C;C) 6 33086448 HLADPB2 1
6436 rs1887867(T;T) 9 7274696 1
6437 rs1926203(T;T) 10 90727334 ACTA2 1
6438 rs1953126(C;T) 1.3x increased risk for rheumatoid arthritis 9 123640500 PHF19 11
6439 rs2018836(G;G) 13 103493180 TMEM156 1
6440 rs2070959(A;G) 2 234602191 UGT1A10 7
6441 rs207954(G;G) 15 92657373 SLCO3A1 1
6442 rs2091766(C;T) 7 87174504 ABCB1 2
6443 rs2119783(G;G) 8 57942358
6444 rs2140855(T;T) 2 7387447 1
6445 rs216146(C;T) 5 149445921 CSF1R 1
6446 rs2189784(A;G) 19 15959200 3
6447 rs2239393(A;G) 22 19950428 COMT 3
6448 rs2246704(C;T) 22 32349063 YWHAH 1
6449 rs2278556(A;G) 3 10402103 ATP2B2 1



6450 rs2296590(G;G) 10 104262628 ACTR1A 1
6451 rs2349775(A;G) 7 8718080 NXPH1 2
6452 rs235753(C;C) 20 6769533 3
6453 rs2359536(C;T) 10 20899608 1
6454 rs2383378(A;C) 14 33282470 AKAP6 1
6455 rs2395655(A;G) 6 36645696 CDKN1A 3
6456 rs2431238(C;C) 5 112124369 APC 4
6457 rs245178(A;A) 5 127203192 RBFA 2
6458 rs2472304(A;A) 15 75044238 CYP1A2 5
6459 rs2479409(A;G) 1 55504650 PCSK9 2
6460 rs2738446(C;G) 19 11227326 LDLR 3

6461 rs281377(C;T) 19 49206603 FUT2 2
6462 rs2823962(A;A) 21 18046232 1
6463 rs284489(A;G) 8 105958020 1
6464 rs3024997(G;G) 6 43745107 VEGFA 6
6465 rs3025000(C;T) 6 43746169 VEGFA 9
6466 rs3125734(C;T) 10 63958112 RTKN2 1
6467 rs334543(A;C) 3 119832621 1
6468 rs339969(A;C) 15 60883281 RORA 1
6469 rs35683(A;C) 3 10328250 GHRL 4
6470 rs3780792(A;G) 9 136835343 VAV2 1
6471 rs3796619(C;C) 4 1095281 RNF212 8
6472 rs3801776(A;G) 7 27205282 HOXA9 1
6473 rs4074536(C;T) 1 116310967 CASQ2 1
6474 rs4075511(A;C) 2 18243534 1
6475 rs42041(C;G) 7 92246744 CDK6 6
6476 rs447372(A;G) 4 107853996 DKK2 1
6477 rs4522666(A;G) 20 61974480 CHRNA4 3



6478 rs4624519(C;T) 3 36862980 1
6479 rs4657482(A;G) 1 165831649 UCK2 2
6480 rs4684585(A;G) 3 883851 1
6481 rs4763879(A;G) 12 9910164 CD69 1
6482 rs4783961(A;G) 16 56994894 CETP 1
6483 rs4789223(A;G) 17 73641899 RECQL5 1
6484 rs4791171(G;G) 17 63541497 AXIN2 1
6485 rs4832928(C;T) 4 37645389 RELL1 1
6486 rs4899329(A;C) 14 70620642 SLC8A3 1
6487 rs4911494(T;T) 20 33971914 UQCC 2
6488 rs4932178(C;T) 15 91411656 FURIN 2
6489 rs4935969(C;C) 11 126296589 KIRREL3 1

6490 rs4944092(A;A) 11 75909619 WNT11 2
6491 rs4966035(G;G) 15 99429462 IGF1R 3
6492 rs4975616(A;G) 5 1315660 4
6493 rs4988300(G;T) 11 68088831 LRP5 5
6494 rs518673(G;G) 5 6629930 NSUN2 1
6495 rs545610(C;T) 11 30508108 MPPED2 1
6496 rs5568(A;C) 16 55730124 SLC6A2 4
6497 rs5574(C;T) 7 24329133 NPY 6
6498 rs6046396(A;G) 20 19852503 1
6499 rs6060373(A;A) 20 33914208 UQCC 6
6500 rs6064045(C;T) 20 52701293 1
6501 rs6089829(A;G) 20 61669036 IL12B 1
6502 rs6102185(A;G) 20 39478533 1
6503 rs6449171(C;T) 4 9965998 SLC2A9 1
6504 rs6584283(C;T) 10 101290301 3
6505 rs6602175(T;T) 10 17142526 CUBN 1



6506 rs6708166(G;G) 2 30526780 1
6507 rs6842303(G;G) 4 17854055 LCORL 1
6508 rs7020673(C;G) 9 4291747 GLIS3 1
6509 rs7042161(C;T) 9 113197263 SVEP1 1
6510 rs706771(G;G) 10 8696446 1
6511 rs7124676(A;G) 11 64313291 1
6512 rs713065(G;G) 11 86657520 FZD4 1
6513 rs7141276(A;A) 14 35135186 1
6514 rs719235(G;G) 8 63951681 GGH 1
6515 rs753955(C;C) 13 24293859 1
6516 rs7601713(C;C) 2 157552860 1
6517 rs761899(G;T) 14 69501052 1
6518 rs7649739(A;G) 3 65398898 MAGI1 1

6519 rs7651778(C;T) 3 156336555 1
6520 rs7654585(A;G) 4 25942751 1
6521 rs7672337(A;G) 4 155251610 DCHS2 1
6522 rs7720838(G;T) 5 40486896 3
6523 rs7904519(A;G) 10 114773927 TCF7L2 1
6524 rs7948471(A;G) 11 5471746 OR51B5 1
6525 rs8061903(A;G) 16 9382329 1
6526 rs857725(T;T) 1 158607935 SPTA1
6527 rs859427(C;T) 1 175348723 TNR 1
6528 rs881375(C;T) 9 123652898 1
6529 rs9217(A;A) 17 7363088 ZBTB4 1
6530 rs9268428(G;T) 6 32344973
6531 rs9268480(C;T) 6 32363844 BTNL2 4
6532 rs9288518(A;G) 2 217061720 XRCC5 5
6533 rs9296925(C;T) 6 14134083 CD83 2



6534 rs9370096(A;G) 6 51914956 PKHD1
6535 rs941298(C;C) 7 73125263 STX1A 3
6536 rs950776(T;T) 15 78926018 CHRNB4 7
6537 rs951095(C;T) 13 105478644 1
6538 rs957788(A;A) 13 108257220 FAM155A 1
6539 rs959903(A;G) 4 25810096 SEL1L3 1
6540 rs9706(A;G) 2 206662343 NRP2 1
6541 rs975121(A;G) 3 191897218 FGF12 1
6542 rs9806762(A;G) 15 88661739 NTRK3 1
6543 rs9905820(G;T) 17 12637371 MYOCD 1
6544 rs9987109(C;T) 8 18250922 NAT2 1
6545 rs1031381(C;T) 11 134088682 NCAPD3 1
6546 rs10498015(G;T) 2 214717579 SPAG16
6547 rs1055356(A;G) 15 35148102 AQR 1
6548 rs1076160(A;G) 9 135776034 TSC1 3
6549 rs1299548(C;T) 7 7302293 1
6550 rs1333955(A;G) 6 163213454 PACRG 3
6551 rs1457266(C;T) 8 24769852 NEFM 2
6552 rs1501908(C;G) 5 156398169 3
6553 rs1504771(A;T) 8 4100151 CSMD1 1
6554 rs1549102(G;T) 12 99282746 ANKS1B 1
6555 rs16942(A;G) 17 41244000 BRCA1 4 2
6556 rs1912453(C;T) 1 162821291 1
6557 rs1941184(G;T) 18 29038123 DSG3 1
6558 rs2023472(C;T) 6 30075864 TRIM31 1
6559 rs2024115(C;T) 4 3104568 HTT 1
6560 rs2121433(A;G) 2 149557860 1
6561 rs2151280(C;T) 9 22034719 CDKN2BAS 3
6562 rs2290279(C;T) 18 10526187 NAPG 2



6563 rs279858(A;G) None 4 46314593 GABRA2 16 2.1
6564 rs282129(C;T) 6 89967498 GABRR2 2
6565 rs2959802(C;T) 8 6471995 MCPH1 1
6566 rs3115573(C;T) 6 32218843 1
6567 rs3177751(C;T) 19 51850290 ETFB
6568 rs3752752(A;G) 10 73455201 CDH23 1
6569 rs3755351(A;C) 1.3x risk for hypertension 2 70974890 ADD2 1
6570 rs3756712(G;T) 5 309096 PDCD6 2
6571 rs4085613(A;C) 1 152550018 LCE3D 9
6572 rs4112788(C;T) 1 152551276 LCE3D 11
6573 rs422951(A;G) 6 32188383 NOTCH4 3
6574 rs5854(C;T) 11 102660874 WTAPP1 4
6575 rs596359(A;G) 6 153457053 1
6576 rs6557634(A;G) 8 23060256 TNFRSF10A 1
6577 rs708486(C;T) 14 52740971 PTGDR 1
6578 rs730129(C;T) 11 44603328 CD82 1
6579 rs736707(C;T) 7 103130403 RELN 3
6580 rs749457(C;T) 2 96795944 ASTL 1
6581 rs755451(G;T) 15 67034951 SMAD6 2
6582 rs8176318(G;T) 17 41197274 BRCA1 3
6583 rs8708(A;G) 20 10618574 JAG1 2
6584 rs889904(A;G) 2 118860471 INSIG2 1
6585 rs910696(C;T) 1 30567596 2
6586 rs12435905(A;G) 14 92849447 SLC24A4 1
6587 rs13275170(C;T) 8 6780244 DEFA6 1
6588 rs2240339(G;G) 1 17674108 PADI4 1
6589 rs4752485(C;T) 10 122720974 1
6590 rs7749390(A;G) 6 137540370 IFNGR1 4



6591 rs12029080(G;T) 1 95053353 1
6592 rs2619539(C;G) 6 15620855 DTNBP1 12
6593 rs3736544(A;G) 4 56309992 CLOCK 4
6594 rs5028843(G;G) 4 9940806 SLC2A9 1
6595 rs5911(A;C) 17 42453065 ITGA2B 1
6596 rs6457110(A;T) 6 29933881 HCG2P6 3
6597 rs7000448(C;C) 8 128441170 4
6598 rs9296669(A;G) 6 51890823 PKHD1
6599 rs9324679(C;G) 5 150517025 ANXA6 1
6600 rs9512730(C;G) 13 28077144 3
6601 rs2062377(A;T) 8 120007420 4
6602 rs6234(C;G) 5 95728974 PCSK1 8
6603 rs1455782(C;T) 15 93050966 2
6604 rs1042542(C;C) 17 76221428 BIRC5 1
6605 rs1060896(A;C) 15 45554267 SLC28A2 1
6606 rs10812610(A;C) 9 27533984 1
6607 rs10815798(A;G) 9 8235633 2
6608 rs10932886(A;G) 2 221720088 1
6609 rs10975519(C;C) 9 6253571 IL33 3
6610 rs11225395(A;G) 11 102596480 MMP8 7
6611 rs1173773(A;A) 5 32750983 NPR3 1
6612 rs1202524(A;A) 1 230951172 2
6613 rs12145418(G;T) 1 216716320 ESRRG 1
6614 rs12987465(G;G) 2 49715021 1
6615 rs1355368(G;G) 4 62779822 LPHN3
6616 rs17181170(A;G) 3 87173324 1
6617 rs1802295(C;C) 10 70931474 VPS26A 3
6618 rs2131431(T;T) 17 1294895 YWHAE 1
6619 rs2211651(G;G) 1 66156021 3



6620 rs2290854(C;C) 1 204516025 MDM4 2
6621 rs2387084(G;T) 16 74088091 1
6622 rs3213545(C;C) 12 121471337 OASL 3
6623 rs3736757(A;G) 1 184677464 EDEM3 1
6624 rs375947(A;G) 19 18180451 IL12RB1 8
6625 rs4624820(A;G) 5 141681788 5
6626 rs4803455(A;C) 19 41851509 TGFB1 7
6627 rs4877365(A;G) 9 90155692 DAPK1 3
6628 rs5748469(C;C) 22 19907099 TXNRD2 2
6629 rs6088813(A;A) 20 33975181 UQCC 3
6630 rs660541(A;G) 11 100934367 PGR 2
6631 rs7250872(C;C) 19 1811603 ATP8B3 1 2
6632 rs7324557(A;G) 13 24296862 1
6633 rs7532266(C;C) 1 23551623 1

6634 rs7629490(C;C) 3 87241497 1
6635 rs9462856(C;T) 6 42926024 RPL24P4 1
6636 rs9792548(A;G) 9 89573083 MIR1532 1
6637 rs1061305(A;G) 2 152346979 NEB
6638 rs1105879(G;T) 2 234602202 UGT1A6 9
6639 rs1527479(A;G) 7 80272568 CD36 4
6640 rs1532268(A;G) 5 7878179 MTRR 7 2
6641 rs2013441(C;T) 17 20023099 SPECC1 1
6642 rs2516839(A;G) 1 161013121 USF1 6
6643 rs3738814(C;T) 1 17331676 ATP13A2 1
6644 rs3753380(A;G) 1 78956432 PTGFR 3
6645 rs487591(A;G) 1 225756751 ENAH 1
6646 rs4985155(C;T) 16 15129459 PDXDC1 1
6647 rs460703(A;G) 20 45081842 1



6648 rs28936(A;G) 17 31340390 ACCN1
6649 rs1570854(C;T) 10 3418124 1
6650 rs251925(C;T) 5 174782119 1
6651 rs282544(C;T) 5 50026465 PARP8 1
6652 rs3741930(C;C) 12 5153147 KCNA5 1
6653 rs4633(C;T) higher risk for endometrial cancer 22 19950235 COMT 48
6654 rs1495965(A;G) 1.2x higher risk for spondylitis 1 67753508 IL23R 7
6655 rs2069762(G;T) 4 123377980 IL2 25
6656 rs790123(A;G) 3 122388993 1
6657 rs10017284(A;G) 4 121513215 1
6658 rs10069690(C;C) 5 1279790 TERT 11
6659 rs10074258(C;T) 5 106982560 EFNA5 1
6660 rs10174098(A;G) 2 187492742 ITGAV 2
6661 rs10185316(C;G) 2 118844478 INSIG2 2
6662 rs1024889(A;A) 3 70463330 1

6663 rs10273775(A;G) 7 146897403 CNTNAP2 1
6664 rs1036145(G;G) 7 150674430 KCNH2 1
6665 rs1045644(C;G) 14 31355096 COCH
6666 rs10485179(A;A) 6 126331545 TRMT11 2
6667 rs10486275(C;T) 7 9003576 1
6668 rs10495537(C;C) 2 6694519 1
6669 rs10761581(G;T) 10 51568378 NCOA4 3
6670 rs10786284(A;T) 10 98135505 TLL2 1
6671 rs10786828(A;G) 10 106609900 SORCS3 2
6672 rs10801575(C;C) 1 196852781 LOC100289145 1
6673 rs10819699(A;G) 9 102633154 1
6674 rs10896438(T;T) 11 68906570 3
6675 rs10926240(C;T) 1 240559938 FMN2 1



6676 rs10930201(A;C) 2 166915335 SCN1A 2
6677 rs10946808(A;A) 6 26233387 HIST1H1D 8
6678 rs11042023(C;T) 11 8662516 TRIM66 1
6679 rs11052552(G;T) 1.5x risk 12 9855958 3
6680 rs11085824(A;G) 19 13001547 GCDH 1
6681 rs11206244(C;T) 1 54375701 DIO1 4
6682 rs11225703(C;T) 11 103185959 DYNC2H1
6683 rs11230563(C;T) 11 60776209 CD6 2
6684 rs1159918(G;G) 4 100243009 ADH1B 9
6685 rs1160985(C;T) 19 45403412 TOMM40 6
6686 rs11685758(C;T) 2 187533368 ITGAV 1
6687 rs1172822(C;T) 19 55819845 BRSK1 8
6688 rs11755393(A;G) 6 34824636 UHRF1BP1 1
6689 rs1175540(A;C) 3 12465243 PPARG 1
6690 rs11902236(C;C) 2 10117868 GRHL1 1
6691 rs11944965(C;T) 4 63424089 1

6692 rs12150079(A;G) 17 38025417 ZPBP2 2
6693 rs12242110(A;A) 10 35535695 CCNY 1
6694 rs12468557(C;C) 2 211495587 CPS1 1
6695 rs12476047(T;T) 2 164317876 1
6696 rs12478601(C;T) 2 43721508 THADA 4
6697 rs12666575(C;T) 7 2004421 MAD1L1 1
6698 rs12741973(C;T) 1 10638604 PEX14 1
6699 rs13418455(C;T) 2 181076749 1
6700 rs1360382(A;A) 9 23379719 1
6701 rs1364505(A;G) 7 132030011 PLXNA4 1
6702 rs1447537(G;G) 2 84246586 1
6703 rs1547251(C;T) 6 83406107 1



6704 rs157580(A;G) 19 45395266 TOMM40 15
6705 rs1648707(A;C) 3 186551711 4
6706 rs17349743(T;T) 6 151213211 MTHFD1L 1
6707 rs17429138(A;A) 3 189245593 1
6708 rs1750491(G;G) 1 85226299 1
6709 rs17723470(C;C) 11 45227567 PRDM11 1
6710 rs17750015(T;T) 18 54397622 WDR7 1
6711 rs1783596(C;T) 11 72946020 P2RY2 4
6712 rs180088(G;G) 17 67947596 1
6713 rs1821777(C;T) 12 66606228 IRAK3 2
6714 rs1837253(C;T) 5 110401872 5
6715 rs1862610(A;A) 5 52127880 ITGA1 1
6716 rs1867631(A;C) 1 67046126 SGIP1 1
6717 rs1882200(C;T) 12 66597701 IRAK3 1
6718 rs1930780(C;G) 9 123686219 TRAF1
6719 rs1946468(C;C) 5 7617232 ADCY2 1
6720 rs2011839(C;T) 2 119742584 MARCO 1

6721 rs2015698(G;T) 5 109145646 MAN2A1 1
6722 rs2053044(A;G) 5 148205372 ADRB2 2
6723 rs2053506(A;G) 3 19375791 KCNH8 1
6724 rs2068888(A;G) 10 94839642 1
6725 rs2070565(C;T) 21 45681153 DNMT3L 1
6726 rs2236647(C;T) 11 63964605 STIP1 1
6727 rs2236648(C;T) 11 63964657 STIP1 1
6728 rs2338(A;G) 6 1573613 1
6729 rs238238(A;G) 17 4856376 ENO3
6730 rs2387100(A;G) 13 28426759 1
6731 rs2400997(C;T) 14 101727107 1



6732 rs2445284(C;T) 11 5029703 1
6733 rs2502731(C;T) 9 130976557 DNM1 1
6734 rs256792(C;T) 5 33531645 ADAMTS12 1
6735 rs2681019(A;C) 2 23187504 1
6736 rs2716601(T;T) 16 74076252 1
6737 rs2733832(C;T) 9 12704725 TYRP1
6738 rs2781666(G;G) 6 131893559 ARG1 1
6739 rs2823286(A;G) 21 16817938 1
6740 rs2836823(C;T) 21 40380249 TMPRSS11E 4
6741 rs2880058(A;G) 1 162014632 3
6742 rs2901331(G;G) 2 125327950 CNTNAP5 1
6743 rs2914295(T;T) 5 7652834 ADCY2 1
6744 rs291700(C;T) 20 31981849 CDK5RAP1 1
6745 rs292001(A;G) 1 22964958 C1QA 4
6746 rs2960306(G;T) 4 2990499 GRK4 3
6747 rs3748816(T;T) 1 2526746 MMEL1 4
6748 rs3758562(A;G) 10 72362080 PRF1 2
6749 rs3774729(G;G) 3 63982082 ATXN7 1

6750 rs3776331(G;G) 5 142441794 ARHGAP26 1
6751 rs3781719(T;T) normal 11 14994524 CALCA 2
6752 rs3791878(C;C) 2 171672191 GAD1 4
6753 rs3806156(G;T) 6 32373698 BTNL2 7
6754 rs3890745(A;A) 1.12x risk of Rheumatoid arthritis 1 2553624 MMEL1 12
6755 rs3936503(G;G) 10 35549257 CCNY 3
6756 rs39453(T;T) 7 25133849 1
6757 rs3947413(C;T) 18 34127234 FHOD3 1
6758 rs4073968(G;G) 4 38491835
6759 rs4077468(A;G) 1 205914757 2



6760 rs408505(C;T) 6 7866427 BMP6 2
6761 rs409045(C;T) 5 34628627 1
6762 rs4148330(A;A) 16 16041768 ABCC1 1
6763 rs4298437(C;T) 7 103625877 RELN 1
6764 rs4318070(C;C) 13 98960762 FARP1 1
6765 rs433598(C;C) 16 20680206 ACSM1 1
6766 rs4380275(C;T) 2 773278 1
6767 rs4420065(C;C) 1 66161461 1
6768 rs454305(A;G) 2 70736219 TGFA 1
6769 rs4601292(A;G) 8 66851731 1
6770 rs4625687(A;A) 15 37364254 MEIS2 1
6771 rs4646312(C;T) 22 19948337 COMT 6
6772 rs4648356(C;C) 1 2709164 1
6773 rs4680(A;G) multiple associations, see details 22 19951271 COMT 251 2.5
6774 rs4688761(C;T) 3 130124989 COL29A1 2
6775 rs4738393(A;G) 8 56599777 1
6776 rs4751178(A;G) 10 131992245 1
6777 rs4770877(A;G) 13 26335570 ATP8A2 1
6778 rs4781699(G;G) 16 16049633 ABCC1 2
6779 rs4790333(C;T) 17 2262703 SGSM2 1
6780 rs4794820(A;G) 17 38089344 3
6781 rs4838605(C;C) 10 49699957 ARHGAP22 1
6782 rs4848632(A;G) 2 121562595 GLI2 1
6783 rs4864201(C;C) 4 130731284 1
6784 rs4920608(C;T) 1 17319287 ATP13A2 1
6785 rs494459(G;G) 11 118574675 1
6786 rs4955755(A;G) 3 170494409 1
6787 rs525014(C;C) 13 33599198 KL 1
6788 rs5415(C;T) 17 7184481 SLC2A4 1



6789 rs561655(A;G) 11 85800279 2
6790 rs6017787(T;T) 20 44974696 1
6791 rs6030171(T;T) 20 40994094 PTPRT 1
6792 rs6445606(C;T) 3 53856050 CHDH 1
6793 rs6449174(C;T) 4 9966422 SLC2A9 1
6794 rs6449178(C;T) 4 9968684 SLC2A9 1
6795 rs652889(G;G) 3 61794054 PTPRG 1
6796 rs6560397(C;T) 9 71471912 PIP5K1B 1
6797 rs6578985(A;G) 11 2138139 1
6798 rs6684865(G;G) normal 1 2546229 MMEL1 5
6799 rs6795735(C;T) 3 64705365 ADAMTS9AS2 3
6800 rs6799767(G;T) 3 176030096 1
6801 rs6844176(C;T) 4 39366590 RFC1 1
6802 rs7014346(G;G) 8 128424792 10
6803 rs7021206(A;G) 9 123684157 TRAF1 1
6804 rs705471(A;G) 10 3667726 1
6805 rs7134594(C;T) 12 110000193 MMAB 1
6806 rs7176508(A;G) 15 70018990 6
6807 rs718265(A;G) 1 55319902 DHCR24 2
6808 rs7191820(A;G) 16 79363814 1

6809 rs725613(A;A) 1.2x increased type1 diabetes risk; 1.2x
increased multiple sclerosis risk 16 11169683 CLEC16A 5

6810 rs7517847(G;T) possibly reduced risk for Crohn's disease 1 67681669 IL23R 22
6811 rs7543757(C;T) 1 105227914 1
6812 rs7584099(A;G) 2 148478336 1
6813 rs761745(C;T) 22 50923217 ADM2 1
6814 rs764255(C;T) 16 73713683 1
6815 rs7657071(A;C) 4 23896474 1
6816 rs7658170(C;T) 4 9966593 SLC2A9 1



6817 rs7696175(C;T) 4 38820986 5
6818 rs7709212(C;T) 5 158764177 FBXO44 5
6819 rs7865146(T;T) 9 130619637 1
6820 rs7931342(G;T) 11 68994497 5
6821 rs8005354(C;T) 14 23050763 DAD1 1
6822 rs803422(C;C) 6 151215594 MTHFD1L 1
6823 rs835784(A;G) 11 44863818 TSPAN18 2

6824 rs851715(A;A) risk of speech development delay and/or
impairment 7 147526906 CNTNAP2

6825 rs9267911(C;T) 6 32205110 1
6826 rs9284954(A;C) 4 176648332 GPM6A 1
6827 rs928508(A;G) 1 41223414 NFYC 2
6828 rs9299075(A;G) 9 8798347 PTPRD 1
6829 rs9349379(A;G) 6 12903957 PHACTR1 7
6830 rs9394438(A;G) 6 37532103 1
6831 rs9436640(G;T) 1 61873677 NFIA 1
6832 rs954820(A;G) 10 133957761 JAKMIP3 1
6833 rs9564966(A;G) 13 73896221 2
6834 rs9584805(A;A) 13 98994030 FARP1 1
6835 rs963468(A;G) 3 113862887 DRD3 3
6836 rs9649213(A;A) 7 98021211 BAIAP2L1 1
6837 rs10106(A;G) 9 130576075 FPGS 4
6838 rs1043160(C;T) 2 220037756 CNPPD1 1
6839 rs1056899(A;G) 9 135139901 SETX
6840 rs11077(A;C) 6 43490947 POLR1C 8
6841 rs12694(A;G) 12 92539590 BTG1 1
6842 rs1316453(A;G) 17 77410859 RBFOX3 1
6843 rs1321172(C;G) 1.08x risk 1 66730713 PDE4B 3
6844 rs1381102(C;T) 16 63955447 2



6845 rs140522(A;G) 22 50971266 ODF3B 2
6846 rs1422438(A;C) 5 107111176 1
6847 rs1457043(A;G) 8 59410439 CYP7A1 3
6848 rs176765(G;T) 6 90627452
6849 rs1801262(A;G) 2 182543455 NEUROD1 1
6850 rs1880756(A;G) 17 43826666 CRHR1 1
6851 rs1957636(A;G) 14 54560018 4
6852 rs2053053(C;T) 5 149609393 CAMK2A 1
6853 rs2071277(A;G) 6 32171683 NOTCH4 1
6854 rs2076523(A;G) 6 32370835 BTNL2 3
6855 rs2236857(A;G) 1 29161609 OPRD1 2
6856 rs2239633(C;T) 14 23589057 CEBPE 5
6857 rs226379(A;G) 12 9268585 A2M 1
6858 rs2285647(C;T) 7 87466971 SLC25A40 1
6859 rs237484(C;T) 20 47975015 1
6860 rs2538976(A;G) None 7 147585819 CNTNAP2 1
6861 rs2603014(A;G) 5 134643116 LOC100996485 1
6862 rs267567(C;T) 3 37574024 ITGA9 1
6863 rs2712381(G;T) 3 128338600 RPN1 1
6864 rs294183(A;G) 1 22972098 C1QC 2

6865 rs3095870(A;G) 1.7x increased risk for SLE (lupus) 5 172663454 NKX25 2
6866 rs3112612(C;T) 16 52635164 LOC643714 2
6867 rs3213183(C;T) 20 32262962 E2F1 2
6868 rs3742023(A;G) 12 109693982 ACACB 1
6869 rs3764021(A;G) 12 9833628 CLEC2D 3
6870 rs3767155(A;G) 1 21885195 ALPL 1
6871 rs3769827(C;T) 2 202102685 CASP8 2
6872 rs3781264(C;T) 10 96070375 PLCE1 2



6873 rs3781907(C;T) 11 73716469 UCP3 2
6874 rs378299(A;G) 21 45661343 ICOSLG 1
6875 rs3787283(C;T) 20 10284418 SNAP25 3
6876 rs3828599(C;T) 5 150401796 GPX3 3
6877 rs3846662(C;T) 5 74651084 HMGCR 10
6878 rs396045(C;T) 5 25841613 1
6879 rs401549(A;G) 15 91356504 BLM 2
6880 rs492602(C;T) 1 Normal B12 levels 19 49206417 FUT2 9 1.5
6881 rs516246(A;G) 19 49206172 FUT2 3
6882 rs560426(A;G) 1 94553438 ABCA4 7
6883 rs564398(A;G) 9 22029547 CDKN2BAS 9
6884 rs573687(C;T) 9 22011642 CDKN2BAS1 1
6885 rs5743810(C;T) 4 38830350 TLR6 9
6886 rs668853(A;G) 9 85311147 3
6887 rs669446(C;T) 1 44129779 KDM4A 1
6888 rs712270(A;T) 17 18057167 MYO15A
6889 rs799917(C;T) 17 41244936 BRCA1 14
6890 rs877783(C;T) 10 73315940 CDH23 2
6891 rs929156(C;T) 6 30139699 TRIM15 2
6892 rs10128556(C;C) 11 5263683 HBBP1 1
6893 rs10499859(A;G) 7 80258810 CD36 3

6894 rs10918706(C;T) 1 167466121 CD247 1
6895 rs10995251(C;T) 10 64398466 ZNF365 1
6896 rs1169310(A;G) 12 121439433 HNF1A 5
6897 rs11940196(A;G) 4 73003569 NPFFR2 2
6898 rs12498150(C;T) 4 9950537 SLC2A9 1
6899 rs12541902(A;C) 8 60623348 1
6900 rs17271305(A;G) 15 62332980 VPS13C 3



6901 rs17645523(C;T) 15 50882645 TRPM7 1
6902 rs17824620(A;C) 12 113100994 1
6903 rs2235356(A;G) 22 50710349 MAPK11 1
6904 rs2268797(C;T) 2 31783752 SRD5A2 2
6905 rs2269577(C;G) 22 29196757 XBP1 3
6906 rs2295080(T;T) 1 11322628 MTOR 4
6907 rs2395(G;G) 19 45806609 MARK4 1
6908 rs3774426(C;T) normal 3 53559002 CACNA1D 1
6909 rs3917687(T;T) 1 169591093 SELP 1
6910 rs4448731(C;T) 12 72329106 6
6911 rs4580649(A;G) 4 9948461 SLC2A9 1
6912 rs472913(C;G) 1 61095558 1
6913 rs4981283(A;G) 14 35810084 1
6914 rs591758(C;G) 11 73698060 2
6915 rs6028(T;T) 1 169551682 F5 3
6916 rs6839490(C;G) 4 9965000 SLC2A9 1
6917 rs6962291(A;T) 7 139671117 TBXAS1 2
6918 rs6971109(C;T) 7 21222790 1
6919 rs7209436(C;T) 17 43870142 CRHR1 6
6920 rs7376948(A;G) 4 9954708 SLC2A9 1
6921 rs7378305(C;T) 4 9954893 SLC2A9 1
6922 rs7895340(A;G) 10 114801525 TCF7L2 4

6923 rs881858(A;G) 6 43806609 1
6924 rs9730073(C;T) 1 240556035 FMN2 2
6925 rs9993410(C;T) 4 9951264 SLC2A9 1
6926 rs1079128(A;G) 4 9951221 SLC2A9 1
6927 rs1143643(A;G) 2 113588302 IL1B 6
6928 rs1992662(C;T) ? 5 40393852 PTGER4



6929 rs2281999(A;G) 9 35381504 UNC13B
6930 rs272000(C;G) 2 116655795 1
6931 rs2917666(C;G) 16 69763960 1
6932 rs3759277(C;T) 12 9221199 A2M 1
6933 rs821633(A;G) 1 232148933 DISC1 4
6934 rs2421992(C;T) 1 172241251 DNM3 1
6935 rs2498804(G;T) 14 105233095 6
6936 rs10040979(A;G) 5 158424391 EBF1 1
6937 rs10183640(A;G) 2 158780204 LOC100505936 1
6938 rs1045253(C;C) 1 155201235 MTX1P1 1
6939 rs10761129(T;T) 9 94486321 ROR2
6940 rs10808265(A;G) 7 132189689 PLXNA4 1
6941 rs10896449(A;G) 11 68994667 21
6942 rs11127(C;T) 2 85924729 GNLY 1
6943 rs11625206(C;T) 14 71194153 MAP3K9 1
6944 rs11812285(A;C) 10 96760812
6945 rs11867581(A;G) 17 28622228 1
6946 rs12054895(G;G) 5 27611431 1
6947 rs13307587(A;A) 7 13543729 1
6948 rs1532278(C;T) 8 27466315 CLU 2
6949 rs1799929(C;T) 8 18257994 NAT2 17
6950 rs2235121(C;T) 8 2040104 MYOM2 1
6951 rs2287076(C;T) 16 55532458 MMP2 1

6952 rs2494731(C;G) 14 105237680 AKT1 1
6953 rs2785980(T;T) 1 219700519 2
6954 rs2867461(A;G) 4 79513215 ANXA3 1
6955 rs3024585(A;G) 16 27359844 IL4R 2
6956 rs31489(A;C) 5 1342714 CLPTM1L 7



6957 rs340029(C;T) 15 60894965 RORA 1
6958 rs3733197(G;G) 4 102839287 BANK1 16
6959 rs3842727(A;A) 11 2184848 TH 3
6960 rs4141130(T;T) 12 2097716 DCP1B 1
6961 rs4708431(A;G) 6 168484085 1
6962 rs4767631(G;G) 12 118311743 KSR2 2
6963 rs4833652(A;A) 4 121474572 1
6964 rs6867040(C;T) 5 52084843 ITGA1 1
6965 rs6983777(A;G) 8 104118566 1
6966 rs702689(A;A) 5 56177443 MAP3K1 1
6967 rs7042864(C;T) 9 110872307 1
6968 rs7144(C;T) 1 207967719 CD46 3
6969 rs7427021(A;G) 3 163761964 1
6970 rs815198(C;T) 15 46886109 1
6971 rs883429(C;T) 8 22886818 TNFRSF10B 1
6972 rs9275390(T;T) 6 32669156 1
6973 rs9364220(A;G) 6 168490568 1
6974 rs1412829(C;T) 9 22043926 CDKN2BAS 9
6975 rs1579333(A;G) 16 75152974
6976 rs1799966(A;G) 17 41223094 BRCA1 2 2
6977 rs3181348(C;T) 9 117694184 TNFSF8 1
6978 rs363598(A;G) 21 31013159 GRIK1 1
6979 rs40184(A;G) 5 1395077 SLC6A3 10
6980 rs4629(G;T) 20 44452697 TNNC2 1

6981 rs759178(G;T) None 7 147575112 CNTNAP2
6982 rs4732038(A;C) 7 134250322 AKR1B15 1
6983 rs10918270(A;G) 1 161915501 ATF6 1
6984 rs4652(A;C) 14 55605036 LGALS3 2



6985 rs578029(A;T) 11 100922404 PGR 2
6986 rs1003719(A;G) 21 38491095 TTC3 1
6987 rs11626056(C;C) 14 52233276 1
6988 rs11717152(A;A) 3 128201013 GATA2 1
6989 rs12495941(G;G) 3 186568180 ADIPOQ 8
6990 rs12963484(C;T) 18 34116301 FHOD3 1
6991 rs1448037(G;G) 5 44352344 FGF10 3
6992 rs1800779(A;G) 7 150689943 NOS3 21
6993 rs2380165(A;A) 15 91340995 BLM 1
6994 rs4246905(C;C) 9 117553249 TNFSF15 3
6995 rs4504469(C;T) 1.5x risk 6 24588884 KIAA0319 3
6996 rs4623364(C;G) 8 31475273 3
6997 rs6882076(C;T) 5 156390297 TIMD4 3
6998 rs7160685(C;C) 14 93223990 1
6999 rs7318731(A;C) 13 22709670 1
7000 rs8044334(G;T) 16 81248935 PKD1L2 2
7001 rs9898(C;T) 3 186390627 HRG 5
7002 rs1131532(C;T) normal 3 172224303 TNFSF10 3
7003 rs2519974(C;T) 16 22889186 HS3ST2 2
7004 rs2856718(A;G) 6 32670255 7
7005 rs10037814(C;T) 5 150505516 ANXA6 1
7006 rs10067755(A;G) 5 67307462 1
7007 rs10120688(A;G) 9 22056499 CDKN2BAS1 3
7008 rs1023252(G;G) 1 11899033 CLCN6 1
7009 rs10427255(C;T) 2 146125523 1 2.1
7010 rs1042778(G;T) 3 8794545 OXTR 14
7011 rs10488360(G;G) 7 4411209 2
7012 rs10491434(T;T) 5 35877914 IL7R 1
7013 rs10500204(A;A) 19 7182963 INSR 1



7014 rs10501367(C;C) 11 57005587 APLNR 3
7015 rs1058184(G;G) 1 111215472 KCNA3 1
7016 rs1059823(A;G) 2 219259844 SLC11A1 2
7017 rs10733648(C;T) 9 123700779
7018 rs10772939(C;T) 12 16609038 1
7019 rs10773771(C;T) 12 130856316 PIWIL1 2
7020 rs10782529(T;T) 1 85268243 1
7021 rs10804533(C;T) 3 117555219
7022 rs10834489(C;T) 11 24837801 LUZP2 1
7023 rs10879357(G;G) 12 72414563 TPH2 5
7024 rs10887741(C;T) 10 89443310 PAPSS2 1
7025 rs10906115(A;G) 10 12314997 2
7026 rs10906189(A;G) 10 12675061 CAMK1D 1
7027 rs10927875(C;C) 1 16299312 ZBTB17 2
7028 rs10934011(A;G) 3 109789570 1
7029 rs11046966(C;T) 12 23677692 1
7030 rs1155563(T;T) 4 72643488 GC 8
7031 rs11775334(G;G) 8 10071620 MSRA 1
7032 rs11856808(C;C) 15 77972770 8
7033 rs11856995(C;T) 15 96325643 1
7034 rs11897119(C;T) 2 66772000 MEIS1 3
7035 rs11978267(A;A) 7 50466304 IKZF1 5
7036 rs12200969(C;T) 6 89926966 GABRR1 2
7037 rs12315175(C;T) 12 107499272 2
7038 rs12435920(A;G) 14 92849466 SLC24A4 1
7039 rs12461110(A;G) 19 56320663 NLRP11 3
7040 rs12548021(A;G) 8 29344462 1
7041 rs12562192(A;T) 1 240559446 FMN2 2



7042 rs12610495(A;A) 19 4717672 DPP9 1
7043 rs12649641(A;C) 4 156125333 2
7044 rs12708716(A;A) 1.6x risk 16 11179873 CLEC16A 28
7045 rs12822507(A;G) 12 12773521 CREBL2 1
7046 rs12916(C;T) 5 74656539 HMGCR 7
7047 rs1319782(A;A) 1 111211533 KCNA3 1
7048 rs13259668(A;A) 8 24356818 ADAM7 1
7049 rs1346044(T;T) 8 31024654 WRN 6
7050 rs1413845(A;A) 6 118528018 SLC35F1 1
7051 rs1436900(C;T) 1 217058479 ESRRG 1
7052 rs1524058(C;T) 7 38136277 1
7053 rs1535480(T;T) 9 7925381 1
7054 rs158676(A;G) 20 31974395 CDK5RAP1 1
7055 rs16260(A;C) 1.51.7x increased risk of prostate cancer 16 68771034 CDH1 19
7056 rs165849(A;A) 22 19958669 ARVCF 6
7057 rs1800977(C;C) 9 107690450 ABCA1 4
7058 rs1890645(T;T) 1 195531423 1
7059 rs1927914(T;T) 9 120464725 TLR4 22
7060 rs1933488(A;G) 6 153441079 RGS17 1
7061 rs2057681(A;G) 7 94938257 PON1 1
7062 rs2070488(A;G) 3 38442490 XYLB 1
7063 rs2075726(A;G) 22 37310046 CSF2RB 1
7064 rs2078543(G;G) 6 21996860 LINC00340 1
7065 rs2235544(A;C) 1 54375570 DIO1 2
7066 rs2235852(G;T) 22 41661154 RANGAP1 1
7067 rs2252865(G;G) 1 8422676 RERE 2
7068 rs2268361(A;A) 2 49201612 FSHR 2
7069 rs2276302(A;A) 11 113850140 HTR3A 6
7070 rs2302777(A;G) 17 38179492 MED24 1



7071 rs2303759(T;T) 19 49869051 DKKL1 1
7072 rs237887(A;G) 3 8797042 OXTR 8
7073 rs2411759(C;T) 17 47071074
7074 rs2467853(G;T) 15 45698793 SPATA5L1 3
7075 rs2503875(G;G) 10 43814049 2
7076 rs2530223(C;T) 5 141014494 HDAC3 4
7077 rs2551640(A;G) 2 208407893 CREB1 2
7078 rs2551645(C;T) 2 208450788 CREB1 1
7079 rs2585590(A;G) 4 41144591 APBB2 1
7080 rs258671(C;T) 7 81731446 CACNA2D1 1
7081 rs2651244(A;G) 1 70995562 FAM207A 1
7082 rs2660(A;G) 12 113357442 OAS1 9
7083 rs2830487(A;G) 21 28146189 1
7084 rs2900180(C;T) 9 123706382 26
7085 rs3132468(A;A) 6 31475486 MICB 3
7086 rs3213427(C;T) 12 6928747 CD4 1
7087 rs347117(C;C) 15 59000957 ADAM10 1
7088 rs3779748(T;T) 8 72248174 EYA1
7089 rs3825932(C;C) 15 79235446 CTSH 7
7090 rs3851050(C;T) 10 81882370 1

7091 rs3900940(C;T) increased risk of coronary heart disease;
better response to statins 3 108147728 MYH15 5

7092 rs4132601(T;T) 7 50470604 IKZF1 3
7093 rs4148325(C;T) 2 234673309 UGT1A10 1
7094 rs419598(T;T) normal 2 113887207 IL1RN 25
7095 rs423904(C;C) 2 113887262 IL1RN 1

7096 rs4253399(G;T) 4 187188094 F11 1
7097 rs4269885(A;G) 11 99865549 CNTN5 1



7098 rs4385494(G;T) 8 136850054 1
7099 rs4430311(T;T) 1 244015993 1
7100 rs4562389(C;C) 9 8805462 PTPRD 1
7101 rs4691139(A;G) 4 165908721 1
7102 rs4702718(A;A) 5 10671040 1
7103 rs4757710(C;C) 11 18775682 PTPN5 1
7104 rs4792814(C;C) 17 43403005 1
7105 rs4806660(C;T) 19 55824634 TMEM150B 1
7106 rs4808801(A;A) 19 18571141 ELL 1
7107 rs4815191(C;C) 20 23268637 1
7108 rs4848143(G;G) 2 121812224 1
7109 rs485497(A;G) 3 159719132 1
7110 rs4924410(A;C) 15 40339494 LOC100131089 1
7111 rs512625(G;G) 20 3648378 ADAM33 5
7112 rs514024(A;G) 9 130504070 SH2D3C 1
7113 rs5757037(A;G) 22 38719189 1
7114 rs602662(A;G) 19 49206985 FUT2 11
7115 rs6110278(C;C) 20 14388215 MACROD2 1
7116 rs617219(A;A) 5 78429594 BHMT 1
7117 rs6449176(A;G) 4 9967843 SLC2A9 1
7118 rs6478109(A;G) 9 117568766 TNFSF15 4
7119 rs6479272(C;T) 9 99097527 SLC35D2 1
7120 rs6500882(G;T) 16 6984781 A2BP1 2
7121 rs6510827(C;T) 19 4830628 TICAM1 1
7122 rs6585827(A;G) 10 124165615 PLEKHA1 1
7123 rs6676300(A;G) 1 11925300 1
7124 rs670957(A;G) 15 35089432 ACTC1 2

7125 rs6742078(G;T) 2 234672639 UGT1A10 9 2.1



7126 rs6766459(G;T) 3 134916043 EPHB1 1
7127 rs6785504(G;T) 3 152672779 1
7128 rs6785930(A;G) 3 151056616 P2RY12 1
7129 rs6792584(A;A) 3 67531388 SUCLG2 1
7130 rs6802119(C;T) 3 11625414 VGLL4 1
7131 rs6814664(C;T) 4 9956228 SLC2A9 1
7132 rs6849729(C;T) 4 9958732 SLC2A9 1
7133 rs6884431(A;G) 5 11111771 CTNND2 1
7134 rs6996321(A;G) 8 38322346 FGFR1 1
7135 rs7008482(T;T) 8 126267630 NSMCE2 7
7136 rs7041847(A;G) 9 4287466 GLIS3 2
7137 rs7049105(A;G) 9 22028801 CDKN2BAS1 1
7138 rs7111341(C;C) 11 2213166 4
7139 rs7119375(G;G) 11 57005964 APLNR 3
7140 rs7141420(C;T) 14 79899454 NRXN3 1
7141 rs7164176(A;G) 15 92211774 1
7142 rs7178572(G;G) 15 77747190 HMG20A 4
7143 rs7186128(A;G) 16 16957915 1
7144 rs7219669(G;T) 17 68521861 1
7145 rs724710(C;C) 2 111907691 BCL2L11 1
7146 rs7257602(A;G) 19 41224898 ITPKC 1
7147 rs730012(A;A) 5 179220638 LTC4S 16
7148 rs734999(C;T) 1 2513216 LOC100506589 1
7149 rs7395662(A;G) 11 48518893 OR4A46P 6
7150 rs742132(T;T) 6 25607571 LRRC16A 4
7151 rs743777(A;A) 22 37551607 6
7152 rs744731(A;A) 4 17492843 QDPR
7153 rs7483(G;G) 1 110279701 GSTM3 9



7154 rs7504165(C;T) 18 4777539
7155 rs7512898(G;T) 1 200672906 1
7156 rs7647307(G;T) 3 69623188 1
7157 rs7765175(C;T) 6 113665327 1
7158 rs778294(G;G) 13 106142235 DAOA 16
7159 rs7784776(A;G) 7 46620145 1
7160 rs7848647(C;T) 9 117569046 TNFSF15 7
7161 rs7864648(G;G) 9 16368732 1
7162 rs7932905(A;G) 11 43727577 HSD17B12 1
7163 rs7984869(G;T) 13 86690527 1
7164 rs8005845(T;T) 14 95094397 1
7165 rs8007661(C;T) 14 92459958 TRIP11 2
7166 rs8049439(C;T) 16 28837515 ATXN2L 5
7167 rs8112449(G;G) 19 10520064 1
7168 rs829417(C;C) 1 21943136 RAP1GAP 1
7169 rs854548(A;G) 7 94925820 PPP1R9A 3
7170 rs861537(A;A) 14 104167075 KLC1 1
7171 rs8832(A;G) 16 27375787 IL4R 6
7172 rs898518(A;C) 4 109016824 LEF1 1
7173 rs907611(G;G) 11 1874072 LSP1 2
7174 rs910586(C;C) 6 45410312 RUNX2
7175 rs9272143(C;T) 6 32600803 1
7176 rs9275406(G;G) 6 32669955 1
7177 rs9275428(A;A) 6 32670978 1
7178 rs9297145(A;C) 7 98759117 2
7179 rs946836(C;C) 1 48321221 TPM3P1 1
7180 rs950027(C;T) 15 45801035 SLC30A4 1
7181 rs950063(T;T) 4 126431919 2
7182 rs961616(C;T) 14 47521489 MDGA2 2



7183 rs977785(A;C) increased risk 6 6588881 LY86 1
7184 rs9810857(A;G) 3 142982899 SLC9A9 1
7185 rs987107(C;C) 5 35875227 IL7R 2
7186 rs9981861(C;T) 21 41415044 DSCAM 1
7187 rs9990174(G;G) 3 11040439 SLC6A1 2
7188 rs1049550(C;T) 0.62x reduced risk for sarcoidosis 10 81926702 ANXA11 9
7189 rs11247226(A;G) 15 101120963 LINS 1
7190 rs11572177(A;G) 10 96797270 CYP2C8 2
7191 rs1250550(G;T) 10 81060317 ZMIZ1 6
7192 rs12544854(A;G) 8 17928811 ASAH1
7193 rs1355223(C;T) 11 34764479 1
7194 rs1420956(A;G) 18 25167945 1
7195 rs1444768(C;T) 3 123923922 KALRN 2
7196 rs1544105(A;G) 9 130562725 3
7197 rs15895(C;T) 12 113448288 OAS2 3
7198 rs1592410(A;G) 6 29483968 1
7199 rs1709183(A;G) 6 152193996 ESR1 6
7200 rs17563(C;T) 14 54417522 BMP4 10
7201 rs1800693(A;G) 12 6440009 TNFRSF1A 9
7202 rs1801018(A;G) 18 60985879 BCL2 6
7203 rs2076529(A;G) 6 32363955 BTNL2 3
7204 rs2179367(C;T) 6 149762537 2
7205 rs2242285(C;T) 3 66431602 LRIG1 1
7206 rs2274736(C;T) 14 88938652 PTPN21 2
7207 rs2279590(A;G) 8 27456253 CLU 6
7208 rs2291738(A;G) 12 56815281 TIMELESS 8
7209 rs2306283(C;T) 12 21329738 SLCO1B1 14
7210 rs2337107(A;G) 18 46459323 SMAD7 1



7211 rs2401751(C;T) 14 88946622 PTPN21 1
7212 rs2499604(A;G) 1 238103501 1
7213 rs2501873(A;G) 1 161204538 NR1I3 1
7214 rs2523946(A;G) 6 29941943 MICD 1
7215 rs2710102(C;T) None 7 147574390 CNTNAP2 7
7216 rs2857936(A;G) 4 3062310 1
7217 rs3016384(A;G) 11 132573390 OPCML 2
7218 rs3020449(C;T) 14 64773392 ESR2 2
7219 rs3096702(C;T) 6 32192331 NOTCH4 1
7220 rs3112625(C;T) 16 52625552 PLSCR3 1
7221 rs3729931(C;T) 3 12626516 RAF1 1
7222 rs3750518(A;G) 9 139982868 MAN1B1 1
7223 rs3755863(A;G) 4 23815522 PPARGC1A 5
7224 rs3767489(A;G) 1 192715815 1
7225 rs3807213(A;C) 7 112105754 IFRD1 2
7226 rs3814614(C;T) 10 88128281 2
7227 rs3925075(C;T) 16 31347748 1
7228 rs405509(A;C) 19 45408836 APOE 32
7229 rs4149576(A;G) 12 6449115 TNFRSF1A 1
7230 rs437876(A;G) 3 42568440 VIPR1 2
7231 rs438034(C;T) poorer survival rate if breast cancer patient 1 214830617 CENPF 2
7232 rs530965(A;G) 11 79065101 ODZ4 1
7233 rs535043(C;T) 1 238696036 3
7234 rs611917(C;T) 1 109815252 CELSR2 2
7235 rs634990(A;G) 15 35006073 4

7236 rs662(A;G)

0.65x lower risk of ovarian cancer; higher
risk of coronary heart disease in some
studies; somewhat reduced PON catalytic
efficiency

7 94937446 PON1 51 2



7237 rs771767(C;T) 3 101748638 1
7238 rs855791(C;T) 0.1 g/dL lower hemoglobin on average 22 37462936 TMPRSS6 16
7239 rs880315(A;G) 1 10796866 CASZ1 1

7240 rs887829(A;G) 2 234668570 UGT1A10 15 2
7241 rs999986(G;T) 14 95803856 1
7242 rs8073787(C;T) 17 5042894 USP6
7243 rs10495928(A;A) 2 46353166 PRKCE 2
7244 rs10745877(A;G) 12 100274330 ANKS1B 1
7245 rs10778699(G;G) 12 80463084 1
7246 rs10845990(G;T) 12 7970721 SLC2A14 2
7247 rs10850408(C;T) 12 115380393 1
7248 rs10865355(A;G) 2 66764997 MEIS1 1
7249 rs12699131(A;G) 7 71751316 CALN1 1
7250 rs13424612(C;T) 2 240900121 NDUFA10 1
7251 rs1434789(G;T) 20 137900 DEFB127 1
7252 rs17079928(A;G) 13 24654228 1
7253 rs1736148(C;T) 21 16813212
7254 rs1805034(C;T) 18 60027241 TNFRSF11A 4
7255 rs1903595(T;T) 8 14389481 SGCZ 1
7256 rs2304256(C;C) 1.6x increased risk for SLE 19 10475652 TYK2 8
7257 rs2319125(C;T) 17 64098545 CEP112 1
7258 rs2400707(A;G) 5 148205052 ADRB2 3
7259 rs2418087(C;T) 12 10806285 STYK1 1
7260 rs2452600(C;C) 4 95496882 PDLIM5 2
7261 rs2511988(C;C) 11 57379170 SERPING1 5
7262 rs2602141(T;T) 15 43724646 TP53BP1 4
7263 rs2640480(T;T) 1 111213248 KCNA3 1
7264 rs2839186(C;T) 21 47690068 MCM3AP 1



7265 rs4293143(G;T) 11 82821382 1
7266 rs4399719(G;T) 2 234666461 UGT1A10 1
7267 rs4544423(G;T) 2 66750017 MEIS1 2
7268 rs4731426(C;G) 7 127882070 LEP 3

7269 rs4794758(C;C) 17 36080428 HNF1B 1
7270 rs4937362(C;T) 11 128492739 1
7271 rs533556(C;C) 11 116741572 SIK3 1
7272 rs6441961(C;C) 3 46352384 LOC100131327 5
7273 rs6478282(G;T) 9 119925095 ASTN2 1
7274 rs6590322(C;T) 11 128206410 1
7275 rs6717918(T;T) 2 233155110 DIS3L2 2
7276 rs6775909(C;T) 3 103380852 1
7277 rs6887695(C;G) 5 158822645 30
7278 rs703970(A;C) 10 80953136 ZMIZ1 1
7279 rs7091565(C;T) 10 81913561 ANXA11 1
7280 rs7283316(A;G) 21 32216253 1
7281 rs746080(C;C) 16 84274405 KCNG4 1
7282 rs7648704(G;T) 3 32941852 1
7283 rs7860634(A;G) 9 139089679 LHX3 1
7284 rs7902734(G;G) 10 127952901 ADAM12 1
7285 rs7989332(C;C) 13 21050575 CRYL1 1
7286 rs886716(A;A) 7 26557618 2
7287 rs924080(C;T) 1 67760140 5
7288 rs9275698(A;A) 6 32687973 2
7289 rs9287638(A;C) 2 239694631 2
7290 rs975730(C;C) 8 129316014 1
7291 rs11276(A;G) 12 14993439 ART4 3
7292 rs1152746(A;G) 1 192796905 2



7293 rs2069459(G;T) 7 150751590 CDK5 2
7294 rs210648(C;T) 6 117844072 DCBLD1 1
7295 rs2220377(A;G) 11 103836697 PDGFD 1
7296 rs27855(C;T) 5 127640861 FBN2 1
7297 rs705120(G;T) 4 72614140 GC 2
7298 rs9266(C;T) 12 25362217 KRAS 2
7299 rs11788456(A;G) 9 104348150 GRIN3A 1
7300 rs2003168(C;T) 14 107056354 IGH@
7301 rs2296743(C;T) 6 33740025 LEMD2 1
7302 rs2781659(A;A) 6 131891820 ARG1 2
7303 rs6668352(G;G) 1 11914829 2
7304 rs6852441(C;T) 4 9973744 SLC2A9 1
7305 rs913275(A;A) 9 131910644 PPP2R4 2
7306 rs2049046(A;T) 11 27723775 BDNF 6
7307 rs10481625(C;C) 9 8804761 PTPRD 2
7308 rs10980926(A;G) 9 114293634 ZNF483 2
7309 rs11152213(A;A) 18 57852948 1
7310 rs11915082(A;G) 3 195809139 TFRC 1
7311 rs11981433(C;T) 7 95054340 PON2 6
7312 rs13146272(A;C) 4 187120211 CYP4V2 1
7313 rs1340513(T;T) 9 6977633 KDM4C 1
7314 rs1443547(A;G) 11 20622975 SLC6A5 1
7315 rs1520811(C;C) 12 117765067 NOS1 2
7316 rs17185870(A;C) 4 9958214 SLC2A9 1
7317 rs17485138(C;C) 13 109502849 MYO16 1
7318 rs181489(C;C) 4 90635020 2
7319 rs1918974(C;T) 3 169165888 MDS1 1
7320 rs20411(C;C) 13 36231488 NBEA 1
7321 rs2077119(G;T) 0.91x decreased risk for T2D 3 186330462 AHSG 3



7322 rs2179652(C;T) 1 192769826 LOC100130137 3
7323 rs2240717(T;T) 22 19969106 ARVCF
7324 rs2272383(A;G) higher body mass index 11 8123499 TUB 3
7325 rs2347867(A;G) 6 152229850 ESR1 5
7326 rs254893(G;G) 5 171076227 1
7327 rs2886161(C;T) 2 178127839 NFE2L2 2
7328 rs3020781(T;T) 1 155269776 PKLR
7329 rs340005(A;G) 15 60878030 RORA 1
7330 rs4520070(G;G) 7 42587624
7331 rs4846049(G;T) 1 11850365 MTHFR 3
7332 rs5756506(C;G) 22 37467392 TMPRSS6 1
7333 rs6449159(A;G) 4 9960498 SLC2A9 1
7334 rs6449172(A;T) 4 9966036 SLC2A9 1
7335 rs6449201(C;T) 4 9973894 SLC2A9 1
7336 rs651477(A;A) 2 119395691 3
7337 rs6678616(C;C) 1 16475123 EPHA2 3
7338 rs6749447(T;T) normal 2 169041386 STK39 8
7339 rs6782799(C;C) 3 119610793 GSK3B 2
7340 rs6823361(A;G) 4 9963127 SLC2A9 1
7341 rs6836706(A;T) 4 9964251 SLC2A9 1
7342 rs6844316(A;G) 4 9958977 SLC2A9 1
7343 rs707132(A;G) 2 157214370 1
7344 rs7078511(A;C) 10 104283874 SUFU 1
7345 rs7174839(C;G) 15 50889624 TRPM7 1
7346 rs7672947(C;G) 4 9961368 SLC2A9 1
7347 rs7676733(A;G) 4 9966956 SLC2A9 1
7348 rs7677710(G;T) 4 9969517 SLC2A9 1
7349 rs7869487(T;T) 9 117580914 3



7350 rs926328(A;T) 22 43506265 BIK 1
7351 rs956237(A;G) 4 109046960 LEF1 1
7352 rs140523(C;G) 22 50962782 SCO2
7353 rs1536478(C;T) 9 137432248 LOC100506532 1
7354 rs2229571(C;G) 2 215645464 BARD1 2
7355 rs2288034(C;G) 16 79245956 WWOX
7356 rs2812378(C;T) 9 34710260 CCL21 7
7357 rs560018(A;G) 1 110200360 GSTM4 3
7358 rs6279(C;G) 11 113281073 DRD2 8
7359 rs10032549(A;G) 4 77398015 SHROOM3 1
7360 rs1005510(G;G) 11 57367222 SERPING1 4
7361 rs1005651(A;C) 17 64438011 PRKCA 3
7362 rs10174126(C;T) 2 235960893 SH3BP4 1
7363 rs10403021(C;C) 19 30079604 1
7364 rs10424878(A;G) 19 51374967 KLK2 1
7365 rs1045280(T;T) 17 4622638 ARRB2 5
7366 rs10465885(C;T) 1 147232740 GJA5 2
7367 rs1052990(G;T) 7 116148370 CAV2 1
7368 rs1053051(C;T) 12 107367225 C12orf23 1
7369 rs1064017(A;G) 14 96157187 TCL1B
7370 rs10755578(C;G) 6 160969738 LPA 3
7371 rs10764319(C;C) 10 18428415 CACNB2 1
7372 rs10777845(C;C) 12 97689768 1
7373 rs10800309(G;G) 1 161472158 2
7374 rs10821936(T;T) 10 63723577 ARID5B 11
7375 rs10937540(C;T) 3 103359218 1
7376 rs10946398(A;C) 6 20661034 CDKAL1 35
7377 rs11013962(A;G) 10 24495586 KIAA1217 1
7378 rs11073964(C;T) 15 91543761 VPS33B



7379 rs11190302(C;T) 10 101632915 3
7380 rs11203649(C;T) 8 14517294 SGCZ 1
7381 rs11241095(A;G) 5 110439509 WDR36 1
7382 rs11593576(C;T) 10 81015896 ZMIZ1 1
7383 rs11722228(C;T) 4 9915741 SLC2A9 3

7384 rs11761683(T;T) 7 50542879 DDC 2
7385 rs11833537(C;T) 12 4280107 1
7386 rs12104272(G;G) 19 50148052 SCAF1 1
7387 rs12212193(A;G) 6 90996769 BACH2 1
7388 rs12599402(C;T) 16 11189888 CLEC16A 2
7389 rs13073817(A;G) 3 18706858 1
7390 rs13153937(A;G) 5 110434307 WDR36 1
7391 rs13314993(G;T) 3 33015469 1
7392 rs1354034(C;T) 3 56849749 ARHGEF3 2
7393 rs1360756(C;C) 6 131149416 LOC100507203 1
7394 rs1370128(C;T) 12 66618638 IRAK3 4
7395 rs1371562(G;T) 2 119732948 MARCO 1
7396 rs1382269(C;T) 3 137108482 2
7397 rs1417352(T;T) 6 106899226 LOC100506165 1
7398 rs1435252(C;C) 9 101103591 GABBR2 1
7399 rs1461496(A;G) 11 122929624 HSPA8 2
7400 rs1490265(A;C) 3 67452043 SUCLG2 1
7401 rs154001(C;T) 5 127685135 FBN2 1
7402 rs16826658(G;T) 1 22485871 1
7403 rs16928529(G;T) 10 72982985 UNC5B 1
7404 rs17166496(C;G) 0.8x risk 5 132628884 FSTL4
7405 rs1745837(T;T) 13 47424812 HTR2A
7406 rs17636733(C;T) 15 25912339 1



7407 rs17700633(G;G) 18 57929432 4
7408 rs17773430(T;T) 18 57963117 1
7409 rs17778257(A;T) 5 148204577 ADRB2 2
7410 rs17779747(G;G) 17 68494992 2
7411 rs1873532(A;C) 4 23806778 PPARGC1A 1
7412 rs1878528(T;T) 4 82184234 1

7413 rs1893592(A;A) 21 43855067 UBASH3A
7414 rs1921622(A;G) 2 102966067 IL1RL1 2
7415 rs1948(C;C) 15 78917399 CHRNB4 9
7416 rs1990932(A;G) 19 46440300 1
7417 rs1998303(A;G) 9 85414981 1
7418 rs2031532(G;G) 13 50080847 PHF11 2
7419 rs2055942(A;A) 4 46968050 GABRA4 1
7420 rs2069561(A;G) 8 133975283 TG
7421 rs2070106(A;G) 17 40125864 CNP 7
7422 rs2070633(C;T) 3 186335941 AHSG 1
7423 rs2080401(T;T) 2 171540823 1
7424 rs2116078(G;T) 8 73363989 2
7425 rs2267076(C;T) 22 24830595 ADORA2A 2
7426 rs2277998(G;G) 19 7831628 CLEC4M 2
7427 rs2287886(G;G) 19 7812536 CD209 7
7428 rs228883(C;T) 17 64443995 PRKCA 3
7429 rs234706(A;G) 21 44485350 CBS 12
7430 rs2357266(C;C) 2 9924387 1
7431 rs2409722(G;T) 8 11039816 XKR6
7432 rs248471(A;G) 5 141189168 1
7433 rs2608555(C;C) 16 81398635 GAN 2
7434 rs2629751(A;G) 12 104421808 GLT8D2 1



7435 rs27037(G;G) 5 96094694 CAST 4
7436 rs2741200(T;T) 8 134071833 SLA 1
7437 rs2763979(C;C) 6 31794592 HSPA1B 3
7438 rs2782931(C;T) 9 114850190 SUSD1 2
7439 rs2810114(T;T) 14 71395604 PCNX 1
7440 rs281437(C;C) 19 10397238 ICAM1 3
7441 rs2835872(A;G) 21 39027272 KCNJ6 1

7442 rs2950390(C;C) 12 57055291 LOC100506732 1
7443 rs310405(A;G) 6 81800362 2
7444 rs3130453(C;T) 6 31124849 CCHCR1 2
7445 rs3131020(C;T) 6 29475902 1
7446 rs31490(A;G) 5 1344458 CLPTM1L 1
7447 rs349475(G;G) 5 19440168 1
7448 rs3733890(G;G) 5 78421959 BHMT 21
7449 rs3756008(A;T) 4 187185385 F11 3
7450 rs3756094(G;G) 4 185350934 IRF2 1
7451 rs3760738(A;G) 19 51523897 KLK10 1
7452 rs3762344(A;G) 1 207068672 1
7453 rs378108(A;G) 21 40469520 1
7454 rs3784099(G;G) 14 68749927 RAD51L1 1
7455 rs3807031(A;C) 6 30033884 PPP1R11 2
7456 rs3827730(C;T) 1 50937848 FAF1 1
7457 rs3847960(A;T) 12 120271100 CIT 1
7458 rs394581(C;T) 6 159482521 13
7459 rs400028(A;A) 5 113849294 1
7460 rs4014195(C;G) 11 65506822 1
7461 rs40147(C;C) 16 55716840 SLC6A2 1
7462 rs4263839(A;G) 9 117566440 TNFSF15 5



7463 rs445114(C;T) 8 128323181 5
7464 rs4487645(A;C) 7 21938240 DNAH11 3
7465 rs4533267(G;G) 15 100786271 ADAMTS17 5
7466 rs4712523(A;G) 6 20657564 CDKAL1 5
7467 rs4774925(C;T) 15 57604402 1
7468 rs4788099(A;G) 16 28855727 TUFM 2
7469 rs4788102(A;G) 16 28873398 SH2B1 9
7470 rs4811971(A;A) 20 56796784 ANKRD60 1

7471 rs4833103(A;C) 0.75x decreased risk for Nonhodgkin's
lymphoma 4 38815502 4

7472 rs4845625(C;T) 1 154422067 IL6R 4
7473 rs4846048(A;G) 1 11846252 MTHFR 3
7474 rs4924935(T;T) 17 18753870 1
7475 rs4955826(C;T) 3 55035874 CACNA2D3 1
7476 rs4980785(C;T) 11 69234494 1
7477 rs505922(C;T) 1.2x risk of pancreatic cancer 9 136149229 ABO 23 2.1
7478 rs532545(G;G) 1 20915172 CDA 2
7479 rs5751901(C;T) 22 24992266 GGT1 4
7480 rs5761268(A;A) 22 26239850 MYO18B
7481 rs6449693(A;G) 5 63256018 HTR1A 1
7482 rs651164(A;G) 6 160581374 SLC22A1 2
7483 rs6563943(G;G) 16 83639335 CDH13 1
7484 rs6577655(C;C) 8 135593725 ZFAT 1
7485 rs6582630(A;G) 12 38743508 1
7486 rs6591182(G;T) 11 65349756 EHBP1L1 1
7487 rs6598(G;G) 7 150440649 GIMAP5 1
7488 rs6810075(C;T) 3 186548565 1
7489 rs6850768(C;C) 4 113718900 LOC100131158 1
7490 rs6990097(C;T) 8 9412857 TNKS 1



7491 rs7044859(A;T) 9 22018781 CDKN2BAS 2
7492 rs7108470(A;G) 11 5625603 TRIM6 1
7493 rs7144366(C;T) 14 25103662 GZMB 2
7494 rs724466(T;T) 16 22797852 1
7495 rs729211(A;A) 10 105214932 CALHM1 1
7496 rs7302060(C;T) 12 56829092 TIMELESS 1
7497 rs7319926(A;G) 13 38280430 TRPC4 1
7498 rs7553212(A;A) 1 216738788 ESRRG 1
7499 rs7571842(A;G) 2 74460904 SLC4A5 3

7500 rs769214(A;G) 11 34459717 CAT 7
7501 rs7725217(A;A) 5 9756329 TSEN54 1
7502 rs7780564(A;C) 7 7883323 LOC729852 1
7503 rs7781977(C;C) 7 50346134 IKZF1 1
7504 rs7799039(A;G) 7 127878783 29
7505 rs7805747(G;G) 7 151407801 PRKAG2 1
7506 rs7805803(A;G) 7 50225391 1
7507 rs7805828(A;G) 7 22758562 2
7508 rs7819412(A;G) 8 11045161 XKR6 2
7509 rs7874142(A;G) 9 137704782 COL5A1 1
7510 rs7899603(C;G) 10 94225017 IDE 1
7511 rs7952106(G;T) 11 113424558 1
7512 rs8050326(A;G) 16 86104142 1
7513 rs8051542(C;T) 16 52534167 TOX3 7
7514 rs805303(C;C) 6 31616366 BAT3 3
7515 rs869834(C;T) 14 63177144 KCNH5 1
7516 rs887466(C;C) 6 31143511 PSORS1C3
7517 rs887864(T;T) 16 11158885 CLEC16A 3
7518 rs905080(C;G) 12 43708928 1



7519 rs909530(C;C) 1 171083174 FMO3 2
7520 rs911263(A;A) 14 68753593 RAD51L1 1
7521 rs913063(A;C) 20 22042418 LOC100270679 2
7522 rs923520(A;A) 5 173975145
7523 rs9296068(T;T) 6 32988695 1
7524 rs9310736(G;G) 3 24350811 THRB 2
7525 rs9366999(A;G) 6 39202157 1
7526 rs9387478(A;C) 6 117786180 1
7527 rs9388857(T;T) 6 131149878 LOC285733 1
7528 rs9469220(A;G) 1.1x risk 6 32658310 7
7529 rs9470080(C;C) 6 35646435 FKBP5 7
7530 rs9662927(A;G) 1 240538952 FMN2 2
7531 rs9693444(A;C) 8 29509616 1
7532 rs980238(A;A) 8 4282618 CSMD1 1
7533 rs994014(A;A) 4 82165790 1
7534 rs9951026(A;G) 18 47109693 LIPG 1
7535 rs10336(C;T) 4 76922988 CXCL9 4
7536 rs10485022(C;T) 6 95156454 1
7537 rs1049255(A;G) 16 88709737 CYBA 4
7538 rs1049817(C;T) 2 27550967 GTF3C2 3
7539 rs11070795(A;G) 15 50853372 TRPM7 1
7540 rs1110627(A;G) 19 39994711 DLL3 1
7541 rs1128977(C;T) 1 165389129 RXRG 2
7542 rs1440581(A;G) 4 89226422 3
7543 rs1496770(A;G) 7 78259010 MAGI2 1
7544 rs151181(A;G) 16 28490517 CLN3 1
7545 rs1545620(A;C) 19 17303774 MYO9B 8
7546 rs1565684(C;T) 8 18246664 1
7547 rs1716(C;T) 17 3632836 ITGAE 2



7548 rs1760944(A;C) 14 20923149 OSGEP 8
7549 rs1830084(A;T) 3 133508464 SRPRB 4
7550 rs1860545(C;T) 12 6446777 TNFRSF1A 2
7551 rs1861809(C;T) 12 110245588 TRPV4 1
7552 rs1864182(G;T) 5 81549240 ATG10 1
7553 rs1868402(C;T) 2 68409037 PPP3R1 1
7554 rs1878047(C;T) 19 51773802 1
7555 rs2032809(A;G) 19 47736216 BBC3 1
7556 rs203462(A;G) 17 19812541 AKAP10 3
7557 rs2157719(A;G) 9 22033366 CDKN2BAS 3
7558 rs2189480(A;C) 12 48263828 VDR 4
7559 rs2213178(C;T) 8 48816716 PRKDC 1
7560 rs2224003(A;G) 6 95156418 1
7561 rs2228001(A;C) normal 3 14187449 XPC 27
7562 rs2230739(A;G) 16 4033436 ADCY9 3
7563 rs2470144(A;G) 15 51621725 CYP19A1 2
7564 rs2470152(C;T) 15 51594972 CYP19A1 4
7565 rs2847281(C;T) 18 12821593 PTPN2 3
7566 rs31251(A;G) 5 130833946 RAPGEF6 5
7567 rs3769825(C;T) 2 202111380 CASP8 6
7568 rs3780126(C;T) 8 63949912 GGH 2
7569 rs397969(A;G) 17 19804247 1
7570 rs4124874(A;C) 2 234665659 UGT1A10 3
7571 rs4149570(G;T) 12 6451590 TNFRSF1A 4
7572 rs443198(C;T) 6 32190406 NOTCH4 1
7573 rs4564560(C;T) 16 55724764 SLC6A2 1
7574 rs4986938(A;G) 14 64699816 ESR2 43
7575 rs610529(C;T) 9 75533324 ALDH1A1 3



7576 rs620861(C;T) 8 128335673 7
7577 rs706793(C;T) 12 50467769 ACCN2 1
7578 rs712(G;T) 12 25362552 KRAS 3
7579 rs717746(A;C) 5 149556558 CDX1 1
7580 rs7294(A;G) 16 31102321 VKORC1 21
7581 rs744751(C;T) 3 30735937 TGFBR2 1
7582 rs745580(C;T) 7 26008052 LOC100996355 1
7583 rs752092(C;T) 15 101781934 CHSY1 1
7584 rs794185(A;G) 3 4437358 SUMF1 1
7585 rs825411(C;T) 10 13169374 OPTN
7586 rs853308(A;G) 8 133929917 TG 1
7587 rs878567(C;T) 5 63255991 HTR1A 12
7588 rs8878(C;T) 4 76942300 ART3 2
7589 rs10799915(C;T) 1 163355595 1
7590 rs12046278(C;T) 1 10799577 CASZ1 1
7591 rs10197940(C;T) 2 152253918 1
7592 rs10258719(G;G) 7 138455988 ATP6V0A4
7593 rs1026732(A;G) 0.70x risk for restless legs 15 68095085 MAP2K5 4
7594 rs1042779(A;A) 3 52821011 ITIH1 3
7595 rs10812428(C;T) 9 26614847 1
7596 rs1110277(A;A) 20 4854682 SLC23A2 2
7597 rs11599750(C;T) 10 101805442 CPN1 1
7598 rs12055210(A;G) 5 49989701 PARP8 1
7599 rs1378942(T;T) 15 75077367 CSK 12
7600 rs153478(G;G) 5 150639439 GM2A
7601 rs1736135(C;T) 21 16805220 2
7602 rs1800860(G;G) 1 Normal sized kidneys as newborns 10 43606687 RET 5 1
7603 rs2010795(G;G) 21 45172628 PDXK 3
7604 rs2056387(C;C) 1 237924112 RYR2 1



7605 rs2167079(G;G) 11 47270255 ACP2
7606 rs2337980(C;T) 15 32444196 CHRNA7 4
7607 rs2808630(T;T) 1 159680868 CRP 8
7608 rs2832191(A;C) 21 30489300 C21orf7 1
7609 rs3213764(A;G) 12 14587301 ATF7IP 2
7610 rs3750420(C;T) 9 77249382 RORB 3
7611 rs3862227(A;G) 1 43720994 TMLHE 2
7612 rs4700485(A;G) 5 56034207
7613 rs4757144(A;G) 11 13331226 ARNTL 1
7614 rs4917014(G;T) 7 50305863 3

7615 rs537160(C;C) 6 31916400 CFB 3
7616 rs6448771(A;A) 4 31397618 1
7617 rs6494696(C;G) 0.71x risk for restless legs 15 68103206 3
7618 rs6501384(C;T) 17 68291133 1
7619 rs7089424(T;T) 10 63752159 ARID5B 3
7620 rs7555310(G;G) 1 248487638 OR2M7 1
7621 rs7661864(G;G) 4 6736365 1
7622 rs7718446(A;G) 5 145749535 1
7623 rs8032158(C;T) 15 56194877 NEDD4 2
7624 rs849140(C;T) 7 28183702 JAZF1 3
7625 rs925847(C;C) 2 191897540 STAT4 8
7626 rs9326506(A;C) 1.3x risk 10 44068558 ZNF239
7627 rs9594759(C;T) 13 43032593 8
7628 rs9635758(G;G) 17 49612200
7629 rs2278034(A;G) 3 195596907 TNK2 1
7630 rs229541(C;T) 22 37591318 10
7631 rs546784(A;G) 1 66762466 PDE4B 1
7632 rs8192916(C;T) 14 25104360 GZMB 1



7633 rs6496044(A;G) 15 86067306 AKAP13 1
7634 rs11575934(A;G) 19 18186618 IL12RB1 4
7635 rs10954668(A;G) 7 81847651 CACNA2D1 1
7636 rs11030101(A;T) 11 27680744 BDNF 9
7637 rs12068388(A;A) 1 26621596 UBXN11 1
7638 rs1417938(A;T) 1 159684186 CRP 28
7639 rs1794066(A;G) 2 113886350 IL1RN 1
7640 rs2393967(A;C) 10 65133156 JMJD1C 1
7641 rs2396753(A;C) 7 114148331 FOXP2 4
7642 rs4312757(A;T) 4 9956145 SLC2A9 1
7643 rs4650977(C;G) 1 177777608 1

7644 rs4737547(A;G) 8 60545664 1
7645 rs4799710(A;G) 18 31266741 ASXL3 1
7646 rs6834893(C;T) 4 9959123 SLC2A9 1
7647 rs6843873(A;C) 4 9958788 SLC2A9 1
7648 rs7163283(A;G) 15 50916098 TRPM7 1
7649 rs7435196(A;C) 4 9967556 SLC2A9 1
7650 rs7538490(C;C) 1 162091330 NOS1AP 1
7651 rs2053724(C;G) 2 116510817 DPP10
7652 rs2229940(A;C) 4 46995366 GABRA4 5
7653 rs3792796(C;G) 5 150402490 GPX3 1
7654 rs3921(C;G) 4 76942943 ART3 3
7655 rs10042486(C;T) 5 63261329 7
7656 rs10278557(G;G) 7 15699036 MEOX2 1
7657 rs13188386(A;G) 5 42473555 GHR 2
7658 rs1810132(T;T) 17 37866005 ERBB2 3
7659 rs2028414(G;G) 14 105349388 KIAA0284 1
7660 rs2107425(C;C) 11 2021075 15



7661 rs2952768(C;T) 2 208494234 1
7662 rs29941(C;C) 19 34309532 17
7663 rs3745453(T;T) 19 13942221 ZSWIM4 1
7664 rs38857(C;C) 7 116365413 MET 1
7665 rs6092477(G;G) 20 55991695 1
7666 rs7571971(C;C) 2 88895351 EIF2AK3 2
7667 rs854571(C;C) 7 94954619 PON1 3
7668 rs1237485(C;T) 6 28894344 1
7669 rs1916521(A;G) 10 57416961 1
7670 rs2677879(A;C) 18 2547500 METTL4 1
7671 rs527790(A;G) 18 22060915 HRH4 1
7672 rs10034228(C;T) 4 112611750 2

7673 rs10116277(G;T) 9 22081397 CDKN2BAS1 12
7674 rs1015443(C;T) 12 11061122 TAS2R13 2
7675 rs1026364(G;G) 3 113370010 KIAA2018 1
7676 rs1042523(A;G) 20 56137807 PCK1 1
7677 rs10447248(G;G) 5 107915736 1
7678 rs1046089(G;G) 6 31602967 PRRC2A 6
7679 rs10487506(A;G) 7 127878155 5
7680 rs10508881(A;G) 10 44541565 1
7681 rs1056513(A;A) 1 62380298 INADL 1
7682 rs10761570(G;T) 10 62906955 1
7683 rs10774671(A;G) 12 113357193 OAS1 16
7684 rs1077989(A;C) 14 67975822 TMEM229B 1
7685 rs10821944(T;T) 10 63785089 ARID5B 1
7686 rs10841397(C;T) 12 20063968 1
7687 rs10881542(C;T) 1 104852738 1
7688 rs10948172(A;A) 6 44777691 1



7689 rs11143230(A;C) 9 74887703 1
7690 rs11635424(A;G) 0.70x risk for restless legs 15 68037578 MAP2K5 3
7691 rs11685387(C;C) 2 216973814 XRCC5 4
7692 rs11712655(T;T) 3 135225249 1
7693 rs11886868(T;T) 2 60720246 BCL11A 7
7694 rs12256138(C;T) 10 73096236 SLC29A3 1
7695 rs12589282(A;C) 14 22937656 TRA@ 1
7696 rs12754041(G;T) 1 180957962 STX6
7697 rs12824981(C;T) 12 129637348 TMEM132D 1
7698 rs1285407(A;A) 7 9266388 1
7699 rs12915189(G;G) 15 91114376 CRTC3 1
7700 rs13043330(C;T) 20 3756597 SPEF1 1
7701 rs13129697(T;T) 4 9926967 SLC2A9 5

7702 rs1317830(T;T) 4 34925064 1
7703 rs13236243(A;A) 7 17318312 1
7704 rs1340043(C;C) 9 18458068 1

7705 rs1414896(A;G) 1 95692310 TMEM56
RWDD3 1

7706 rs1433099(G;G) 19 11242658 LDLR 7
7707 rs1476413(G;G) 1 11852300 MTHFR 8
7708 rs1491974(A;G) 3 151102452 P2RY12 2
7709 rs1537370(C;T) 9 22084310 CDKN2BAS1 2
7710 rs155971(C;T) 5 95750396 PCSK1 1
7711 rs17318866(A;G) 6 3837198 1
7712 rs17426222(C;C) 8 26717817 ADRA1A 1
7713 rs1862748(C;T) 16 68832943 CDH1 2
7714 rs1871054(C;T) 10 127782409 ADAM12 2
7715 rs1880529(C;T) 4 114379379 CAMK2D 1
7716 rs1912785(A;G) 3 146402171 1



7717 rs1926736(C;C) 10 17891705 MRC1L1 3
7718 rs1978633(G;T) 5 15582005 FBXL7 1
7719 rs1997111(G;G) 12 119387918 1
7720 rs2011738(A;G) 12 219988 IQSEC3 1
7721 rs20558(C;T) 1 183094547 LAMC1 4
7722 rs20563(A;G) 1 183085755 LAMC1 3
7723 rs2070894(C;C) 11 111780837 CRYAB 4
7724 rs2073559(C;T) 7 103318924 RELN 2
7725 rs2125623(C;C) 15 31829707 OTUD7A 1
7726 rs2145270(C;T) 20 6621685 3
7727 rs2180619(A;G) 6 88877952 6
7728 rs222741(T;T) 17 3508880 TRPV1 1
7729 rs2250656(A;A) 19 6718534 C3 2

7730 rs2255301(C;C) 12 6909442 CD4 1
7731 rs2274064(C;T) 1 183542387 NCF2 1
7732 rs2274316(A;C) 1 156446242 MEF2D 1
7733 rs2300603(T;T) 14 76005557 BATF 1
7734 rs2338104(C;G) 12 109895168 KCTD10 11
7735 rs2392362(C;C) 7 35401447 PLEKHG5 1
7736 rs2424913(C;T) 20 31374259 DNMT3B 7
7737 rs2505083(C;T) 10 30335122 KIAA1462 1
7738 rs2553218(G;T) 15 54868668 UNC13C 1
7739 rs2585408(C;T) 17 8043753 PER1
7740 rs2624265(C;T) 15 39148649 2
7741 rs2657888(G;T) 12 56938383 RBMS2 2
7742 rs2723279(G;G) 12 118272871 KSR2 1
7743 rs2903692(G;G) 16 11238783 CLEC16A 9
7744 rs3003609(C;T) ? 9 130984755 DNM1



7745 rs3014866(C;T) 1 153329071 S100A9 1
7746 rs3024912(T;T) 2 191893087 STAT4 4
7747 rs305061(C;T) 16 85975659 3
7748 rs3106796(A;G) 2 189849773 COL3A1 1
7749 rs3130320(C;T) 6 32223258 C6orf10 1
7750 rs3134931(A;A) 6 32190620 NOTCH4 1
7751 rs32579(G;G) 5 149210848 PPARGC1B 2
7752 rs361072(A;G) 3 138478544 PIK3CB 3
7753 rs3785074(A;A) 16 69406986 TERF2 2
7754 rs3790455(C;T) 1 156456301 MEF2D 1
7755 rs3806933(C;T) 5 110406742 TSLP 7
7756 rs3902720(C;T) 1 50605337 ELAVL4 4
7757 rs4035540(C;C) 22 29087041 CHEK2 4
7758 rs4245739(A;A) 1 204518842 MDM4 4

7759 rs4299376(T;T) 2 44072576 ABCG8 6
7760 rs438259(G;G) 6 9030336 1
7761 rs4468361(C;C) 11 132010117 NTM 1
7762 rs4713518(A;G) 6 32257337 1
7763 rs471931(C;T) 11 70509777 SHANK2 1
7764 rs4724100(C;T) 7 42264679 GLI3 1
7765 rs4727443(A;C) 7 99593346 1
7766 rs4749955(C;T) 10 6118966 3
7767 rs4767364(A;G) 12 112521448 NAA25 2
7768 rs4793501(C;T) 17 68718734 1
7769 rs480575(T;T) 11 34467646 CAT 2
7770 rs4819833(C;C) 22 19691502 1
7771 rs4836519(T;T) 5 130017287 1
7772 rs4902647(C;T) 14 69254191 ZFP36L1 1



7773 rs4912474(A;C) 3 183866486 RPS3P3 1
7774 rs4917017(G;G) 7 50335232 1
7775 rs5030062(A;C) 3 186454180 KNG1 1
7776 rs511898(C;C) 20 3655085 ADAM33 6
7777 rs526934(A;A) 11 59633493 TCN1 4
7778 rs569214(G;T) 8 27487790 1
7779 rs6079395(A;G) 20 14327899 MACROD2 1
7780 rs6107853(A;G) 20 6609877 1
7781 rs6113491(A;C) 20 22057415 1
7782 rs6123837(A;G) 20 57465571 GNAS 3
7783 rs6426929(A;G) 1 154750989 KCNN3 1
7784 rs6475606(C;T) 9 22081850 CDKN2BAS 6
7785 rs6544713(C;C) 2 44073881 ABCG8 2
7786 rs655888(A;A) 13 47428181 HTR2A 1
7787 rs6584777(C;C) 10 108764014 SORCS1 2

7788 rs6660565(A;G) 1 171261193 1
7789 rs6897690(G;G) 5 141700952 SPRY4
7790 rs6952809(C;T) 7 2448493 CHST12 1
7791 rs709805(C;C) 16 85706564 KIAA0182 1
7792 rs7174755(T;T) 15 68597127 ITGA11 1
7793 rs7221109(C;T) 17 38770286 1
7794 rs725238(G;G) 2 43999182 DYNC2LI1 1
7795 rs735942(A;A) 11 65749337 SART1 1
7796 rs738722(C;C) 22 29130012 CHEK2 5
7797 rs7403531(C;C) 15 38822905 RASGRP1 2
7798 rs7521(A;G) 17 44105395 MAPT 8
7799 rs7556371(A;A) 1 204457336 PIK3C2B 2
7800 rs756529(A;G) 20 48011008 KCNB1 2



7801 rs7628767(A;G) 3 103400082 1
7802 rs7631540(C;T) 3 113830519 1
7803 rs7694661(A;C) 4 7423751 SORCS2 1
7804 rs7713917(A;G) 5 78829249 1
7805 rs7803705(A;A) 7 78094640 MAGI2 1
7806 rs7865618(A;G) 9 22031005 CDKN2BAS 10
7807 rs7911302(A;C) 10 62907226 1
7808 rs7917983(C;T) 10 114732882 TCF7L2 3
7809 rs7930515(C;C) 11 128564794 FLI1 1
7810 rs8065080(C;T) 17 3480447 TRPV1 4
7811 rs8103033(A;G) 19 40170053 LGALS17A 1
7812 rs854547(A;G) 7 94923856 PPP1R9A 2
7813 rs882632(G;G) 2 29280761 1
7814 rs894177(A;A) 3 142894411 PBX2P1 1
7815 rs9271100(C;C) 6 32576478 1
7816 rs9318086(A;G) 13 24432467 MIPEP 1
7817 rs933271(C;T) 22 19931407 COMT 8
7818 rs937254(A;G) 15 57910164 GCOM1 1
7819 rs9375674(A;G) 6 130216510 1
7820 rs9461688(A;A) 6 31271716 1
7821 rs9525625(C;T) 13 43018030 1
7822 rs9616906(A;G) 22 51104680 1
7823 rs9810233(A;A) 3 105010890 1
7824 rs9977253(C;T) 21 26645083 1
7825 rs1024323(A;G) 4 3006043 GRK4 3
7826 rs1063320(C;G) 6 29798749 HLAG 5
7827 rs1291183(G;T) 18 849178 1
7828 rs1383914(A;G) 8 26723049 ADRA1A 1
7829 rs1415259(A;G) 1 162085309 NOS1AP 2



7830 rs1574192(C;T) 2 241308505 2
7831 rs173686(C;T) 5 82811500 VCAN 1
7832 rs1780324(C;T) 1 21821757 4
7833 rs1902341(A;G) 3 31795570 OSBPL10 1
7834 rs2071236(C;T) 5 38595760 LIFR 1
7835 rs2091787(C;T) 2 49244559 FSHR 1
7836 rs2126986(C;T) 16 56351707 GNAO1 1
7837 rs2131109(A;G) 3 49704987 BSN 2
7838 rs2291447(A;C) 17 43212963 ACBD4 1
7839 rs2292298(C;T) 4 37651155 RELL1 1
7840 rs2461823(A;G) 3 119520125 NR1I2 4
7841 rs26595(C;T) 5 115759490 1
7842 rs2940944(G;T) 5 42489142 GHR 2
7843 rs3071(G;T) 10 102114463 SCD 3
7844 rs3733585(C;T) 4 10036339 SLC2A9 1
7845 rs3757840(A;C) 7 44231216 4
7846 rs3762883(C;T) 4 73930552 COX18 1
7847 rs3777134(C;T) 5 147498019 SPINK5
7848 rs4149577(C;T) 12 6447522 TNFRSF1A 3
7849 rs4236(A;G) 12 15035081 MGP 6
7850 rs498793(A;G) 11 61624705 FADS2 5
7851 rs503279(A;G) 19 49209010 FUT2 1
7852 rs504963(C;T) 19 49208865 FUT2 3
7853 rs584087(A;G) 18 48392550 2
7854 rs600640(C;T) 13 29063969 FLT1 2
7855 rs601663(C;T) 12 112123284 BRAP 1
7856 rs6275(C;T) 11 113283477 DRD2 25
7857 rs628117(A;G) 1 107997106 NTNG1 2



7858 rs657152(G;T) 9 136139265 ABO 8
7859 rs702873(A;G) 2 61081542 FLJ16341 4
7860 rs780093(A;G) 2 27742603 GCKR 11
7861 rs780094(A;G) metabolic consequences 2 27741237 GCKR 91
7862 rs878960(A;G) 15 26928936 GABRB3 3
7863 rs971572(G;T) 1 184068508 1
7864 rs978906(A;G) 2 11323276 ROCK2 1
7865 rs998584(G;T) 6 43757896 1
7866 rs10091038(A;C) 8 29360305 1
7867 rs10224002(A;A) 7 151415041 PRKAG2 1
7868 rs1042393(G;G) 17 78079597 GAA
7869 rs1057090(C;T) 8 6479042 MCPH1 3
7870 rs10748185(A;G) 12 72335855 TPH2 2
7871 rs11785599(C;T) 8 22892274 TNFRSF10B 1
7872 rs12481805(G;G) 21 43562899 UMODL1 1
7873 rs12595433(G;G) 15 63290645 IGKV2OR223 1
7874 rs177852(C;C) 14 38111870 TTC6 1
7875 rs1800522(C;T) 21 45717550 AIRE 1
7876 rs1999930(G;G) 6 116387134 1
7877 rs2073438(G;G) 17 6900076 ALOX12 4
7878 rs2296972(G;G) 13 47428471 HTR2A 4
7879 rs264943(A;C) 2 104298541 1
7880 rs2859998(G;G) 8 59324162 UBXN2B 1
7881 rs2969180(G;G) 17 11407901 SHISA6 2
7882 rs3001032(T;T) 1 219727779 1
7883 rs3136202(G;G) 16 14038174 ERCC4 1
7884 rs365132(G;T) 5 176378574 UIMC1 6
7885 rs3785977(A;G) 17 9080571 NTN1
7886 rs3846421(A;G) 4 7285356 SORCS2 1



7887 rs4131099(C;C) 16 51330531 1
7888 rs4363506(C;T) 10 129274503 3
7889 rs4657015(A;G) 1 161272441 1
7890 rs6420424(A;G) 16 81242102 PKD1L2 2
7891 rs7012413(C;C) 8 38317398 FGFR1 3
7892 rs730775(A;G) 6 44232074 NFKBIE 1
7893 rs8065311(G;T) 17 54203360 1
7894 rs839523(G;G) 2 212816089 ERBB4 8
7895 rs9290065(C;T) 3 160776964 PPM1L 2
7896 rs943003(A;A) 6 132141012 ENPP1 1
7897 rs9661599(A;T) 1 240548069 FMN2 1
7898 rs9883204(C;C) 3 123096820 ADCY5 6
7899 rs9938550(A;G) 16 30999142 HSD3B7
7900 rs1039559(C;T) 4 38831596 TLR6 7
7901 rs11832(A;G) 14 94843565 SERPINA1
7902 rs1537849(A;G) 1 240554447 FMN2 2

7903 rs1805127(A;G) 21 35821821 KCNE1 16
7904 rs2077647(A;G) 6 152129077 ESR1 21
7905 rs2664299(A;G) 14 99742187 1
7906 rs3796863(A;C) 4 15849986 CD38 5
7907 rs3820129(A;G) 1 147091972 BCL9
7908 rs3820198(G;T) 1 53792651 LRP8 3
7909 rs7041(G;T) 4 72618334 GC 35 1.5
7910 rs708382(A;G) 17 42442344 FAM171A2 1
7911 rs10018204(C;T) 4 9964570 SLC2A9 1
7912 rs1006798(A;G) 4 3258373 C4orf44 1
7913 rs10454142(T;T) 2 48646399 1
7914 rs10508459(A;T) 10 13363046 SEPHS1 1



7915 rs10769780(T;T) 11 7367095 SYT9 1
7916 rs10885406(A;G) 10 114777724 TCF7L2 5
7917 rs11646213(A;T) 16 82642651 4
7918 rs1167849(G;G) 6 137349025 IL20RA 1
7919 rs11765886(C;C) 7 69238158 AUTS2 1
7920 rs12200560(A;G) 6 97080198 1
7921 rs12476147(A;T) 2 185800905 ZNF804A 1
7922 rs1350445(T;T) 11 91952154 1
7923 rs2071023(C;G) 20 56135934 PCK1 3
7924 rs2209972(C;C) higher risk for PCOS? 10 94179028 MARK2P9 2
7925 rs2301888(C;C) 1 17672730 PADI4 1
7926 rs2416806(C;G) 9 123690292 TRAF1 2
7927 rs2618476(C;T) 8 11352541 BLK 3
7928 rs2877098(C;C) 7 41743294 INHBAAS1 1
7929 rs295301(A;G) 3 141338641 1
7930 rs3024877(G;G) 2 191904889 STAT4 3
7931 rs4663302(C;T) 2 239203761 1

7932 rs4889240(C;T) 16 81156522 PKD1L2 2
7933 rs490683(C;G) 3 172175074 2
7934 rs6472866(C;T) 8 75513134 FLJ39080 1
7935 rs6807362(C;G) 1 normal autism risk 3 183778010 HTR3C 2
7936 rs6987702(T;T) 8 126504726 3
7937 rs6992848(T;T) 8 141150169 TRAPPC9 1
7938 rs7924080(C;T) 10 114787012 TCF7L2 1
7939 rs8056413(G;T) 16 84082650 1
7940 rs863221(G;T) 5 80042275 MSH3 1
7941 rs9277359(C;C) 6 33050024 HLADPB1 1
7942 rs9820695(A;G) 3 103331483 1



7943 rs9821642(A;G) 3 103345439 1
7944 rs1053517(C;T) 2 206987015 ZNF92P3 1
7945 rs1382368(A;G) 5 82451075 XRCC4 2
7946 rs1824024(G;T) 7 136643694 CHRM2 11
7947 rs2061174(C;T) 7 136661400 CHRM2 8
7948 rs2073618(C;G) 8 119964052 TNFRSF11B 14
7949 rs3758149(C;T) 8 63951728 GGH 4
7950 rs3811070(A;G) 6 96559849 FUT9 3
7951 rs496892(A;G) 9 22024351 CDKN2BAS 3
7952 rs910925(C;G) 17 649547 GEMIN4 4
7953 rs1082714(C;T) 12 67628831 1
7954 rs11865038(C;T) 16 31095171 PRSS53 1
7955 rs12101255(C;T) 14 81451052 TSHR 4
7956 rs1467967(A;A) 17 43986179 MAPT 4
7957 rs279826(A;G) 4 46334209 GABRA2 7
7958 rs2826891(C;T) 21 22910116 NCAM2 1
7959 rs2944755(C;C) 8 141574194 EIF2C2 1
7960 rs421446(T;T) 6 33174783 RING1 2

7961 rs4245791(T;T) 2 44074431 ABCG8 4
7962 rs636864(C;C) 6 149525606 1
7963 rs6564851(G;T) higher betacarotene levels 16 81264597 6
7964 rs7147503(C;T) 14 101539384 MEG9 1
7965 rs9533799(A;C) 13 44808174 1
7966 rs2115819(C;T) 10 45901089 ALOX5 12
7967 rs2184711(C;T) 1 240554988 FMN2 2
7968 rs2517713(A;C) 6 29918099 HCP5P3 2
7969 rs436000(A;C) 2 76240361 1
7970 rs4963128(A;G) 11 589564 PHRF1 14



7971 rs10010325(A;C) 4 106106353 TET2 1
7972 rs10096097(A;A) 1 normal Anorexia Nervosa risk 8 30027098 DCTN6 1 2
7973 rs10105606(C;C) 8 19827848 4
7974 rs1019238(A;G) 17 54278715 ANKFN1 1
7975 rs10195871(G;G) 2 60720589 BCL11A
7976 rs10458787(G;G) 10 4655565 1
7977 rs1046896(C;C) 17 80685533 FN3KRP 2
7978 rs1046934(A;C) 1 184023529 TSEN15 2
7979 rs10475598(C;T) 5 173648438 1
7980 rs1048971(A;G) 1 207646322 CR2 2
7981 rs10505725(G;G) 12 2056363 DCP1B 1
7982 rs10515237(A;G) 5 95751549 PCSK1
7983 rs10518224(C;C) 4 80564508 1

7984 rs1061147(A;C) 1 Normal 0.97x risk for Age Related Macular
Degeneration. 1 196654324 CFH 6 2

7985 rs10737562(A;G) 1 189723623 1
7986 rs10749535(C;T) 10 88104526 GRID1 1
7987 rs10774021(T;T) 12 349298 SLC6A13 1
7988 rs10786436(C;C) 10 100300182 HPSE2 1
7989 rs1079635(A;A) 16 78863615 WWOX 3

7990 rs10801555(A;G) 1 196660261 CFH 5
7991 rs10824792(C;T) 10 54526206 MBL2 7
7992 rs10844154(A;C) 12 32380501 BICD1 2
7993 rs10859871(A;A) 12 95711876 1
7994 rs10875976(A;G) 12 50226467 BCDIN3DAS1 1
7995 rs10882272(C;T) 10 95348182 GPR120 1
7996 rs10931041(C;T) 2 183685562 1
7997 rs11030096(C;T) 11 27665543 BDNFAS1 1
7998 rs11075253(C;C) 16 15148646 NTAN1 1



7999 rs11079321(G;G) 17 55747416 MSI2 1
8000 rs11168249(C;T) 12 48208368 HDAC7 1
8001 rs11243081(C;T) 6 6337506 1
8002 rs11742570(C;T) 5 40410584 3
8003 rs11767191(C;T) 7 48817965 1
8004 rs11982486(C;T) 7 95055598 PON2 1
8005 rs12101261(C;T) 14 81451229 TSHR 1
8006 rs12324805(A;A) 15 82352200 3
8007 rs12454712(C;T) 18 60845884 BCL2 2
8008 rs12597188(A;G) 16 68814826 CDH1 1
8009 rs12632110(A;G) 3 50224225 SEMA3F 3
8010 rs12706832(A;G) 7 127887139 LEP 1
8011 rs12809597(T;T) 12 52356323 ACVR1B 1
8012 rs13210323(A;A) 6 35005084 ANKS1A 1
8013 rs1341164(C;T) 10 96800873 CYP2C8 1
8014 rs139909(T;T) 22 40697581 TNRC6B 1
8015 rs1624395(A;G) 12 66618216 IRAK3 4
8016 rs17236239(A;G) None 7 147582305 CNTNAP2 3 2
8017 rs1775715(A;G) 10 32309005 KIF5B 2
8018 rs1799787(C;C) 19 45856144 ERCC2 4

8019 rs180223(G;T) 8 133900252 TG 1
8020 rs1845344(G;T) 4 120962385 1
8021 rs1878022(T;T) 12 108699032 CMKLR1 1
8022 rs1921310(A;A) 2 162049201 TANK 1
8023 rs2048718(C;T) 17 59940819 BRIP1 4
8024 rs2069550(C;T) 8 133900386 TG 1
8025 rs2070946(A;A) 21 46341197 ITGB2 1
8026 rs2072454(C;T) 7 55214348 EGFR 3



8027 rs2072499(T;T) 1 156169610 SLC25A44 1
8028 rs2224865(G;T) 10 85422854 1
8029 rs2228000(C;C) normal 3 14199887 XPC 22 1
8030 rs2302762(C;C) 17 7358861 CHRNB1 2
8031 rs235326(C;C) 21 46311813 ITGB2 2
8032 rs2367563(T;T) 12 96057184 NTN4 2
8033 rs2380205(C;T) 10 5886734 4
8034 rs2479106(A;A) 9 126525212 DENND1A 8
8035 rs2494262(A;C) 1 159253672 FCER1A 3
8036 rs2494938(A;G) 6 40536128 LRFN2 1
8037 rs2738048(T;T) 8 6822785 1
8038 rs2745851(A;G) 20 17829280 1
8039 rs2833610(G;G) 21 33385186 1

8040 rs2839471(C;T) 1.6x increased risk for high myopia in
Japanese (but not Chinese) 21 43554456 UMODL1 1

8041 rs2891168(A;G) 9 22098619 CDKN2BAS 5
8042 rs3106598(A;G) 13 61678912 1
8043 rs3117098(T;T) 6 32358513 HCG23 3
8044 rs3127599(G;G) 6 160907134 LPAL2 3
8045 rs340630(A;G) 4 87958395 AFF1 2
8046 rs370409(T;T) 6 90921740 BACH2 1
8047 rs3737964(G;G) 1 11867044 CLCN6 3
8048 rs3741240(A;G) 11 62186542 SCGB1A1 3
8049 rs3772219(T;T) 3 56771251 ARHGEF3 1
8050 rs3785157(C;T) 16 55729836 SLC6A2 3
8051 rs3786897(A;G) 19 33893008 PEPD 2
8052 rs3794884(A;A) 18 29176971 TTR 2
8053 rs3808585(C;C) 8 26724326 ADRA1A 1
8054 rs3814113(C;T) 0.8x decreased risk for ovarian cancer 9 16915021 4



8055 rs3859192(C;T) 17 38128648 GSDMA 2
8056 rs3865444(G;G) 19 51727962 CD33 6
8057 rs3917225(A;G) 2 102769302 IL1R1 2
8058 rs3957357(A;G) 6 52668687 GSTA1 4
8059 rs4312989(C;T) 6 55810482 2
8060 rs4432842(T;T) 5 57172078 1
8061 rs4444235(C;T) 14 54410919 22
8062 rs4492018(A;G) 4 123514528 1
8063 rs4596632(A;A) 8 132353735 1
8064 rs4601326(G;G) 8 131492228 2
8065 rs4730273(C;C) 7 107479519 2
8066 rs4759659(A;G) 12 130837288 PIWIL1 1
8067 rs476828(A;A) 18 57852587 3
8068 rs4769060(A;G) 13 31337877 ALOX5AP 4
8069 rs4802666(G;G) 19 50721074 MYH14 1
8070 rs4859682(A;C) 4 77410318 SHROOM3 2
8071 rs4864548(A;G) 1.8x higher risk for obesity if in haplotype 4 56413803 CLOCK 3
8072 rs4871297(A;G) 8 123706155 1
8073 rs4982731(C;T) 14 23585333 CEBPE 1
8074 rs4996815(G;T) 13 106651661 1
8075 rs513349(A;G) 6 33541719 BAK1 2
8076 rs549908(T;T) 11 112020916 IL18 12
8077 rs556621(C;C) 6 44594159 1
8078 rs6013382(C;T) 20 50702633 ZFP64 2
8079 rs6066084(A;G) 20 45460323 1
8080 rs6435957(T;T) 2 217878209 1
8081 rs645088(C;T) 18 48456903 ME2 2
8082 rs6568431(A;C) 6 106588806
8083 rs6601327(A;G) 8 9395532 1



8084 rs6859(A;G) 19 45382034 PVRL2 8
8085 rs6977820(C;C) 7 154072020 DPP6 1
8086 rs7085104(A;A) 10 104628873 AS3MT 3
8087 rs7120118(T;T) 11 47286290 NR1H3 7
8088 rs716508(T;T) 16 6336912 A2BP1 1
8089 rs7214723(C;T) 17 3775848 CAMKK1 2
8090 rs7232775(T;T) 18 43202404 SLC14A2 1
8091 rs723744(C;C) 18 29172476 TTR 3
8092 rs7247513(T;T) 19 12691185 ZNF490 1
8093 rs7562790(G;T) 2 36673555 CRIM1 1
8094 rs7579899(A;G) 2 46537604 EPAS1 3
8095 rs7602460(A;G) 2 182261869 1
8096 rs762237(C;T) 21 34408177 2
8097 rs770182(A;A) 5 107118140 1
8098 rs8102476(C;T) 19 38735613 3
8099 rs874628(T;T) 19 18304700 MPV17L2 4
8100 rs884202(A;G) 0.69x risk for restless legs 15 68054388 MAP2K5 1
8101 rs9268528(A;G) 6 32383108 1
8102 rs9296092(A;G) 6 33478496 SYNGAP1 1
8103 rs931812(C;T) 8 101919321 2
8104 rs941827(T;T) 10 114558887 VTI1A 1
8105 rs946261(C;T) 1 203157873 CHI3L1 1
8106 rs9502893(C;T) 6 1340189 2
8107 rs9820070(A;C) 3 187687074 LOC100505844 1
8108 rs9825563(A;A) 3 113900220 1
8109 rs9902941(T;T) 17 17733760 SREBF1 1
8110 rs9914077(A;G) 17 8040294 TRNAS6
8111 rs9921222(C;T) 16 375782 AXIN1 1
8112 rs1004982(A;G) 15 51613811 CYP19A1 1



8113 rs1040173(A;G) 2 146120511
8114 rs1054487(C;T) 19 12772165 MAN2B1
8115 rs1126757(A;G) 19 55879872 IL11 5
8116 rs1150258(A;G) 1 207074905 IL24 2
8117 rs1373692(G;T) 5 40431183 3
8118 rs1405069(G;T) 6 36922684 PI16 1
8119 rs1428642(A;G) 19 53812523 LOC100128254 1
8120 rs1431318(C;T) 17 54192523 1
8121 rs1513670(A;G) 17 41807331 5
8122 rs1532624(G;T) 16 57005479 CETP 9
8123 rs1533087(A;G) 20 594780 1
8124 rs1726745(A;G) 11 73713442 UCP3 2
8125 rs1816752(C;T) 13 24980949 1
8126 rs1824717(A;G) 8 89075979 MMP16 1
8127 rs1870805(C;T) 8 140995243 TRAPPC9 1
8128 rs2024125(C;T) 7 43158477 HECW1IT1 1
8129 rs2064863(A;C) 20 54962772 AURKA 1
8130 rs2075577(C;T) 11 73715542 UCP3 6
8131 rs2214681(C;T) 7 147702692 CNTNAP2 2
8132 rs2242592(C;T) 11 113279430 DRD2 3
8133 rs2305767(A;G) 19 17294296 MYO9B 5

8134 rs2473277(C;T) 1 22361845 1
8135 rs2540226(G;T) 2 39959060 2
8136 rs2550948(A;G) 5 1450444 1
8137 rs2964475(A;C) 5 5407814 1
8138 rs2965169(G;T) 19 45251156 BCL3
8139 rs361147(A;C) 4 152890563 LOC100505685
8140 rs3756648(C;T) 5 162891894 HMMR 1



8141 rs3806308(A;G) 1 20142866 RNF186 4
8142 rs3828275(A;G) 2 171682740 GAD1 2
8143 rs3894194(C;T) 17 38121993 GSDMA 4
8144 rs391023(A;G) 16 85927814 1
8145 rs483905(C;T) 11 96023427 MAML2 1
8146 rs5569(C;T) 16 55731835 SLC6A2 16
8147 rs572515(C;T) 1 196646261 CFH 1 2
8148 rs6600671(A;C) 1 121200490 1
8149 rs674210(A;G) 18 48446953 ME2 2
8150 rs853326(C;T) 8 133909974 TG 1
8151 rs9033(C;T) 16 67181999 B3GNT9 1
8152 rs937091(G;T) 6 120194916 2
8153 rs967417(C;T) 20 6620893 6
8154 rs997669(A;G) ? 19 30304483 CCNE1 2 1.1
8155 rs10038177(C;T) 5 110436450 WDR36 1
8156 rs10475407(T;T) 5 8093077 1
8157 rs10746463(A;A) 1 207510596 CD55 3
8158 rs10953730(A;A) 7 112911410 2
8159 rs11590090(A;C) 1 113313563 1
8160 rs11597390(A;G) 10 101861435 4
8161 rs11894252(C;T) 2 46533376 EPAS1 2
8162 rs12473579(A;G) 2 203204567 1

8163 rs12504628(C;T) 4 145436324 2
8164 rs12593813(A;G) 0.71x risk for restless legs 15 68036852 MAP2K5 6
8165 rs1260326(C;T) 2 27730940 GCKR 39
8166 rs1371614(C;C) 2 27152874 DPYSL5 1
8167 rs1387153(C;C) 11 92673828 MIR1942 20
8168 rs1486012(A;T) 3 113839422 2



8169 rs1549059(C;C) 13 106249309 1
8170 rs1550922(A;G) 3 59659658
8171 rs1895507(G;G) 16 60462696 1
8172 rs2074234(T;T) 11 2432964 TRPM5 1
8173 rs2207396(G;G) 6 152382382 ESR1 2
8174 rs2224721(C;C) 13 47432154 HTR2A 2
8175 rs2240920(G;G) 3 52831009 ITIH3 1
8176 rs2267715(A;A) 7 30716087 CRHR2 1
8177 rs2274910(C;T) 1 160852046 ITLN1 2
8178 rs2287074(A;G) 16 55527113 MMP2 5
8179 rs2383024(G;T) 9 17487945 CNTLN 1
8180 rs2607420(T;T) 19 41244887 ITPKC 1
8181 rs3124314(C;T) 1 152037515 1 2
8182 rs3749474(C;T) 4 56300685 CLOCK 5
8183 rs381815(C;C) 11 16902268 PLEKHA7 2
8184 rs4339211(C;T) 4 9947658 SLC2A9 1
8185 rs4354668(G;T) 11 35440976 SLC1A2 1
8186 rs4732682(C;T) 8 26720893 ADRA1A 1
8187 rs4831837(A;G) 8 12711863 1
8188 rs4880487(C;C) 10 1246883 ADARB2 1
8189 rs516115(A;A) 12 91557292 DCN 4
8190 rs6454674(T;T) 6 88872930 CNR1 5
8191 rs6781182(C;C) 3 34212166 1

8192 rs6832769(A;G) 4 56298194 CLOCK 1
8193 rs6896969(A;C) 5 40424426 1
8194 rs7157492(A;A) 14 35727589 KIAA0391 1
8195 rs7161123(A;G) 14 66052901 FUT8
8196 rs7215373(C;T) 17 26075500 LOC645754 1



8197 rs7301328(C;G) 12 14018777 GRIN2B 5
8198 rs7817(C;T) 7 112115658 IFRD1 1
8199 rs7835688(C;G) 8 32411499 NRG1 1
8200 rs873601(A;A) 13 103528337 ERCC5 2
8201 rs9277554(C;C) 6 33055538 HLADPB1 2
8202 rs9296158(G;G) 6 35567082 FKBP5 12
8203 rs9635759(G;G) 17 49613785 1
8204 rs9929218(A;G) 16 68820946 CDH1 22
8205 rs1133330(A;G) 19 12772090 MAN2B1
8206 rs1260333(C;T) 2 27748624 4
8207 rs1963982(C;T) 8 73106916 LOC392232 2
8208 rs2229864(C;T) 7 103155705 RELN 1
8209 rs2290608(A;G) 3 3151759 IL5RA 1
8210 rs25487(A;G) 2x higher risk for skin cancer 19 44055726 XRCC1 29
8211 rs2715439(A;G) 15 99492313 IGF1R 1
8212 rs2734839(A;G) 11 113286490 DRD2 1
8213 rs543650(A;C) 6 152110943 ESR1 1
8214 rs10065906(A;A) 5 159007778 1
8215 rs10090117(T;T) 8 18381235 1
8216 rs1012729(A;A) normal 12 987482 WNK1 1
8217 rs1036797(C;C) 3 64886110 ADAMTS9AS2 1
8218 rs1045895(A;G) 1 65897981 LEPR 1
8219 rs10502172(C;T) 11 113199146 TTC12 1
8220 rs10510181(A;G) 3 191047 1

8221 rs1056892(G;G) 21 37518706 CBR3 2
8222 rs10748643(A;G) 10 97516764 ENTPD1
8223 rs10783050(C;T) 1 97037083 2
8224 rs10794595(C;T) 10 124881502 1



8225 rs10838525(C;T) 11 5701001 TRIM5 5
8226 rs10876432(A;A) 12 53731891 SP7 5
8227 rs10884402(A;G) 10 108792942 SORCS1 1
8228 rs10932201(A;G) 2 208426257 CREB1 2
8229 rs11089788(A;C) 22 36751101 MYH9 4
8230 rs11201985(A;G) 10 88097795 GRID1 1
8231 rs11264359(A;A) 1 155282829 FDPS 2
8232 rs11535853(C;T) 8 133984058 TG
8233 rs11582300(A;G) 1 156639753 NES 1
8234 rs1165226(C;T) 1 55608005 USP24 2
8235 rs117294(A;C) 22 48453591 1
8236 rs11765954(C;T) 7 92280695 CDK6 3
8237 rs1176744(T;T) 11 113803028 HTR3B 7
8238 rs11769038(G;T) 7 36943314 ELMO1 1
8239 rs11789015(A;A) 9 96716028 BARX1 1
8240 rs11847263(G;T) 14 65775695 1
8241 rs11857176(C;T) 15 78164706 1
8242 rs11910494(A;G) 21 33296113 HUNK 1
8243 rs12194062(C;C) 6 128194473 THEMIS 1
8244 rs12261843(T;T) 10 35554054 CCNY 1
8245 rs12499086(A;A) 4 106451311 1
8246 rs12679857(A;A) 8 119977337 1
8247 rs1273516(A;G) 19 15677710 CYP4F23P 1
8248 rs12883384(A;C) 14 47403684 MDGA2 3
8249 rs13006863(C;C) 2 74463566 SLC4A5 2

8250 rs1375144(T;T) 1 Normal risk of developing bipolar disorder 2 116241186 DPP10 1 2
8251 rs1375515(A;A) 3 54476640 CACNA2D3 1
8252 rs14035(C;C) 12 131361241 RAN 4



8253 rs1474747(C;T) 1 159148513 CADM3 1
8254 rs1529316(C;T) 8 3828138 CSMD1 3
8255 rs1531289(G;G) 4 55955232 KDR 3
8256 rs1572072(G;T) 13 24127210 1
8257 rs17299124(C;C) 11 64256859 1
8258 rs1741981(T;T) 1 32756439 HDAC1 2
8259 rs17562004(A;A) 7 7902369 LOC729852 1
8260 rs1789924(C;T) 4 100274286 ADH1C 5
8261 rs1799722(C;T) 14 96671139 BDKRB2 7
8262 rs1882080(A;G) 7 36955841 ELMO1 1
8263 rs1898830(A;G) 4 154608453 TLR2 13
8264 rs1953600(C;T) 10 81911725 ANXA11 2
8265 rs1959947(G;G) 14 41523462 1
8266 rs2020862(C;C) 1 171168584 FMO2 3
8267 rs205498(T;T) 17 54978794 TRIM25 1
8268 rs2069812(C;C) 5 131879916 IL5 13
8269 rs2166975(G;G) 2 70677994 TGFA 3
8270 rs2246786(G;G) 6 95859237 1
8271 rs2253319(C;C) 21 36188046 RUNX1 2
8272 rs2301339(A;G) 12 6954624 GNB3 5
8273 rs2304583(A;G) 15 41032138 FAM82A2 1
8274 rs2416604(C;T) 9 120795990 1
8275 rs2471738(C;T) 17 44076063 MAPT 10
8276 rs2564978(C;C) 1 207494416 CD55 3
8277 rs2596542(G;G) 6 31366595 MICA 6
8278 rs2764264(T;T) 6 108934461 FOXO3 4 2
8279 rs2789679(A;T) 10 81907884 ANXA11 3
8280 rs279845(A;T) 4 46329723 GABRA2 3
8281 rs2953(G;T) 3 41281388 CTNNB1 1



8282 rs2955503(A;A) 12 22198865 CMAS 1
8283 rs3110697(A;G) 7 45955029 IGFBP3 14
8284 rs3115667(G;G) 6 31643399 MSH5 1
8285 rs3117225(C;C) 6 33057711 HLADPA2 1
8286 rs3123078(C;T) 10 51524971 TIMM23B 1
8287 rs351974(A;A) 19 797079 PTBP1 1
8288 rs356220(C;T) 4 90641340 10 1.5
8289 rs3741920(C;C) 12 6938872 LEPREL2 1
8290 rs3777747(A;G) 6 35579002 FKBP5 3
8291 rs3790567(G;G) 1 67822377 IL12RB2 7
8292 rs3814219(G;G) 10 105647095 OBFC1 4
8293 rs3814333(C;T) 1 184007119 COLGALT2 1
8294 rs3823355(C;T) 6 29942083 HCG9 2
8295 rs3939286(G;G) 9 6210099 4
8296 rs4082919(G;T) 17 76377482 PGS1 1
8297 rs4149601(A;G) 18 55816791 NEDD4L 4
8298 rs4233356(G;G) 1 159753183 DUSP23 1
8299 rs424971(C;T) 16 85946450 IRF8 1
8300 rs4276227(C;T) 1.2x risk 3 32330686 CMTM8 1
8301 rs4336372(C;C) 5 174611340 1
8302 rs4382936(A;C) 11 72952400 P2RY2 3
8303 rs4453795(A;G) 3 192093975 FGF12 2
8304 rs4651156(G;G) 1 183837032 RGL1 2
8305 rs4692256(C;T) 4 27744718 1
8306 rs4713693(C;T) 6 33817929 1
8307 rs479526(C;T) 6 11618167 1
8308 rs4900442(C;T) 14 100158241 CYP46A1 2
8309 rs4921617(C;C) 8 18782047 PSD3 1



8310 rs4947986(G;G) 7 55221655 EGFR 1
8311 rs5743305(A;T) 4 186989333 TLR3 4
8312 rs5757133(C;C) 22 38947835 DMC1 1
8313 rs6102059(C;C) 20 39228784 4
8314 rs6133175(A;A) 20 4891759 SLC23A2 2
8315 rs6428503(C;T) 1 89584069 GBP2 1
8316 rs6465825(C;T) 7 77416439 1
8317 rs6478108(C;T) 9 117558703 TNFSF15 4
8318 rs6494223(C;T) in ALZ patients, increased risk of delusions 15 32396457 CHRNA7 3
8319 rs6661961(C;T) 1 152442289 1
8320 rs6723097(A;C) 2 202128618 CASP8 2
8321 rs6769511(T;T) 3 185530290 IGF2BP2 2
8322 rs6774494(G;G) 3 169082633 MDS1 2
8323 rs6852535(A;G) 4 123478716 2
8324 rs6876835(A;G) 5 6599222 NSUN2 1
8325 rs6903608(T;T) 6 32428285 HLADRB9 9
8326 rs6904029(A;G) 6 29943067 MICD 4
8327 rs7081455(G;T) 10 20638885 FGF22 3
8328 rs7090512(T;T) 10 6110829 2
8329 rs7199343(A;T) 16 73009024 ZFHX3 3
8330 rs7212142(A;G) 17 78623941 RPTOR 1
8331 rs7217270(A;G) 17 3421475 TRPV3 1
8332 rs7236090(C;T) 18 60947111 BCL2 1
8333 rs727088(A;G) 18 67530439 CD226 5
8334 rs7312017(C;G) 12 48954225 OR5BS1P 1
8335 rs7435(A;A) 21 45404338 AGPAT3 1
8336 rs7495052(C;T) 15 92552029 SLCO3A1 2
8337 rs7503034(C;C) 17 78184393 SGSH
8338 rs757411(C;T) 17 38775150



8339 rs7580332(A;G) 2 18540644 1
8340 rs758502(C;T) 19 495600 MADCAM1 1
8341 rs7671167(C;T) 4 89883979 FAM13A 2
8342 rs7728043(C;T) 5 5897694 1
8343 rs7744813(A;C) 6 73643289 KCNQ5 1
8344 rs7810727(C;T) 7 139591860 TBXAS1 1
8345 rs790356(A;G) 11 83620787 DLG2 1
8346 rs7920517(A;G) 10 51532621 TIMM23B 4
8347 rs7929679(A;G) 11 34805849 1
8348 rs7955200(T;T) 12 26585829 ITPR2 1
8349 rs8014204(A;G) 14 75322794 PROX2 1
8350 rs9277378(A;A) 6 33050279 HLADPB1 3
8351 rs9316500(G;T) 13 51094114 1
8352 rs931734(A;G) 4 53296310 1
8353 rs9318225(C;T) 13 74491265 KLF12 2
8354 rs9321013(G;G) 6 125330921 RNF217 1
8355 rs9789480(C;C) 2 199047626 1
8356 rs9859538(A;G) 3 151090963 P2RY12 1
8357 rs9883654(C;T) 3 152721975 1
8358 rs1076991(A;G) 14 64855041 MTHFD1 3
8359 rs1233560(C;T) 7 155593438 1
8360 rs1292011(C;T) 12 115836522 3
8361 rs1320900(A;C) 3 131713566 CPNE4 1
8362 rs1341239(G;T) 6 22304204 PRL 7
8363 rs1419881(C;T) 6 31130593 TCF19 4
8364 rs1464510(G;T) 3 188112554 LPP 8

8365 rs1497571(A;G) 4 46059250 GABRG1 1
8366 rs1529729(A;G) 19 11163562 SMARCA4 5



8367 rs156697(C;T) 10 106039185 GSTO2 8
8368 rs1713419(C;T) 14 20834548 TEP1 1
8369 rs180515(C;T) 17 58024275 RPS6KB1 2
8370 rs1902491(G;T) 4 156055333 1
8371 rs2025805(C;T) 1 65949878 LEPR 2
8372 rs212388(A;G) 6 159490436 5
8373 rs2161829(C;T) 2 118856914 INSIG2 1
8374 rs2285932(A;G) 12 113386950 OAS3 3
8375 rs229527(G;T) 22 37581485 C1QTNF6 2
8376 rs2301241(C;T) 9 113019508 TXN 1
8377 rs2444217(C;T) 16 4038387 ADCY9 1
8378 rs2523822(C;T) 6 29828660 HLAG 2
8379 rs25486(A;G) 19 44055898 XRCC1 1
8380 rs266717(A;G) 3 186530484 1
8381 rs2889529(C;T) 17 76897475 TIMP2 2
8382 rs2959003(C;T) 15 74628891 CCDC33 2
8383 rs2975033(C;T) 6 29822261 MICF 2
8384 rs3745009(C;T) 18 43262359 SLC14A2 2
8385 rs3757385(A;C) 7 128577304 IRF5 3
8386 rs4541696(C;T) 5 581053 1
8387 rs454886(C;T) 5 112146117 APC 2
8388 rs470119(A;G) 22 50966914 TYMP 1
8389 rs479844(C;T) 11 65551957 2
8390 rs652520(A;G) 6 93713805 1
8391 rs698078(C;T) 3 186459227 KNG1 1
8392 rs721575(A;G) 17 61782920 STRADA 4
8393 rs8192440(C;T) 12 107395106 CRY1 2

8394 rs843358(C;T) 3 183861243 EIF2B5



8395 rs10049246(A;G) 3 185686741 LOC344887 3
8396 rs1429934(T;T) 18 21162288 NPC1 1
8397 rs2441755(C;C) 10 68165267 CTNNA3 1
8398 rs6819013(A;A) 4 16908004 1
8399 rs7112925(C;T) 11 66826160 RHOD 1
8400 rs9275563(C;T) 6 32677912 1
8401 rs9292777(C;T) 5 40437948 6
8402 rs9858213(G;G) 3 49731861 RNF123 1
8403 rs1051992(C;T) 11 6340706 PRKCDBP 1
8404 rs5275(C;T) 0.68x decreased risk for bladder cancer 1 186643058 PTGS2 20
8405 rs1031772(T;T) 2 18114553 KCNS3 3
8406 rs10761571(A;C) 10 62907028 1
8407 rs10870077(C;G) 9 139263891 CARD9 2
8408 rs10995271(C;G) 10 64438486 4
8409 rs11014166(A;T) 10 18708798 CACNB2 4
8410 rs11023100(A;G) 11 14160504 SPON1 1
8411 rs11196174(A;A) 10 114734096 TCF7L2 1
8412 rs1183910(C;C) 12 121420807 HNF1A 4
8413 rs11942223(T;T) 4 9962765 SLC2A9 2
8414 rs11995824(C;G) 8 120012700 2
8415 rs12523547(C;G) 5 159662724 FABP6 1
8416 rs12740374(G;G) 1 109817590 CELSR2 14
8417 rs13126513(C;T) 4 100444684 C4orf17 1
8418 rs1573231(C;T) 9 91448516 1
8419 rs1800783(A;T) 7 150689397 NOS3 12
8420 rs1801280(C;T) 8 18257854 NAT2 22
8421 rs1933182(G;G) 1 109999838 1
8422 rs2629046(C;T) 2 225047744 1



8423 rs2808635(T;T) 1 159694209 2
8424 rs3760138(G;T) 17 74463109 AANAT 2
8425 rs4026608(C;T) 12 66394664 1
8426 rs4606490(C;T) 11 124742731 ROBO3 1
8427 rs6439371(A;G) 3 132610752 1
8428 rs6519955(G;G) 22 46421842 1
8429 rs6815001(C;G) 4 9958662 SLC2A9 1
8430 rs6856902(G;G) 4 163515298
8431 rs722599(C;T) 14 75327443 PROX2 1
8432 rs7241993(C;C) 18 76773973 1
8433 rs7639352(C;C) 3 186578474 1
8434 rs7984966(T;T) 13 47429446 HTR2A 2.5
8435 rs806794(A;A) 6 26200677 HIST1H2AD 2
8436 rs833060(G;G) 6 43735149 1
8437 rs922948(T;T) 3 69442637 1
8438 rs9533089(A;T) 13 42951012 1
8439 rs1410766(A;G) 6 8525360 LOC100506207 1
8440 rs1537378(C;T) 9 22061614 CDKN2BAS 6
8441 rs1709184(A;G) 6 152182917 ESR1 1
8442 rs1963569(G;T) 4 169338520 DDX60L 1
8443 rs2306494(C;T) 8 73951227 TERF1 1
8444 rs3740066(A;G) 1.6x risk for ICP 10 101604207 ABCC2 10
8445 rs3748050(A;G) 6 35765068 CLPS 2
8446 rs585344(C;T) 18 48398867 1
8447 rs651852(A;G) 5 78409060 BHMT 2
8448 rs703965(A;G) 10 80955067 ZMIZ1 1
8449 rs887464(A;G) 6 31145920 PSORS1C3 4
8450 rs994988(A;G) 6 103799046 1
8451 rs1000778(G;G) 11 61655305 FADS3 2



8452 rs10850409(G;G) 12 115381740 1
8453 rs10936601(C;C) 3 169528449 LRRC34 1
8454 rs1159327(G;G) 6 152048022 ESR1 1
8455 rs12924729(G;G) 16 11187783 CLEC16A 2
8456 rs1728918(G;G) 2 27635463 1
8457 rs1783925(T;T) 11 125304009 PKNOX2 1
8458 rs1800790(G;G) 4 155483708 FGB 19
8459 rs2071002(A;A) 6 3000303 NQO2 3
8460 rs2841277(C;T) 14 105391005 PLD4 2
8461 rs2910397(G;G) 19 48398117 1
8462 rs324015(G;G) 12 57490100 STAT6 5
8463 rs3748069(A;A) 6 142767633 GPR126 3
8464 rs3806932(A;G) 5 110405675 TSLP 2
8465 rs383362(G;T) 16 79245820 WWOX 1
8466 rs4752566(G;T) 10 123267631 FGFR2 2
8467 rs4775899(C;T) 15 50967723 TRPM7 1
8468 rs4902642(A;G) 14 69210199 1
8469 rs4954956(C;C) 2 139544577 NXPH2 1
8470 rs571312(G;G) 18 57839769 6
8471 rs6854783(A;G) 4 145643079 HHIP 5
8472 rs706895(T;T) 6 112041359 FYN 2
8473 rs7181230(A;G) 15 40360741 USP6NL 1
8474 rs7620503(C;T) 3 177304298 LINC00578 1
8475 rs7900873(G;G) 10 14863864 CDNF 1
8476 rs8058295(C;C) 16 9911386 GRIN2A 1
8477 rs8068149(A;G) 17 26088855 NOS2 2
8478 rs9268542(A;G) 6 32384721 1
8479 rs9462343(G;G) 6 37620776 MDGA1 1



8480 rs9487094(A;G) 6 109742015 PPIL6 1
8481 rs9951925(A;C) 18 71878517 1
8482 rs1327474(A;G) 6 137541075 IFNGR1 4
8483 rs1799998(C;T) 8 143999600 CYP11B2 11
8484 rs1800890(A;T) 1 206949365 27
8485 rs2070592(A;G) 17 42031331 PYY 1
8486 rs226380(G;T) 12 9268473 A2M 1
8487 rs2616262(A;C) 4 88723210 IBSP 1
8488 rs2709736(A;G) 7 20862302 1
8489 rs569434(C;T) 9 135344407 C9orf171 1
8490 rs642698(G;T) 18 48422985 ME2 2
8491 rs10040363(A;G) 5 82473645 XRCC4 1
8492 rs10204137(A;G) 2 102968212 IL1RL1 1
8493 rs10515083(A;T) 17 52964057 1
8494 rs10754833(C;T) 1 236184931 NID1 1
8495 rs10792830(A;G) 11 85838808 1
8496 rs10796051(C;T) 10 13310071 1
8497 rs10830962(C;G) 11 92698427 8
8498 rs10835210(A;C) 11 27695910 BDNF 7
8499 rs10873998(C;T) 1 79263805 1
8500 rs10875943(T;T) 12 49676010 1
8501 rs10888501(A;G) 1 152537954 LCE3E 1
8502 rs11082277(A;G) 18 40050363 CENPW 1
8503 rs11150843(A;A) 17 78079669 GAA
8504 rs11554159(G;G) 19 18285944 IFI30 1
8505 rs11597086(A;C) 10 101953705 CHUK 4
8506 rs11650066(G;G) 17 32287449 ACCN1 1
8507 rs11672691(G;G) 19 41985587 SLC26A6 2
8508 rs1169313(C;T) 12 121442670 C12orf43 6



8509 rs11728697(C;T) 4 88898941 SPP1 3
8510 rs11848785(A;A) 14 72057355 SIPA1L1 1
8511 rs11859036(A;C) 16 80305551 1
8512 rs11999802(T;T) 9 5189773 1
8513 rs12199222(G;G) 6 17699322 NUP153 1
8514 rs12363125(C;T) 11 113285916 DRD2 2
8515 rs12470143(C;T) 2 31763558 SRD5A2 3
8516 rs12527253(A;G) 6 89293745 1
8517 rs1269486(G;G) 10 8096199 GATA3 3
8518 rs12735613(G;G) 1 118883973 4
8519 rs13072512(A;G) 3 71414045 FOXP1 1
8520 rs13076312(C;T) 3 188089254 LPP 1
8521 rs13120400(T;T) 4 89033527 ABCG2 1
8522 rs13189969(G;T) 5 105297529 1
8523 rs13317(T;T) 8 38269514 FGFR1 3
8524 rs13330107(A;G) 16 76878862 1
8525 rs1371867(A;C) 8 101330209 1
8526 rs1469170(C;C) 11 110741014 1
8527 rs1529093(C;T) 2 177909595 1
8528 rs1541160(A;A) 1 169995802 KIFAP3 3
8529 rs1654410(C;T) 19 55524813 GP6 2
8530 rs17356664(C;C) 19 45740771 1
8531 rs17374749(G;G) 3 136768010 1
8532 rs1800775(A;C) 16 56995236 CETP 27
8533 rs184234(T;T) 15 101251719 1
8534 rs1880242(G;T) 7 22759607 4
8535 rs1915279(G;G) 1 239075714 1
8536 rs1923775(T;T) 4 2103096 POLN 1



8537 rs1949733(G;G) 4 8503359 1
8538 rs1983891(C;C) 6 41536427 FOXP4 3
8539 rs2055729(A;A) 8 9792662 1
8540 rs2075685(G;T) 5 82372665 TMEM167A 8
8541 rs2180233(A;A) 1 30627712 2
8542 rs2228375(A;A) 6 17675246 NUP153
8543 rs2240927(C;C) 19 9362343 OR7E24 1
8544 rs2243123(T;T) 3 159709651 IL12A 5
8545 rs2246709(A;A) 7 99365719 CYP3A4 3
8546 rs2269726(T;T) 22 19785006 GNB1L 1
8547 rs2301880(C;C) 12 1003837 WNK1 2
8548 rs2305160(C;C) 2 101591304 NPAS2 2
8549 rs2333194(A;G) 14 73767214 NUMB 1
8550 rs2427345(C;T) 20 61015611 1
8551 rs2437896(T;T) 2 176322489
8552 rs2787702(C;T) 10 63307475 1
8553 rs2836878(G;G) 21 40465534 8
8554 rs2842643(A;A) 6 41650736 TFEB 1
8555 rs3024409(G;G) 6 6223294 F13A1 1
8556 rs3177980(T;T) 1 169676486 SELL 1
8557 rs356221(A;T) 4 90642464 2
8558 rs362584(G;G) 20 10254475 SNAP25
8559 rs3745367(G;G) 19 7734511 RETN 5
8560 rs3748570(A;G) 1 156640156 NES 1
8561 rs3762986(C;T) 5 95770862 PCSK1 1
8562 rs3788205(C;C) 21 46964378 SLC19A1 2
8563 rs3792267(G;G) 2 241531174 CAPN10 23
8564 rs3814231(G;G) 10 115481018 CASP7 2
8565 rs3923518(G;G) 3 38886413 SCN11A 1



8566 rs42451(C;C) 3 10330377 GHRL 3
8567 rs4252125(G;G) 6 161152240 PLG 2
8568 rs4353135(T;T) 1 247617036 OR2B11 4
8569 rs4527850(T;T) 8 134196849 1
8570 rs4534106(T;T) 8 108789816 1
8571 rs456210(A;G) 20 45081971 1
8572 rs460869(A;G) 20 45077974 1
8573 rs4627609(C;T) 2 68880436 PROKR1 1
8574 rs4654903(A;G) 1 20200990 1
8575 rs4704560(C;T) 5 78813750 2
8576 rs4741652(T;T) 9 2194227 SMARCA2 1
8577 rs4807015(C;T) 19 5231135 PTPRS 1
8578 rs4902566(C;C) 14 68793554 RAD51B 1
8579 rs4939364(G;G) 11 60232325 MS4A1 1
8580 rs4954218(T;T) 2 135803425 2
8581 rs4959270(A;C) 6 457748 EXOC2 5
8582 rs4988957(C;T) 2 102968075 IL1RL1 1
8583 rs5446(C;T) 12 6956462 GNB3 5
8584 rs567754(C;C) 5 78416416 BHMT 3
8585 rs5757949(T;T) 22 40820151 MKL1 1
8586 rs581111(C;C) 1 29175373 OPRD1 1
8587 rs591874(A;A) 12 121571465 P2RX7 1
8588 rs602618(A;A) 10 112843085 3
8589 rs616256(A;G) 15 50853571 TRPM7 1
8590 rs643608(A;A) 21 44768562 1
8591 rs6457620(C;G) 6 32663999 3
8592 rs6509365(A;A) 19 48743469 CARD8 2
8593 rs6553010(G;G) 4 187456343 MTNR1A 1
8594 rs6591256(A;G) 11 67349899 GSTP1 3



8595 rs659580(C;C) 1 170633896 PRRX1 1

8596 rs664910(A;A) 3 127474030 MGLL 1
8597 rs6686842(C;T) 1 41530871 SCMH1 1

8598 rs6812193(C;T) 1 normal risk of developing Parkinson's
Disease 4 77198986 FAM47E 6 1.5

8599 rs6861497(A;G) 5 101403586 1
8600 rs6905288(A;G) 6 43758873 4
8601 rs6925255(A;G) 6 80466124 1
8602 rs6951651(C;G) 7 103543903 RELN 1
8603 rs7125774(C;T) 11 13618804 1
8604 rs7141529(C;T) 14 69126744 1
8605 rs7157940(C;T) 14 94563193 IFI27L1 2
8606 rs7200786(A;G) 16 11177801 CLEC16A 1
8607 rs724210(A;A) 14 97523745 1
8608 rs7289941(C;T) 22 31884405 EIF4ENIF1 1
8609 rs737008(A;A) 16 11374866 PRM1 1
8610 rs7481951(A;T) 11 22271870 ANO5
8611 rs7517337(A;G) 1 195914273 1
8612 rs753307(C;T) 19 49518484 RUVBL2 1
8613 rs7550959(A;G) 1 97926839 DPYD 1
8614 rs7558081(C;T) 2 227958469 COL4A4 1
8615 rs7579(G;G) 5 42800808 SEPP1 7
8616 rs7586969(A;G) 2 216207225 ATIC 1
8617 rs7597593(C;T) 2 185533580 ZNF804A 3
8618 rs7611694(A;C) 3 113275624 SIDT1 1
8619 rs7618915(G;G) 3 52279594 PPM1M 1
8620 rs7629386(C;T) 3 40966907 1
8621 rs7642134(A;G) 3 86916882 1



8622 rs7671189(C;C) 4 11674661 1
8623 rs7762160(C;T) 6 166015431 PDE10A 1
8624 rs776488(A;C) 2 165890733 1

8625 rs7953249(A;G) 12 121403724 3
8626 rs8019546(G;G) 14 51323742 1
8627 rs8036270(A;G) 15 27463874 GABRG3 1
8628 rs8050910(G;T) 16 85139173 FAM92B 4
8629 rs8061518(A;G) 16 53861024 FTO 1
8630 rs8101143(A;A) 19 21956136 1
8631 rs8192719(C;C) 19 41518773 CYP2B6 2
8632 rs854555(A;C) 7 94930391 PON1 4
8633 rs8688(G;T) 14 71139279 TTC9 1
8634 rs884205(G;G) 18 60054857 TNFRSF11A 7
8635 rs911271(A;C) 1 236310024 GPR137B
8636 rs9268645(C;G) 6 32408527 HLADRA 2
8637 rs9275224(A;G) 6 32659878 HLADQA2 4
8638 rs9275245(A;G) 6 32660943 HLADQA2 1
8639 rs9351265(C;T) 6 92117777 2
8640 rs9364554(C;C) 6 160833664 SLC22A3 21
8641 rs9449312(A;C) 6 64169534 1
8642 rs947583(T;T) 6 136133659 1
8643 rs9479055(A;C) 6 151847967 C6orf97 1
8644 rs959573(G;G) 5 126181862 1
8645 rs9610(A;G) 11 117872086 IL10RA 9
8646 rs9635963(A;A) 18 21749615 OSBPL1A 1
8647 rs9858280(T;T) 3 49597737 BSN 1
8648 rs9984896(A;A) 21 37935669 CLDN14 1
8649 rs1009080(C;T) 1 30431560 1



8650 rs1051922(C;T) 9 21077716 IFNB1 2
8651 rs1151640(A;G) 1 247835950 OR13G1 3
8652 rs1551398(C;T) 8 126540051 4
8653 rs1563634(A;G) 17 18218804 SMCR8 1

8654 rs1564981(C;T) 16 50986308 1
8655 rs1825630(A;G) 3 59902801 FHIT 1
8656 rs1934953(A;G) 10 96797470 CYP2C8 2
8657 rs2044859(C;T) 7 50612562 DDC 2
8658 rs20455(C;T) 6 39325078 KIF6 11
8659 rs2048327(A;G) 6 160863532 SLC22A3 5
8660 rs2069727(A;G) 12 68548223 IFNG 4
8661 rs218361(C;T) 8 116110725 1
8662 rs2259816(A;C) 12 121435587 HNF1A 9
8663 rs2279804(A;G) 5 156479204 HAVCR1 1
8664 rs231906(C;T) 11 2752609 KCNQ1 1
8665 rs2805533(C;T) 10 1384633 ADARB2 1
8666 rs3735967(C;T) 8 87679098 CNGB3 1
8667 rs3771166(C;T) 2 102986222 IL18R1 2
8668 rs3934861(C;T) 1 24431956 MYOM3 1
8669 rs4129767(C;T) 17 76403984 PGS1 1
8670 rs510110(G;T) 18 10540432 NAPG 2
8671 rs571118(A;G) 13 33600233 KL 1
8672 rs6254(A;G) 11 13514263 PTH 2
8673 rs630014(C;T) 9 136149722 ABO 4
8674 rs735396(A;G) 12 121438844 HNF1A 2
8675 rs741301(A;G) 7 36917995 ELMO1 3
8676 rs877529(C;T) 22 39542292 CBX7 1
8677 rs921720(C;T) 8 126534671 2



8678 rs997675(C;T) 9 27258216 NCRNA00032
8679 rs998075(C;T) 6 160468278 IGF2R 4
8680 rs10204325(C;T) 2 76375711 1
8681 rs11765845(G;G) 7 28391142 CREB5 1
8682 rs1213205(A;G) 16 9380962 1

8683 rs1268843(C;C) 14 93644379 1
8684 rs1379326(A;A) 8 4617810 CSMD1 1
8685 rs230819(A;C) 5 42805965 SEPP1 1
8686 rs3109894(A;G) 15 50878574 TRPM7 1
8687 rs4975605(A;C) 5 1275528 TERT 2
8688 rs6052699(A;G) 20 4611877 RPS4XP2 1
8689 rs6810306(A;G) 3 122248710 PARP9 1
8690 rs7226991(G;G) 18 59988691 1
8691 rs726455(C;T) 13 112651500 2
8692 rs757228(A;G) 19 1101992 GPX4
8693 rs841(C;C) 14 55310492 GCH1 8
8694 rs855394(C;C) 6 10049717 1
8695 rs979976(A;C) 2 137768702 THSD7B 1
8696 rs9969804(A;C) 9 95429120 IPPK 1
8697 rs4788084(A;G) 16 28539848 3
8698 rs999885(C;T) 7 99701176 AP4M1 2
8699 rs12728740(A;C) 1 159710093 2
8700 rs13109457(G;G) 4 155514879 1
8701 rs1451371(C;T) 7 50553051 DDC 7
8702 rs4493441(A;G) 3 103438874 1
8703 rs4657412(A;G) 1 165177033 LMX1A 1
8704 rs4744712(A;C) 9 71434707 PIP5K1B 1
8705 rs643627(A;A) 13 47428611 HTR2A 3



8706 rs6645249(G;G) X 1475890 IL3RA 1
8707 rs9400239(C;C) 6 108977663 FOXO3 4
8708 rs2075786(C;T) 5 1266310 TERT 4
8709 rs186660(C;T) 20 55816126 BMP7 1
8710 rs2289205(G;G) 3 53878616 CHDH 1
8711 rs3095008(C;T) 7 20255705 MACC1 1

8712 rs1051669(G;G) 12 1022452 RAD52 1
8713 rs1054611(G;T) 12 10170161 CLEC12B 1
8714 rs10758669(A;C) 9 4981602 14
8715 rs11155795(A;G) 6 151851339 C6orf97 1
8716 rs11199914(C;C) 10 123093901 1
8717 rs11543848(G;G) 7 55229255 EGFR 1
8718 rs12090415(A;G) 1 23155231 EPHB2 1
8719 rs12148488(G;T) 15 75382542 1
8720 rs1254319(G;G) 14 60903757 C14orf39 1
8721 rs12551906(G;G) 9 102119090 NAMA 1
8722 rs12957347(T;T) 18 57751014 1
8723 rs13242262(A;T) 7 128591364 IRF5 1
8724 rs13278732(C;C) 8 99088581 C8orf47 1
8725 rs1333042(A;G) 9 22103813 CDKN2BAS 8
8726 rs17616(G;G) 1 207646923 CR2 3
8727 rs1768208(C;C) 3 39523003 MOBP 2
8728 rs1994318(A;A) 11 12159661 MICAL2 1
8729 rs2341459(C;C) 2 44768202 CAMKMT 1
8730 rs2812393(C;G) 1 231913673 DISC1 2
8731 rs2856683(A;A) 6 32655218 1
8732 rs324640(A;G) 7 136688996 CHRM2 5
8733 rs3759216(A;G) 12 12868086 4



8734 rs4846914(A;G) 1 230295691 GALNT2 19
8735 rs4944832(A;G) 11 72949172 P2RY2 3
8736 rs651922(T;T) 11 126201290 DCPS
8737 rs6726292(G;G) 2 55156630 EML6 1
8738 rs6793295(T;T) 3 169518455 LRRC34 1
8739 rs6918777(G;T) 6 93369655 1
8740 rs7757037(A;G) 0.68x decreased risk for bipolar disorder 6 35548236 FKBP5 1
8741 rs876347(A;A) 9 121031029 1
8742 rs9600079(G;T) 13 73728139 4
8743 rs110402(C;T) 17 43880047 CRHR1 20
8744 rs11544238(G;T) 12 57870155 ARHGAP9 2
8745 rs1485766(A;C) 4 177610884 VEGFC 3
8746 rs2274305(A;G) 6 24291203 DCDC2 2
8747 rs2292334(C;T) 6 160858188 SLC22A3 1
8748 rs2930291(C;T) 1.3x risk 15 74604834 CCDC33
8749 rs752637(A;G) 7 128579420 IRF5 6
8750 rs9616915(C;T) 22 51117580 SHANK3 3
8751 rs1012068(A;A) 22 32265903 DEPDC5 3
8752 rs1035050(C;T) 17 47564012 1
8753 rs10419226(G;T) 19 18803172 CRTC1 1
8754 rs10517086(G;G) 4 26085511 2
8755 rs107822(G;G) 6 33175575 RING1 4
8756 rs10838681(G;G) 11 47275064 NR1H3 1
8757 rs11264371(C;C) 1 155412037 ASH1L 1
8758 rs11612508(A;A) 12 12657513 DUSP16 1
8759 rs11683401(C;T) 2 239697605
8760 rs11712165(G;T) 3 119118796 ARHGAP31 1
8761 rs12313946(A;C) 12 68961584 1
8762 rs12871532(C;T) 13 108668547 1



8763 rs12948909(A;A) 17 40570602 PTRF 5
8764 rs1296028(A;A) 8 11698747 CTSB 2
8765 rs1367228(A;C) 2 56112440 EFEMP1 1
8766 rs1458038(G;G) 4 81164723 3
8767 rs1501299(C;C) 1.8x higher breast cancer risk 3 186571123 ADIPOQ 68
8768 rs1522232(C;T) 12 24394372 SOX5 2
8769 rs1536057(G;G) 6 108885623 FOXO3 1
8770 rs1537375(C;T) 9 22116071 CDKN2BAS1 3
8771 rs1542178(C;C) 2 101595475 NPAS2 1
8772 rs1611114(C;C) 9 136500203 DBH 1
8773 rs1654431(A;G) 19 55549758 GP6 2
8774 rs17042407(T;T) 2 113558914 2
8775 rs17321515(A;G) 8 126486409 19
8776 rs17700144(G;G) 18 57811982 3
8777 rs2036417(A;G) 11 13617608 1
8778 rs2041670(C;C) 16 11174652 CLEC16A 3
8779 rs2072081(C;C) 17 42327493 SLC4A1 1
8780 rs2076311(G;G) 6 33145369 COL11A2 3
8781 rs2079147(A;G) 7 92332375 CDK6 3
8782 rs2186305(A;A) 21 30916274 GRIK1 1
8783 rs2228468(A;C) 3 42907112 CCBP2 1
8784 rs2235751(A;A) 20 1969934 PDYN 2
8785 rs2252521(C;C) 7 29041190 CPVL 1
8786 rs2273788(C;C) 9 114348617 PTGR1 1
8787 rs2274333(A;A) 1 9017204 CA6 4
8788 rs2278170(C;C) 11 4496846 OR52K3P 1
8789 rs2282978(C;T) 7 92264410 CDK6 9
8790 rs228642(C;T) 1 7863293 PER3 1



8791 rs2288073(A;A) 2 24413298 C2orf84 1
8792 rs2292354(C;C) 12 110368201 GIT2 1
8793 rs2306029(C;T) 11 46893108 LRP4 3
8794 rs2334207(G;T) 16 87581198
8795 rs2384550(A;G) 12 115352731 2
8796 rs2412546(A;G) 15 41006523 RAD51 1
8797 rs2424932(A;G) 20 31396536 DNMT3B 3
8798 rs2494251(A;G) 1 159281151 1
8799 rs254262(C;C) 19 54612628 TFPT 1
8800 rs2562456(A;A) 19 21666210 LOC400680 2
8801 rs2607737(C;T) 3 14193168 XPC 1
8802 rs2637988(A;G) 2 113876779 IL1RN 5
8803 rs273506(C;T) 19 18221647 MAST3 1
8804 rs2832407(A;C) 21 30967508 GRIK1 3
8805 rs2842483(T;T) 9 78906150 PCSK5 2
8806 rs28489906(A;G) 9 140038399 GRIN1 1
8807 rs3024866(T;T) 2 191922841 STAT4 5
8808 rs312691(T;T) 17 68326338 1
8809 rs3177427(G;G) 14 77793207 GSTZ1 1
8810 rs328506(C;C) 20 56029604 1
8811 rs359457(C;T) 5 173279842 1
8812 rs3733336(A;G) 4 81207963 FGF5 1
8813 rs3750965(A;A) 11 68840160 TPCN2 1
8814 rs3790672(T;T) 1 165873392 UCK2 1
8815 rs3811787(T;T) 4 141490419 UCP1 1
8816 rs400824(G;G) 8 81357702 1
8817 rs4236644(G;G) 7 80599357 1
8818 rs4345115(C;T) 3 167837748 1
8819 rs4356975(C;T) 4 69972463 UGT2B7 1



8820 rs4404602(T;T) 4 66470813 EPHA5 1
8821 rs4441471(A;G) 2 16715408 1
8822 rs4659996(A;G) 1 240846124 1
8823 rs4783244(G;T) 16 82662268 CDH13 3
8824 rs4840097(C;T) 6 100328198 1
8825 rs488333(A;A) 7 83911271 1
8826 rs4934(A;G) None 14 95080803 SERPINA3 2

8827 rs4937(C;C) 16 57499902 POLR2C 1
8828 rs6030(A;A) 1 169498975 F5 2
8829 rs6141600(T;T) 20 34712310 EPB41L1 1
8830 rs638944(G;T) 1 55341915 DHCR24 2
8831 rs6465657(C;T) 7 97816327 LMTK2 22
8832 rs6469937(A;G) 8 121610438 SNTB1 1
8833 rs6570507(G;G) 6 142679572 GPR126 5
8834 rs6589964(A;C) 11 122870683 1
8835 rs6752770(A;A) 2 191973563 STAT4 8
8836 rs6845297(A;G) 4 75259405 1
8837 rs6918152(A;G) 6 542159 EXOC2 3
8838 rs7010162(C;T) 8 70976505 PRDM14 1
8839 rs7029536(C;C) 9 130110411 GARNL3 1
8840 rs7159888(A;G) 14 65758642 2
8841 rs7185923(C;T) 16 51245487 1
8842 rs7258249(A;G) 19 8271721 2
8843 rs7310409(A;G) 12 121424861 HNF1A 17
8844 rs734312(A;G) 4 6303354 WFS1 4
8845 rs752854(A;A) 4 6281961 WFS1 1
8846 rs7554607(A;G) 1 237266603 RYR2 1
8847 rs7625555(C;T) 3 78676405 ROBO1 1



8848 rs7654165(C;T) 4 46127067 GABRG1 1
8849 rs7682241(G;T) 4 123523875 2
8850 rs7714529(G;G) 5 76562245 PDE8B 1
8851 rs7758229(G;T) 6 160840252 SLC22A3 1
8852 rs7770628(C;T) 6 161018174 LPA 2
8853 rs7924316(G;T) 11 2173447 INSIGF2 9
8854 rs800082(C;T) 3 144340205 2
8855 rs8057341(G;G) 16 50737980 NOD2 1

8856 rs8085804(C;C) 18 40288293 1
8857 rs87938(A;G) 3 41137672 1
8858 rs9373523(G;T) 6 147701133 STXBP5 1
8859 rs953239(A;C) 3 142446205 TRPC1 2
8860 rs955748(C;C) 4 184215675 WWC2 2
8861 rs956572(A;G) 18 60820571 BCL2 4
8862 rs9630182(C;T) 11 13620172 1
8863 rs993648(G;G) 2 182455994 CERKL 2
8864 rs995834(A;A) 19 28866596 1
8865 rs1318606(A;G) 6 6331936 1
8866 rs14304(A;G) 17 34398495 CCL18 1
8867 rs1712517(A;G) 10 105033015 1
8868 rs1805081(A;G) 18 21140432 NPC1 18
8869 rs1810126(A;G) 6 160872151 SLC22A3 1
8870 rs233100(C;T) 1 85772009 1
8871 rs2444240(A;C) 11 120040442 KCNU1 1
8872 rs2454908(A;G) 16 31411185 ITGAD 1
8873 rs2466295(A;G) 8 118185041 SLC30A8 2
8874 rs26949(A;G) 5 59825300 PART1 3
8875 rs2734849(C;T) 11 113270160 ANKK1 1



8876 rs347344(A;G) 5 83499643 EDIL3 1
8877 rs3842936(A;G) 12 58801027 2
8878 rs3919627(C;T) 3 42909160 ACKR2 1
8879 rs4077515(A;G) 9 139266496 CARD9 4
8880 rs4478858(A;G) 1 31883925 SERINC2 1
8881 rs484959(A;G) 1 110366083 2
8882 rs6313(C;T) higher risk for RA 13 47469940 HTR2A 49 2.1
8883 rs654136(A;G) 18 48464204 ME2 2
8884 rs693(C;T) elevated lipids 2 21232195 APOB 35

8885 rs739401(A;G) 11 3036324 CARS 3
8886 rs806321(A;G) 13 50841323 1
8887 rs10211524(A;G) 2 65208074 2
8888 rs1130609(G;G) 2 10262920 RRM2
8889 rs1169288(T;T) 12 121416650 HNF1A 15
8890 rs1320267(C;G) 4 126933292 1
8891 rs1702176(C;C) 1 154777157 KCNN3 1
8892 rs17477177(T;T) 7 106411858 1
8893 rs17531088(C;T) 3 174893775 NAALADL2 4
8894 rs2144300(C;T) 1 230294916 GALNT2 12
8895 rs226088(T;T) 17 34017344 AP2B1 1
8896 rs2293869(A;T) 8 55539395 RP1 2
8897 rs2442598(G;G) 8 6394821 ANGPT2 1
8898 rs2553268(A;A) 8 30936356 WRN
8899 rs2622633(G;G) 8 106509975 ZFPM2 1
8900 rs279828(A;C) 4 46334810 GABRA2 5
8901 rs2986971(A;G) 10 30096628 1
8902 rs4796042(C;G) 17 33478185 UNC45B
8903 rs5750285(C;G) 22 37104248 1



8904 rs6581612(A;A) 12 65534624 3
8905 rs6882776(A;G) 5 172664163 NKX25 1
8906 rs7158872(G;T) 14 49426842 1
8907 rs7337610(C;T) 13 28962666 FLT1 2
8908 rs806276(A;G) 6 91207351 1
8909 rs9370867(A;G) 6 16145325 MYLIP 1
8910 rs951436(A;C) 1 163033342 2
8911 rs9632884(C;G) 9 22072301 CDKN2BAS
8912 rs972283(A;G) 7 130466854 2
8913 rs1004984(C;T) 15 51613529 CYP19A1 6

8914 rs1011731(C;T) 1 172346548 DNM3 2
8915 rs11568817(G;T) 6 78173382 HTR1B 6
8916 rs1478486(C;T) 5 82377004 XRCC4 1
8917 rs1486139(C;T) 7 46275728 1
8918 rs1992660(A;G) ? 5 40415067 PTGER4 3
8919 rs2104772(A;T) 9 117808785 TNC 1
8920 rs2163237(A;G) 2 55973732 1
8921 rs2296283(C;T) 13 28963702 FLT1 1
8922 rs757110(G;T) 11 17418477 ABCC8 4
8923 rs869736(G;T) 11 67205462 PTPRCAP 1
8924 rs903361(C;T) 1 203091274 2
8925 rs10883421(A;G) 10 101672341 DNMBP 2
8926 rs1709544(C;T) 5 674921 TPPP
8927 rs17445836(G;G) 16 86017663 3
8928 rs3129720(C;C) 6 32663631 2
8929 rs357564(G;G) 9 98209594 PTCH1 3
8930 rs6960920(C;G) 7 44416072 1
8931 rs2277923(A;G) 5 172662024 NKX25 2



8932 rs3768687(A;G) 2 148672020 ACVR2A 2
8933 rs3913363(C;C) 3 171653903 1
8934 rs231362(C;T) 11 2691471 KCNQ1 8
8935 rs10063949(C;T) 5 138719526 SLC23A1 3
8936 rs10781380(T;T) 9 79408144 PRUNE2 1
8937 rs1142530(C;T) 19 1388538 NDUFS7 1
8938 rs12941497(G;G) 17 38255594 NR1D1 2
8939 rs13165478(G;G) 5 153869040 1
8940 rs1425802(A;A) 11 35158401 FAM75A4 2
8941 rs1735884(A;A) 21 21820408 1
8942 rs17690703(C;C) 17 43925297 MAPTAS1 1

8943 rs1884444(G;T) 1 67633812 IL23R 20
8944 rs2240688(A;A) 4 15970349 PROM1 2
8945 rs2285714(C;T) 4 110638810 PLA2G12A 2
8946 rs275456(C;C) 5 6813937 1
8947 rs2903265(G;G) normal 15 80413384 ZFAND6
8948 rs314313(A;A) 7 100423365 EPHB4 1
8949 rs3197999(C;C) 3 49721532 MST1 17 2
8950 rs6449586(C;T) 5 50634878 1
8951 rs704840(T;T) 1 173226195 LOC100506023 3
8952 rs707916(C;C) 6 31697558 DDAH2 1
8953 rs710841(G;G) 4 82149831 3
8954 rs720475(G;G) 7 144074929 ARHGEF5 1
8955 rs737267(G;G) 4 9934744 SLC2A9 13
8956 rs7811989(G;G) 7 17371363 AHR 2
8957 rs7849191(C;T) 9 4988761 JAK2 3
8958 rs7932167(A;A) 11 620599 CDHR5 1
8959 rs8133052(A;G) 21 37507501 CBR3 1



8960 rs1697421(A;G) 1 21823292 2
8961 rs1978331(C;T) 12 96409201 LTA4H 11
8962 rs2661319(A;G) 1 163039777 RGS4 7
8963 rs3753841(C;T) 1 103379918 COL11A1 6
8964 rs6330(C;T) normal 1 115829313 NGF 8
8965 rs838133(C;T) 19 49259529 FUT1 2
8966 rs12714207(T;T) 2 88315793 1
8967 rs708547(A;A) 4 57821309 1
8968 rs10098647(C;T) 8 61105199 CA8 1
8969 rs1022442(A;G) 21 22355846 1
8970 rs10404998(C;T) 19 22608374 1
8971 rs1041981(A;C) 6 31540784 LTA 27
8972 rs10431923(G;T) 16 68839263 CDH1 1
8973 rs10489615(A;G) 1 230304988 GALNT2 1
8974 rs10494879(C;G) 1 206952204 4
8975 rs10778213(C;T) 12 103495151 8
8976 rs10781499(A;G) 9 139266405 CARD9 2
8977 rs10781500(C;T) 9 139269338 CARD9 2
8978 rs10841496(A;C) 12 20521654 PDE3A 1
8979 rs10852939(C;C) 17 38308244 CASC3
8980 rs10945919(A;G) 6 164186677 4
8981 rs10953615(A;G) 7 109152711 1
8982 rs10999409(C;T) 10 72332440 1
8983 rs11031434(A;G) 11 31653212 ELP4 1
8984 rs1105434(A;G) 4 57793751 REST 2
8985 rs11149566(A;A) 16 83442229 CDH13
8986 rs11233413(T;T) 11 82723072 RAB30 1
8987 rs11247735(A;G) 1 26131459 SEPN1 1
8988 rs1157480(G;G) 12 30373004 1



8989 rs11685424(A;G) 2 102926981 IL1RL1 1
8990 rs11950646(A;G) 5 138714474 SLC23A1 3
8991 rs12540874(A;G) 7 50664922 GRB10 2
8992 rs12701937(C;T) 7 41821917 2
8993 rs1317082(A;A) 3 169497585 MYNN 1
8994 rs13283584(C;C) 9 132574862 TOR1A 2
8995 rs13401241(A;C) 2 25518470 DNMT3A 1
8996 rs1371737(A;A) 7 9189541 1
8997 rs13831(C;C) 20 57475191 GNAS 2
8998 rs1386483(G;G) 12 72412494 TPH2 3
8999 rs1415701(G;G) 6 130345835 L3MBTL3 1
9000 rs1427676(C;T) 2 204741166 4
9001 rs1491923(T;T) 12 40591117 3
9002 rs1502050(A;A) 5 13779743 DNAH5 1
9003 rs17615(G;G) 1 207646462 CR2 3
9004 rs1795648(A;A) 3 55571760 ERC2 1
9005 rs1805165(T;T) 2 88874891 EIF2AK3 1
9006 rs1816002(C;T) 10 72483010 ADAMTS14 1
9007 rs1879417(C;T) 12 117803515 1
9008 rs1884082(G;T) 14 95078677 SERPINA3 4
9009 rs1923295(C;T) 11 35442608 SLC1A2
9010 rs2004776(G;G) 1 230848702 AGT 2
9011 rs2041278(G;G) 20 52268995 1
9012 rs2062583(T;T) 3 56966246 ARHGEF3 2
9013 rs2171492(G;T) 7 129950740 CPA4 4
9014 rs2250149(T;T) 10 91963463 1
9015 rs2250245(T;T) 10 91962670 1
9016 rs2272094(G;G) 11 122738261 CRTAM 1



9017 rs2290532(C;T) 3 31789582 OSBPL10 1
9018 rs2291726(C;T) 17 47039254 GIP 2
9019 rs2304573(T;T) 2 216243650 FN1 1
9020 rs2377422(T;T) 12 8280908 CLEC4A 1
9021 rs2413450(C;T) 22 37470224 TMPRSS6 2
9022 rs2425752(C;C) 20 44702120 NCOA5 1
9023 rs2648875(G;G) 8 129072161 PVT1 2
9024 rs267196(A;T) 6 7849335 BMP6 3
9025 rs2761016(C;T) 9 116153352 ALAD 1
9026 rs2793108(C;T) 10 31379105 1
9027 rs2819770(G;G) 1 237911004 RYR2 2
9028 rs2834167(A;A) 2.67x increased risk for systemic sclerosis 21 34640788 IL10RB 7
9029 rs2839619(A;G) 21 44436177 PKNOX1 3
9030 rs2894342(G;G) 6 33774394 3
9031 rs2908835(G;G) 12 11648418 1
9032 rs29232(G;G) 6 29611431 3
9033 rs315721(A;A) 5 169715038 LCP2 1
9034 rs363224(A;C) 10 119022573 SLC18A2 1
9035 rs3734398(C;T) 6 10982973 ELOVL2 1
9036 rs3741981(A;G) 12 113348870 OAS1 5
9037 rs3748682(T;T) 1 38279987 MTF1 1
9038 rs3754334(C;C) 1 16451767 EPHA2 4
9039 rs3895874(A;G) 17 47047868 GIP 1
9040 rs3974590(A;A) 18 11892845 MPPE1 1
9041 rs4132670(C;C) 10 114767771 TCF7L2 3
9042 rs4148965(G;G) 18 9109484 NDUFV2 1
9043 rs4234218(C;G) 3 123961210 KALRN 2
9044 rs4311394(A;A) 5 53300662 ARL15 1
9045 rs4720265(G;G) 7 37944746 SFRP4 1



9046 rs4820599(A;A) 22 24990213 GGT1 6
9047 rs4887348(A;A) 15 88571534 NTRK3 1
9048 rs4912911(A;A) 5 142807032 NR3C1 1
9049 rs549476(A;G) 18 55810733 NEDD4L 1
9050 rs573775(C;C) 6 106764866 ATG5 1
9051 rs5742629(A;A) 12 102857263 IGF1 1
9052 rs599839(A;A) 1.29x increased risk for heart disease 1 109822166 PSRC1 43
9053 rs6450176(G;G) 5 53298025 ARL15 2
9054 rs6592961(G;G) 7 50572890 DDC 2
9055 rs6603272(T;T) 1 Normal risk of developing schizophrenia X 1471138 IL3RA 3 2
9056 rs6673324(A;G) 1 66031063 LEPR 1
9057 rs6684514(G;G) 1 156255456 TMEM79 1

9058 rs6699417(C;T) 1 89123443 1
9059 rs6718438(T;T) 2 233155566 DIS3L2 2
9060 rs6740462(A;A) 2 65667272 1
9061 rs700926(T;T) 5 32745283 NPR3 1
9062 rs7025417(T;T) 9 6240084 IL33 1
9063 rs704454(A;A) 3 64927025 ADAMTS9AS2 1
9064 rs7164773(C;T) 15 61067948 RORA 1
9065 rs7189819(C;C) 16 53536345 AKTIP 1
9066 rs734553(A;A) 4 9923004 SLC2A9 4
9067 rs735172(A;A) 4 5758869 EVC 1
9068 rs7571337(C;T) 2 234566418 UGT1A10 1
9069 rs7586110(G;T) 2 234590527 UGT1A10 2
9070 rs7590720(A;A) 2 216898658 1
9071 rs7634533(A;C) 3 30372053 1
9072 rs7702192(A;C) 5 76554807 PDE8B 1
9073 rs7715811(C;C) 5 13769974 DNAH5 1



9074 rs7795096(C;T) 7 151546589 PRKAG2 1
9075 rs7800944(T;T) 7 73035857 MLXIPL 1
9076 rs7816032(C;C) 8 19786891 1
9077 rs7961581(T;T) 12 71663102 41
9078 rs7979473(A;G) 12 121420260 HNF1A 2
9079 rs805304(A;A) 6 31698088 CLIC1 4
9080 rs8079702(A;G) 17 68190826 1
9081 rs9304261(C;C) 18 20606596 RBBP8 2
9082 rs931555(G;G) 5 35803577 SPEF2 1
9083 rs9319425(C;T) 13 28892985 FLT1 1
9084 rs9384488(A;G) 6 157009381 1
9085 rs9574309(C;T) 13 79382101 LINC00331 1
9086 rs9764(T;T) 4 164245405 NPY1R 3

9087 rs9821630(A;A) 3 16970938 PLCL2 1
9088 rs9822268(G;G) 3 49719729 APEH 1
9089 rs10490823(A;G) 3 41123735 2
9090 rs1514175(C;T) 1 74991644 TNNI3K 6
9091 rs1514348(A;C) 6 152182315 ESR1 2
9092 rs1865075(A;G) 19 22554854 1
9093 rs2153271(A;G) 9 16864521 BNC2 1
9094 rs2161983(C;T) 2 148649386 ACVR2A
9095 rs2207790(C;T) 1 61897967 NFIA 1
9096 rs230530(C;T) 4 103453980 NFKB1 1
9097 rs2393791(A;G) 12 121423956 HNF1A 2
9098 rs274546(C;T) 5 131699867 MIR4750 1
9099 rs2937639(A;G) 5 1443728 SLC6A3 2
9100 rs3733223(G;T) 4 2745508 TNIP2 1
9101 rs516243(C;T) 1 10750432 CASZ1 1



9102 rs529359(A;G) 11 100993846 PGR 2
9103 rs6141(A;G) 3 184090266 THPO 2
9104 rs737030(C;T) 2 56843605 1
9105 rs780151(C;T) 10 80931481 ZMIZ1 1
9106 rs910316(G;T) 0.34cm taller on average 14 75626042 TMED10 2
9107 rs944895(C;T) 20 60887581 LAMA5 1
9108 rs11098499(C;C) 4 120187611 USP53 1
9109 rs1491818(T;T) 11 29195137 1
9110 rs157935(T;T) 7 130585553 LOC646329 2
9111 rs2180314(C;G) 6 52617731 GSTA2 3
9112 rs2180566(C;T) 20 30018854 DEFB122 1
9113 rs6059244(A;G) 20 30010483 DEFB122 1
9114 rs803917(T;T) 9 119467660 ASTN2 1
9115 rs10482682(A;G) 5 142679397 NR3C1 1

9116 rs1147098(C;T) 12 65015244 RASSF3 1
9117 rs242924(A;C) 17 43885367 CRHR1 6
9118 rs3794808(A;G) 17 28531793 SLC6A4 2
9119 rs9871760(C;C) 3 126993099 1
9120 rs2279591(G;G) 8 27453763 CLU 2
9121 rs10021303(A;G) 4 95856681 BMPR1B 1
9122 rs10455248(C;C) 6 72482458 1
9123 rs1071592(C;C) 3 186338425 AHSG 3
9124 rs1137101(A;G) 1 66058513 LEPR 36
9125 rs1160542(A;G) 2 100832155 LOC150577 5
9126 rs12155758(G;G) 8 143765885 PSCA 2
9127 rs1352083(C;C) 2 118847841 INSIG2 2
9128 rs1387665(A;G) 3 79429811 ROBO1 1
9129 rs170364(G;G) 16 57409934 CX3CL1 1



9130 rs2097055(C;T) 18 47095487 LIPG 1
9131 rs2780815(G;T) 1 65301611 JAK1 1
9132 rs3788317(G;G) 22 19889825 TXNRD2 1
9133 rs4308977(T;T) 1 207646898 CR2 1
9134 rs593713(G;G) 18 11887657 MPPE1 1
9135 rs6545883(A;G) 2 61772257 1
9136 rs7364180(A;A) 22 42218856 CCDC134 1
9137 rs7686538(C;T) 4 9948077 SLC2A9 1
9138 rs7784168(T;T) 7 124492038 POT1 1
9139 rs8076457(C;C) 17 8943929 NTN1 1
9140 rs9653442(C;T) 2 100825367 LOC150577 5
9141 rs2360111(A;G) 17 831667 NXN 3
9142 rs432203(G;T) 2 70764688 TGFA 1
9143 rs532964(C;T) 5 78340286 DMGDH 1
9144 rs697739(A;G) 6 16742033 ATXN1 1

9145 rs2274432(C;T) 1 184020945 TSEN15 3
9146 rs10208293(G;G) 2 102966310 IL1RL1 2
9147 rs10516541(A;G) 4 108115222 2
9148 rs10818488(A;G) 1.4x increased risk for rheumatoid arthritis 9 123705087 TRAF1 20
9149 rs10922573(A;G) 1 89588380 GBP2 1
9150 rs11117432(G;G) 16 86019271 1
9151 rs12725861(A;G) 1 89566096 1
9152 rs13148903(A;A) 4 187257576 LOC285441 1
9153 rs1386482(C;C) 12 72412572 TPH2 1
9154 rs1386486(C;C) 12 72412220 TPH2 2
9155 rs17107115(A;G) 14 38264956 TTC6
9156 rs1800668(C;C) 3 49395757 GPX1 3
9157 rs1951082(A;T) 14 27260043 2



9158 rs2117032(C;T) 12 21074122 4
9159 rs2160322(C;G) 7 78091967 MAGI2 1
9160 rs2241145(C;G) 16 55522200 MMP2 1
9161 rs2268458(T;T) 14 81462895 TSHR 3
9162 rs230496(A;G) 4 103488491 NFKB1 2
9163 rs2769967(C;G) 9 81889358 1
9164 rs279844(A;T) 4 46329655 GABRA2 2
9165 rs2824790(C;G) 21 19756040 TMPRSS15
9166 rs3767137(G;G) 1 22160723 HSPG2 2
9167 rs4675690(C;T) 2 208507807 5
9168 rs6539870(A;A) 12 85243681 1
9169 rs7163013(C;T) 15 78698759 1
9170 rs7164335(G;G) 15 68715032 ITGA11 1

9171 rs7439293(A;G) increased risk of coronary heart disease;
better response to statins 4 169677486 PALLD 5

9172 rs7968722(C;C) 12 85246672 1
9173 rs9533090(C;T) 13 42951449 5

9174 rs211239(C;T) 1.7x risk for priapism in SCA patients 13 33596189 KL 5
9175 rs2115386(A;G) 19 7196565 INSR 1
9176 rs720225(A;T) 6 105842330 PREP 1
9177 rs757210(A;G) 17 36096515 HNF1B 22
9178 rs972275(C;G) 6 127391844 2
9179 rs10043775(T;T) 5 147805120 FBXO38 1
9180 rs10058074(A;G) 5 131686146 LOC553103 1
9181 rs1012176(C;C) 5 11320538 CTNND2 1
9182 rs1014064(A;G) 2 148612154 ACVR2A 1
9183 rs1014290(T;T) 4 10001861 SLC2A9 10
9184 rs10180663(T;T) 2 25633242 DTNB 1
9185 rs10210302(C;T) 1.2x risk 2 234158839 ATG16L1 5



9186 rs10434(A;G) 6 43753212 VEGFA 6
9187 rs1046974(A;G) 2 234255547 SAG
9188 rs1047014(A;A) 6 19841493 ID4 1
9189 rs1048466(G;G) 12 551550 CCDC77 1
9190 rs10498070(A;A) 2 220698125 1
9191 rs1050239(G;G) 11 6415463 SMPD1
9192 rs1061376(C;C) 3 13679335 FBLN2 1
9193 rs10753575(C;T) 1 20163868 2
9194 rs10848704(T;T) 12 2882544 FAM24A 1
9195 rs10864907(C;T) 2 113683875 1
9196 rs10980705(C;C) 1 Normal risk for knee osteoarthritis 9 113803185 LPAR1 3 2
9197 rs11097457(A;G) 4 96076813 BMPR1B 1
9198 rs11098403(A;A) 4 118646907 NDST3 1
9199 rs11099864(A;A) 4 153893354 FHDC1 1
9200 rs11205303(C;T) 1 149906413 MTMR11 1
9201 rs11228719(T;T) 11 56440236 1
9202 rs11258317(A;G) 10 6407737 1
9203 rs11556924(C;T) 7 129663496 ZC3HC1 2
9204 rs11604671(A;G) 11 113268059 ANKK1 5
9205 rs11666067(A;C) 19 1389517 NDUFS7
9206 rs11730582(C;T) 4 88896421 SPP1 6
9207 rs11806366(C;G) 1 8983655 1
9208 rs11858113(C;T) 15 40914177 CASC5
9209 rs1227756(A;G) 10 71588504 COL13A1 1
9210 rs12405556(G;G) 1 66063117 LEPR 2
9211 rs12450550(T;T) 17 48456193 EME1 2
9212 rs12679254(C;C) 8 74274191 LOC100127988 1
9213 rs1290349(C;C) 11 112037554 TEX12 1



9214 rs13026414(C;T) 2 57934055 1
9215 rs13068298(T;T) 3 143772247 1
9216 rs13074924(A;G) 3 174029045 1
9217 rs13181561(A;A) 5 138850905 2
9218 rs13873(G;G) 6 7891160 TXNDC5 1
9219 rs1438852(C;T) 2 119596091 1
9220 rs1465788(G;G) 14 69263599 C14orf181 1
9221 rs15285(G;G) 8 19824667 LPL 2
9222 rs16849225(C;C) 2 164906820 1
9223 rs16854884(A;A) 3 143778708 1
9224 rs17303101(G;G) 9 119181794 1
9225 rs17622208(A;G) 5 131717050 SLC22A5 1
9226 rs1883322(A;A) 6 35369806 PPARD 1
9227 rs1935949(C;C) 6 108999287 FOXO3
9228 rs1969253(A;C) 3 183876512 DVL3 1
9229 rs198389(A;G) 1 11919271 NPPB 10
9230 rs198977(C;C) 19 51381777 KLK2 4
9231 rs2028299(A;C) 15 90374257 AP3S2 2
9232 rs203332(A;G) 12 120210337 CIT 1
9233 rs2059806(G;G) 19 7166376 INSR 1
9234 rs2064501(C;T) 6 137477823 IL22RA2 1
9235 rs2075252(G;G) 2 170010985 LRP2 4
9236 rs2134655(G;G) 3 113858201 DRD3 3
9237 rs2153960(T;T) 6 108988184 FOXO3 2
9238 rs2191249(C;C) 17 59835864 BRIP1 3
9239 rs2220456(T;T) 8 84499541 1
9240 rs2227684(A;G) 7 100776931 SERPINE1 1
9241 rs2230571(C;C) 3 184046470 EIF4G1 1
9242 rs2249694(G;G) 10 135352153 CYP2E1 1



9243 rs2249695(C;C) 10 135352168 CYP2E1 3
9244 rs2285803(G;G) 6 31107258 PSORS1C1 1
9245 rs2472299(G;G) 15 75033400 8
9246 rs2515644(C;C) 10 135353079 CYP2E1 1
9247 rs2521984(A;A) 17 31273878 1
9248 rs2537859(C;T) 4 55482818 1
9249 rs2619112(A;G) 17 4535385 ALOX15 5
9250 rs2738459(A;C) 19 11238473 LDLR 1
9251 rs2782980(C;C) 10 115781527 1
9252 rs279836(A;T) 4 46339070 GABRA2 6
9253 rs2807278(T;T) 6 131809920 1
9254 rs2819332(G;G) 1 44005280 PTPRF 1
9255 rs2834072(A;G) 21 34410464 1
9256 rs290227(C;C) 9 93636664 SYK 1
9257 rs2912522(A;A) 8 69992380 DCAF5 1
9258 rs2946834(C;C) 12 102787814 IGF1 12
9259 rs2991216(T;T) 9 93628027 SYK 1
9260 rs31198(T;T) 5 134372685 LOC389328 2
9261 rs3134615(G;G) 1 40362066 MYCL1 2
9262 rs3181096(C;T) 2 204570092 CD28 2
9263 rs3181098(A;G) 2 204570378 CD28 1
9264 rs3218097(C;C) 6 41905275 CCND3 2
9265 rs360718(A;A) 11 112034739 IL18 7
9266 rs3764383(A;A) 17 76208851 BIRC5 2
9267 rs3774937(C;T) 4 103434253 NFKB1 2
9268 rs3800373(T;T) 6 35542476 FKBP5 23
9269 rs3800569(A;A) 7 138411425 ATP6V0A4 1
9270 rs3816873(T;T) None 4 100504664 MTTP 2
9271 rs3826392(A;A) 17 11922904 MAP2K4 3



9272 rs3981351(T;T) 10 115515120 PLEKHS1 1
9273 rs4410871(C;C) 8 128815029 PVT1 2
9274 rs4664308(A;G) 2 160917497 PLA2R1 3
9275 rs4733263(A;G) 8 31490474 2
9276 rs4800488(A;C) 18 21117571 NPC1 1
9277 rs490361(T;T) 6 126153253 NCOA7 1
9278 rs4946936(C;C) 6 109003321 FOXO3 2
9279 rs4956211(A;G) 4 109723126 1
9280 rs5029748(C;C) 8 42140549 IKBKB 3
9281 rs505802(A;A) 11 64357072 SLC22A12 6
9282 rs525455(A;G) 10 13103285 1
9283 rs555212(G;G) 13 113756540 2
9284 rs6426833(A;G) 1 20171860 7
9285 rs6469804(A;G) 8 120044829 7
9286 rs6719884(A;C) 2 59036916 AIRE 1
9287 rs6750795(C;T) 2 232378231 LINC00471 1
9288 rs6759892(G;T) 2 234601669 UGT1A10 3

9289 rs6759952(C;T) 2 218271719 DIRC3 1
9290 rs6888306(C;C) 5 159367114 ADRA1B 1
9291 rs7242(G;T) 7 100781445 SERPINE1 11
9292 rs7315438(C;T) 12 115891403 1
9293 rs7626693(C;T) 3 53858541 CHDH 1
9294 rs7745274(A;G) 6 127509157 RSPO3 1
9295 rs7759(A;G) 11 118967291 DPAGT1 2
9296 rs7974925(A;G) 12 117960736 KSR2 1
9297 rs8034004(C;T) 15 70798559 1
9298 rs829751(G;G) 9 24358469
9299 rs897471(T;T) 1 22191454 HSPG2



9300 rs915832(G;G) 21 43275495 PRDM15 1
9301 rs9390123(C;T) 6 143943314 PHACTR2 1
9302 rs960902(A;G) 2 37731665 1
9303 rs96844(T;T) 5 56196604 1
9304 rs987539(C;T) 7 95036992 PON2 2
9305 rs9909104(T;T) 17 18248021 SHMT1 1
9306 rs1130496(A;G) 7 157959895 PTPRN2 1
9307 rs1373549(C;T) 12 46485838 1
9308 rs1421312(C;T) 22 37487810 TMPRSS6 2
9309 rs1492820(C;T) 4 145650021 HHIP 3
9310 rs1572299(A;G) 9 121346417 1
9311 rs1697137(C;T) 5 66452175 MAST4 1
9312 rs1894035(A;G) 12 52645754 KRT121P 1
9313 rs1937845(C;T) 10 5136148 AKR1C3
9314 rs1970801(A;C) 4 96070525 BMPR1B 1
9315 rs2239803(A;G) 6 32411833 HLADRA 1
9316 rs2307394(A;G) 2 148716428 ORC4 1
9317 rs2510344(A;G) 18 21113285 NPC1 1

9318 rs2860580(C;T) 6 29906691 HCG4P5 2
9319 rs3087404(A;G) 12 54581614 SMUG1 1
9320 rs4676406(A;C) 2 241579108 1
9321 rs4721(A;C) 7 150035526 RARRES2 2
9322 rs77905(C;T) 9 136518097 DBH 5
9323 rs986527(C;T) 11 31636481 ELP4 3
9324 rs10078095(T;T) 5 78756778 HOMER1 2
9325 rs12638253(C;T) 3 156626091 LEKR1 4
9326 rs201571(C;T) 20 22013514 2 2
9327 rs2736122(C;C) 5 1257621 TERT 3



9328 rs4148298(T;T) 4 70464701 UGT2A1 1
9329 rs4583306(A;G) 17 28538715 SLC6A4 1
9330 rs4810485(G;G) 20 44747947 CD40 25
9331 rs508485(C;T) 11 94354479 PIWIL4 1
9332 rs5749131(A;G) 22 31001822 TCN2 1
9333 rs910049(G;G) 6 32315727 C6orf10 2
9334 rs9476886(C;C) 6 15661461 DTNBP1 3
9335 rs9554711(A;A) 13 101276884 TMTC4 1
9336 rs10813960(C;C) 9 33180362 1
9337 rs2297440(C;C) 20 62312299 RTEL1 4
9338 rs10199768(G;T) 2 21244000 APOB 1
9339 rs10503733(C;C) 8 23534018 2
9340 rs10863936(A;G) 1 212237798 DTL 1
9341 rs11007350(C;T) 10 29289031 1
9342 rs11083846(G;G) 19 47207654 PRKD2 6
9343 rs12621643(G;G) 2 223917983 KCNE4 1
9344 rs1800683(A;G) 6 31540071 LTA 10
9345 rs2240335(G;G) 1 17674537 PADI4 4
9346 rs2291725(C;T) 17 47039132 GIP 2

9347 rs2358462(C;T) 4 149570680 1
9348 rs360717(G;G) 11 112034725 IL18 8
9349 rs4141463(C;T) 20 14747471 MACROD2 2
9350 rs4353229(T;T) 10 115489589 CASP7 1
9351 rs478582(C;T) 18 12835976 PTPN2 6
9352 rs516514(C;T) 18 34261048 FHOD3 1
9353 rs6444175(G;G) 3 186579744 4
9354 rs7901695(T;T) 10 114754088 TCF7L2 15
9355 rs910080(A;A) 20 1960226 PDYN 4



9356 rs1455858(A;G) 7 136631703 CHRM2 4
9357 rs173365(C;T) 17 43901074 CRHR1 6
9358 rs2070006(A;G) 4 155513866 FGA 3
9359 rs2860975(G;T) 10 96766934 2
9360 rs3893464(C;T) 6 29935250 HCG2P6 1
9361 rs625879(G;T) 5 78381689 BHMT2 3
9362 rs4718428(T;T) 7 66421446 C7orf42 1
9363 rs12716850(A;G) 16 78187903 WWOX 1
9364 rs2825388(A;T) 21 20536649 2
9365 rs2896103(C;C) 5 13764419 DNAH5 2
9366 rs644148(G;T) 19 44970935 ZNF285B 3
9367 rs1450099(A;C) 3 7538376 GRM7 1
9368 rs322458(A;G) 3 120585315 1
9369 rs425215(C;G) 21 43707101 ABCG1 2
9370 rs13131226(T;T) 4 23874981 PPARGC1A 1
9371 rs9349204(A;A) 6 41914378 CCND3 1
9372 rs10065203(C;C) 5 14393621 TRIO 1
9373 rs10183087(A;A) 2 204824324 ICOS 7
9374 rs10212536(A;A) 3 41827026 ULK4
9375 rs1042026(A;A) 4 100228466 ADH1B 13

9376 rs1043879(A;A) 1 25570081 C1orf63 2
9377 rs10521157(G;G) 17 9336370 STX8 1
9378 rs1052501(A;A) 3 41925398 ULK4 3
9379 rs1061622(T;T) 1 12252955 TNFRSF1B 10
9380 rs10763976(A;G) 10 34564292 PARD3 2
9381 rs10865864(A;A) 3 3628981 1
9382 rs10997875(C;C) 10 69679824 SIRT1 2
9383 rs11075997(C;T) 16 53858912 FTO 1



9384 rs11630290(C;C) 15 63915786 HERC1 1
9385 rs12121543(C;C) 1 11854671 MTHFR 1
9386 rs1217414(C;C) 1 114412667 PTPN22 10
9387 rs12278912(G;G) 11 124612159 NRGN 1
9388 rs12282928(A;A) 11 48332028 1
9389 rs12644284(A;A) 4 154154000 TRIM2 1
9390 rs12793173(T;T) 11 34834204 1
9391 rs13394619(A;G) 2 11727507 GREB1 1
9392 rs1369481(G;G) 2 101511959 NPAS2 1
9393 rs1402837(G;G) 2 169757354 G6PC2 1
9394 rs1491850(C;T) 11 27749725 4
9395 rs1539549(G;G) 13 36451881 DCLK1 2
9396 rs17286604(C;T) 3 123952217 KALRN 1
9397 rs17637703(A;A) 3 45440721 LARS2
9398 rs1800136(G;G) 7 117307108 CFTR 2
9399 rs1806649(C;C) 2 178118152 NFE2L2 4
9400 rs1883832(C;C) 20 44746982 CD40 18
9401 rs1927911(C;C) normal 9 120470054 TLR4 28
9402 rs198388(C;T) 1 11917340 NPPB 4
9403 rs2034764(C;T) 9 2742771 1
9404 rs2059238(G;G) 16 78258810 WWOX 1

9405 rs2074409(G;G) 17 35898342 SYNRG 1
9406 rs210134(G;G) 6 33540209 BAK1 4
9407 rs2134808(T;T) 17 40782083 1
9408 rs2178403(C;C) 3 184039666 EIF4G1 2
9409 rs2180341(A;A) 6 127600630 RNF146 9
9410 rs2242446(T;T) 16 55690425 SLC6A2 9
9411 rs2272007(G;G) 3 41996136 ULK4 1



9412 rs2657940(G;G) 19 52863836 ZNF610 1
9413 rs2732029(A;G) 15 25235716 SNRPN 1
9414 rs2746071(A;A) 1 192777564 RGS2 1
9415 rs2772577(C;C) 9 24547232 IZUMO3 1
9416 rs278567(T;T) 8 94169350 C8orf87 1
9417 rs2970848(A;A) 4 23817027 PPARGC1A 1
9418 rs2990245(C;T) 1 155197462 MTX1 1
9419 rs35592(T;T) 16 16141823 ABCC1 1
9420 rs3749977(C;C) 1 common (highest ability to smell cut grass) 6 29080344 OR2J3 1 1
9421 rs4240897(A;G) 1 12042755 MFN2 1
9422 rs427576(A;C) 16 73829270 1
9423 rs440299(A;G) 12 120220282 CIT 1
9424 rs4485401(A;G) 16 76566157 CNTNAP4 1
9425 rs4524(A;A) 1 169511755 F5 3
9426 rs4525(A;A) 1 169511734 F5 1
9427 rs457581(G;G) 21 27594480 1
9428 rs4762767(C;C) 12 19866129 1
9429 rs4780355(T;T) 16 11347858 SOCS1 1
9430 rs4784165(T;T) 16 52347819 1
9431 rs495225(T;T) 3 172166033 GHSR 10
9432 rs4975709(A;A) 5 1877280 IRX4 1
9433 rs5215(C;T) 11 17408630 KCNJ11 22
9434 rs5758511(G;G) 22 42336172 CENPM 1
9435 rs5845(G;G) 1 87328839 SEP15 3
9436 rs599083(T;T) 11 68192346 LRP5 1
9437 rs60637(A;A) 12 52200742 SCN8A 1
9438 rs6088792(C;C) 20 33909784 UQCC 2
9439 rs6180(A;C) 5 42719239 GHR 2
9440 rs6569479(C;C) 6 127606588 RNF146 2



9441 rs6574644(A;A) 14 81778644 STON2 1
9442 rs6599175(T;T) 3 41786009 ULK4 1
9443 rs6681460(A;G) 1 67123057 SGIP1 1
9444 rs6686643(T;T) 1 165616588 MGST3 1
9445 rs678849(C;T) 1 29145188 OPRD1 4
9446 rs6868223(A;G) 5 33636594 ADAMTS12 1
9447 rs690347(G;G) 15 41105926 ZFYVE19
9448 rs6993813(C;T) 8 120052238 10
9449 rs7147705(C;C) 14 80002096 NRXN3 1
9450 rs7202364(A;A) 16 56785390 NUP93 1
9451 rs7271519(T;T) 20 43626696 STK4 1
9452 rs7450824(T;T) 6 152438103 2
9453 rs7528419(A;A) 1 109817192 CELSR2 4
9454 rs7552722(C;T) 1 115921355 1
9455 rs7587476(C;C) 2 215653887 BARD1 2
9456 rs7595037(C;T) 2 68647095 1
9457 rs7729273(C;C) 5 7228047 1
9458 rs806368(T;T) 6 88850100 CNR1 17 2.5
9459 rs872072(A;G) 14 20859013 TEP1 1
9460 rs891088(A;A) 19 7184762 INSR 1
9461 rs9257(C;T) 17 39084504 KRT23 1
9462 rs9321490(T;T) 6 135494875 1
9463 rs9386485(C;T) 6 106329055 1
9464 rs9390459(A;G) 6 147680359 STXBP5 1
9465 rs9834970(C;T) 3 36856030 4
9466 rs9953270(T;T) 18 24687371 CHST9 1
9467 rs9961915(C;C) 18 24687324 CHST9 1
9468 rs1063499(C;G) 5 40955561 C7 2



9469 rs1174864(C;T) 7 53127559 1
9470 rs12803(G;T) 2 157181925 NR4A2 1
9471 rs1474868(A;G) 1 12044164 MFN2 1
9472 rs1928040(C;T) 13 47447236 HTR2A 4
9473 rs2040639(A;G) 7 152375188 XRCC2 3
9474 rs2049805(A;G) 1 155194980 GBAP1 1
9475 rs2140773(G;T) 2 233513175 EFHD1 1
9476 rs251379(C;T) 5 140258922 PCDHA9 1
9477 rs3743266(A;G) 15 60781513 RORA 1
9478 rs3781913(A;C) 11 72373496 PDE2A 1
9479 rs752658(C;T) 10 130355794
9480 rs833070(A;G) 6 43742626 VEGFA 10
9481 rs10128711(C;C) 11 18632984 SPTY2D1 1
9482 rs1057335(G;G) 17 1657653 SERPINF2
9483 rs238403(C;T) 19 45865217 ERCC2 1
9484 rs362988(A;G) 20 10281370 SNAP25 2
9485 rs4984390(A;G) 15 94939508 MCTP2 1
9486 rs6698181(C;T) 1 89143305 4
9487 rs2608053(A;G) 8 129075832 PVT1 1
9488 rs878860(C;T) 11 7968359 1
9489 rs1044317(A;G) 21 43716901 ABCG1 2
9490 rs10510628(A;G) 3 29853403 RBMS3 1
9491 rs10738610(A;C) 9 22123766 3
9492 rs12657996(G;G) 5 158904313 1
9493 rs1614972(C;C) 4 100258155 ADH1C 4
9494 rs2039485(T;T) 14 32353250 2
9495 rs2046934(T;T) 3 151057642 P2RY12 7
9496 rs2235749(G;G) 20 1959939 PDYN 2
9497 rs2286276(G;G) 7 72987354 TBL2 2



9498 rs2290113(T;T) 2 129024313 HS6ST1 1
9499 rs2341697(A;A) 2 239120652 1
9500 rs2593321(G;G) 3 22122396 LOC100505836 1
9501 rs2603127(G;G) 3 108243551 MYH15 1
9502 rs2842030(G;T) 1 163040495 RGS4 3
9503 rs3088442(A;G) 6 160872652 SLC22A3 1
9504 rs3096277(C;C) 16 83764204 CDH13 3
9505 rs3746731(A;G) 20 23065209 CD93 1
9506 rs3759334(G;G) 12 6492008 LTBR 1
9507 rs376618(A;A) 5 176517797 FGFR4 3
9508 rs3771362(C;C) 2 198962831 PLCL1 1
9509 rs3774372(T;T) 3 41877414 ULK4 1
9510 rs4355801(A;G) 8 119923873 12
9511 rs6427356(A;A) 1 157130566 2
9512 rs647126(A;G) 11 73712020 UCP3 3
9513 rs6500744(C;T) 16 6113661 A2BP1 2
9514 rs6779828(C;C) 3 119775147 GSK3B 3
9515 rs7172689(C;C) 15 81533695 IL16 1
9516 rs718768(T;T) 4 110824115 EGF 1
9517 rs7552393(A;G) 1 84254551 2
9518 rs7821178(A;C) 8 78093837 2
9519 rs8193036(T;T) 6 52050493 IL17A 6

9520 rs1042615(C;T) 12 63544209 AVPR1A 3
9521 rs1057744(A;G) 14 105617042 JAG2 1
9522 rs2241879(C;T) 2 234183468 ATG16L1 11
9523 rs3828309(C;T) 2 234180410 ATG16L1 5
9524 rs909253(C;T) 6 31540313 LTA 50
9525 rs9593(A;T) 12 109994870 MMAB



9526 rs1998463(C;G) 14 27509018 1
9527 rs2071559(C;T) 4 55992366 KDR 10
9528 rs3735520(C;T) 7 81400939 HGF 2
9529 rs1555967(G;G) 6 51159995 1
9530 rs234709(C;T) 21 44486964 CBS 4
9531 rs4896582(G;G) 6 142703877 GPR126 4
9532 rs2077147(A;G) 20 17825143 1
9533 rs998850(C;G) 7 50607388 DDC 3
9534 rs11642413(A;G) 16 68790394 CDH1 2
9535 rs12338(C;G) 8 11710888 CTSB 3
9536 rs10020432(A;G) 4 74321600 AFP 1
9537 rs1034576(G;G) 7 126063431 1
9538 rs10487132(A;G) 7 95020305 PON3 4
9539 rs10521232(C;T) 17 13539804 1
9540 rs1060286(A;G) 1 207250300 PFKFB2 1
9541 rs10760130(A;G) 9 123701990 11
9542 rs10769908(C;T) 11 8484089 STK33 2
9543 rs10898563(A;G) 11 86659213 FZD4 1
9544 rs10898909(G;G) 11 72952496 P2RY2 3
9545 rs10908907(G;G) 9 92249584 2
9546 rs11037909(T;T) 11 44255614 EXT2 11
9547 rs11205277(A;G) 1 149892872 LOC100507640 4
9548 rs11212913(G;G) 11 108947644 1

9549 rs11244841(T;T) 10 127834566 ADAM12 1
9550 rs11615274(C;C) 12 73601132 1
9551 rs11618212(A;A) 13 106096812 1
9552 rs11632698(A;G) 15 74637867 CYP11A1 2
9553 rs11705701(A;G) 3 185544309 IGF2BP2 2



9554 rs11739663(T;T) 5 594083 2
9555 rs11808092(C;C) 1 93073228 EVI5 2
9556 rs11949289(A;G) 5 28340173 1
9557 rs12142335(G;G) 1 108302922 VAV3 1
9558 rs12539316(A;A) 7 72977898 1
9559 rs1322846(C;T) 6 17241154 1
9560 rs13385(C;C) 5 139712878 HBEGF 2
9561 rs1380304(T;T) 1 241016693 RGS7
9562 rs138060(A;C) 22 44222807 SULT4A1 2
9563 rs138880(A;A) 22 50218611 BRD1 3
9564 rs1537377(C;T) 9 22169700 1
9565 rs1559931(G;G) 2 204825729 ICOS 1
9566 rs1569723(A;A) 20 44742064 4
9567 rs168622(G;T) 20 12966089 1
9568 rs1713449(C;C) 14 20841707 TEP1 2
9569 rs17146964(A;A) 11 65249145 LOC100507645 2
9570 rs17189298(A;G) 2 119845317 1
9571 rs17219084(A;G) 16 53855600 FTO 1
9572 rs1822881(A;A) 2 146044052 1
9573 rs182420(A;A) 19 48372195 SULT2A1 5
9574 rs1842896(G;T) 4 156511459 1
9575 rs1950500(G;G) 14 24830850 2
9576 rs2071242(A;A) 17 18154510 FLII 1
9577 rs2125000(C;C) 4 125265313 1

9578 rs2274788(T;T) 1 94674726 ARHGAP29 1
9579 rs2312147(C;T) 2 58222928 2
9580 rs2607839(T;T) 10 87991916 GRID1 1
9581 rs2660845(A;A) 12 96438553 LTA4H 9



9582 rs267015(C;C) 5 154856170 1
9583 rs2814828(C;C) 9 90811182 LOC100129340 2
9584 rs2833556(G;G) 21 33285300 HUNK 1
9585 rs2851391(C;T) 21 44487404 CBS 3
9586 rs2877716(C;C) 3 123094451 ADCY5 5
9587 rs294223(G;G) 1 23016006 1
9588 rs317689(A;A) 12 69727190 3
9589 rs3180018(G;G) 1 155230131 SCAMP3 1
9590 rs3740878(A;A) 11 44257802 EXT2 13
9591 rs3792752(T;T) 5 32768634 NPR3 1
9592 rs37972(C;T) 7 8007509 GLCCI1 1
9593 rs3853445(T;T) 4 111761487 2
9594 rs411089(C;C) 1 158224825 CD1A 1
9595 rs4529888(A;G) 11 127081591 1
9596 rs4621553(A;A) 5 113030164 1
9597 rs4783099(C;T) 16 84941329 CRISPLD2 3
9598 rs4799088(A;A) 18 77573548 1
9599 rs484389(T;T) 11 100909809 PGR 1
9600 rs4917623(C;T) 10 96609568 CYP2C19 2
9601 rs505404(T;T) 11 243268 PSMD13 1
9602 rs543844(A;G) 6 44424800 1
9603 rs568157(A;G) 11 101024282 LOC101054525 2
9604 rs577(C;C) 6 158365035 SNX9 1
9605 rs5771069(A;G) 22 50435480 IL17REL 4
9606 rs6013509(G;G) 20 51318351 1

9607 rs6024938(C;T) 20 55109304 FAM209B 1
9608 rs6074022(T;T) 20 44740196 6
9609 rs6427419(A;C) 1 158058109 KIRREL 1



9610 rs6445975(T;T) 3 58370177 PXK 17 2
9611 rs6469792(C;T) 8 120008371 1
9612 rs6536991(T;T) 4 141481581 UCP1 1
9613 rs660240(G;G) 1 109817838 CELSR2 3
9614 rs6782400(A;C) 3 142295368 ATR 1
9615 rs6900341(G;T) 6 111794409 REV3L 1
9616 rs6979(A;G) 16 67691668 ACD 1
9617 rs707928(T;T) 6 31742590 C6orf27 1
9618 rs712039(C;C) 17 35850553 DUSP14 1
9619 rs758944(G;G) 7 75953297 1
9620 rs7632287(G;G) 3 8791446 OXTR 4
9621 rs7665090(A;G) 4 103551603 MANBA 2
9622 rs7678046(C;T) 4 62596693 LPHN3
9623 rs7727656(T;T) 5 25760679 1
9624 rs7754561(A;A) 6 132212694 ENPP1 9
9625 rs7897654(T;T) 10 104662458 AS3MT 2
9626 rs7946(T;T) 17 17409560 PEMT 2
9627 rs871443(C;C) 17 73753503 ITGB4 1
9628 rs910079(A;A) 20 1960198 PDYN 1
9629 rs9277535(A;A) 6 33054861 HLADPB1 21
9630 rs9302752(C;C) 16 50719103 3
9631 rs931127(A;G) 11 65405300 SIPA1 5 2.1
9632 rs936229(G;G) 15 75132319 ULK3 1
9633 rs948414(C;T) 11 119214798 MFRP 3
9634 rs9490860(A;A) 6 123989741 1
9635 rs9507577(G;T) 13 26363076 ATP8A2 1

9636 rs9594738(C;T) 13 42952145 12
9637 rs965808(A;A) 20 57408426 GNASAS1 2



9638 rs966423(C;T) 2 218310340 DIRC3 5
9639 rs9972882(C;C) 17 37807698 STARD3 1
9640 rs1411766(C;T) 13 110252160 4
9641 rs1678542(C;G) 12 57968715 KIF5A 12
9642 rs2069705(C;T) 12 68555011 IFNG 16
9643 rs2153157(C;T) 6 10897488 SYCP2L 6
9644 rs2193225(A;G) 2 51079482 NRXN1 1
9645 rs264272(A;C) 18 10923808 PIEZO2 1
9646 rs2725220(C;G) 4 88959922 PKD2 1
9647 rs3792109(C;T) 2 234184417 ATG16L1 2
9648 rs4072037(A;G) 1 155162067 MUC1 15
9649 rs1521(T;T) 6 31350704 HLAS 1
9650 rs1870584(A;G) 17 12047544 MAP2K4 1
9651 rs2184898(A;G) 10 119418104 1
9652 rs3758987(A;A) 11 113775275 HTR3B 7
9653 rs6736997(A;C) 2 235615197 1
9654 rs752949(C;C) 11 35327748 SLC1A2
9655 rs7579169(C;T) 2 121118124 1
9656 rs4468878(C;T) 20 59928237 CDH4 1
9657 rs728293(A;G) 4 47357683 GABRB1 1
9658 rs2583988(C;C) 4 90760828 FGF22 8
9659 rs1041740(C;C) 21 33040162 SOD1 4
9660 rs10865035(A;G) 2 100835734 LOC150577 5
9661 rs11809207(G;G) normal 1 26521140 CATSPER4 1
9662 rs1491851(C;T) 11 27752763 1
9663 rs1536826(C;C) 10 135357239 1
9664 rs17252296(A;A) 14 51580921 1
9665 rs17318596(A;G) 19 41937095 ATP5SL 1
9666 rs2109075(C;T) 19 42152229 1



9667 rs2677744(A;G) 15 91450441 MAN2A2 2
9668 rs290986(T;T) 9 93563536 SYK 1
9669 rs3794087(C;C) 11 35329615 SLC1A2 3
9670 rs3804099(C;T) 4 154624656 TLR2 18
9671 rs4404254(T;T) 2 204825286 ICOS 2
9672 rs4730430(C;T) 7 110047964 1
9673 rs4897081(A;G) 6 149436538
9674 rs7217186(C;T) 17 4539392 ALOX15 2
9675 rs7246479(G;T) 19 55824332 TMEM150B 2
9676 rs7445013(A;G) 5 71697977 1
9677 rs7520974(A;G) 1 240067260 CHRM3 1
9678 rs783540(A;G) 15 83254708 CPEB1 2
9679 rs186715(A;C) 19 6878136 1
9680 rs2222956(C;T) 21 37101040 1
9681 rs441399(C;T) 15 91366222 1
9682 rs947267(A;C) 13 106139662 DAOA 13
9683 rs11075996(C;T) 16 53858024 FTO 1
9684 rs4731702(C;T) 7 130433384 4
9685 rs4948496(C;T) 10 63805617 ARID5B 1
9686 rs6764623(A;A) 3 1046038 1
9687 rs2718812(A;G) 3 133399702 2
9688 rs344555(G;G) 19 6679360 C3 1
9689 rs3863145(C;C) 5 1392711 SLC6A3 3
9690 rs10180522(A;A) 2 146071853 1
9691 rs10229583(G;G) 7 127246903 3
9692 rs10229603(T;T) 7 112628373 2
9693 rs1042113(A;A) 11 35308369 SLC1A2 1
9694 rs1043763(A;A) 12 122630909 MLXIP 1



9695 rs10489202(G;G) 1 167903079 BRP44 2
9696 rs10495476(A;A) 1 241006953 RGS7
9697 rs10503672(C;C) 8 19987703 1
9698 rs10511217(C;C) 3 103403514 1
9699 rs1053049(T;T) 6 35395618 PPARD 1
9700 rs10830196(C;C) 10 129723712 PTPRE 1
9701 rs10937544(A;A) 3 103363061 1
9702 rs10947803(C;C) 6 39270610 KCNK17 2
9703 rs10955924(A;C) 8 120053343 1
9704 rs11177669(G;G) 12 69828681 1
9705 rs11637235(T;T) 15 48633153 DUT 1
9706 rs11661542(A;C) 18 20223695 1
9707 rs11810217(C;C) 1 93148377 EVI5 1
9708 rs12440962(C;C) 15 99500064 IGF1R 1
9709 rs12485744(T;T) 3 103397769 1
9710 rs12513380(G;G) 4 166830364 TLL1 1
9711 rs13391552(G;G) 2 73818936 ALMS1 1
9712 rs13407913(A;G) 2 25097644 ADCY3 1
9713 rs135551(C;C) 22 46553021 PPARA 2
9714 rs1494961(C;T) 4 84374480 HELQ 2
9715 rs153311(C;C) 5 76027823 F2R 1
9716 rs153734(A;A) 3 64078009 PRICKLE2 2
9717 rs1569788(T;T) 6 152328616 ESR1 2
9718 rs15763(C;C) 11 73711477 UCP3 1
9719 rs1695739(A;A) 11 126196175 DCPS 1
9720 rs1802074(G;G) 7 37947103 SFRP4 1
9721 rs182784(A;G) 20 55824533 BMP7 1
9722 rs1867504(A;G) 3 133410661 TFP 2
9723 rs1871042(C;T) 11 67353844 GSTP1 1



9724 rs1880753(A;G) 17 43811260 CRHR1 2
9725 rs1944582(A;G) 18 45815417 1
9726 rs1973993(C;T) 1 96943994 2
9727 rs1995356(T;T) 3 143029022 SLC9A9 1
9728 rs2019960(T;T) 8 129192271 2
9729 rs2058710(A;A) 2 207121782 1
9730 rs2066827(T;T) 12 12871099 CDKN1B 12
9731 rs2070863(C;C) 17 1648502 SERPINF2
9732 rs2114252(G;G) 15 88664676 NTRK3 1
9733 rs2146098(A;G) 1 186090370 HMCN1 1
9734 rs2176082(C;C) 3 58331186 PXK 2
9735 rs219781(C;C) 21 37832621 CLDN14
9736 rs2224391(A;A) 6 5260936 LYRM4 2
9737 rs2279008(A;A) 19 17283303 MYO9B 1
9738 rs2284017(C;T) 22 37096927 CACNG2 1
9739 rs2435207(A;G) 17 44058928 MAPT 4
9740 rs2447867(C;C) 5 52157374 ITGA1 1
9741 rs2502815(C;C) 1 161203227 NR1I3 3
9742 rs2576178(T;T) 10 90343398 RNLS 6
9743 rs2834655(G;G) 21 36238507 RUNX1 1
9744 rs2853668(C;C) 5 1300025 2
9745 rs297941(A;G) 12 50319086 1
9746 rs3128917(T;T) 6 33059996 HLADPA2 2
9747 rs320(T;T) 8 19819077 LPL 5
9748 rs33428(G;G) 19 30937843 ZNF536 1
9749 rs3759333(C;C) 12 6491947 LTBR 2
9750 rs3826169(T;T) 16 53860481 FTO 1

9751 rs3850370(T;T) 14 78534906 1



9752 rs3865443(G;G) 19 51537682 KLK12 1
9753 rs401758(G;G) 5 80283127 RASGRF2 1
9754 rs422544(T;T) 6 33026110 2
9755 rs4246444(G;G) 17 80038952 FASN 1
9756 rs4285028(A;A) 3 121660664 SLC15A2 1
9757 rs4376071(T;T) 3 32264991 1
9758 rs4601530(C;C) 1 25044111 1
9759 rs4811196(A;A) 20 36469694 CTNNBL1 1
9760 rs4852140(G;G) 2 240745718 1
9761 rs4861387(G;G) 4 41268465 UCHL1 1
9762 rs6070035(A;G) 20 55825693 BMP7 1
9763 rs60701(T;T) 5 10733776 DAP 1
9764 rs6732426(C;T) 2 43587504 THADA 1 2
9765 rs6746082(A;A) 2 25659244 DTNB 2
9766 rs6790433(T;T) 3 14480778 SLC6A6 1
9767 rs7103411(T;T) 11 27700125 BDNF 4
9768 rs7144649(A;A) 14 57822216 1
9769 rs722503(A;A) 13 28997052 FLT1 1
9770 rs7404928(T;T) 16 23888840 PRKCB 1
9771 rs7501939(C;T) 17 36101156 HNF1B 17
9772 rs754532(C;C) 11 65747057 SART1 1
9773 rs7950019(A;A) 11 18278912 1
9774 rs823144(A;A) 1 205744546 RAB7L1 1
9775 rs838552(T;T) 2 234422029 USP40 1
9776 rs885834(A;G) 10 50815512 CHAT 2
9777 rs9328321(G;G) 6 5600438 FARS2 1
9778 rs9442235(G;T) 1 16393357 FAM131C 1
9779 rs947211(G;G) 1 205752665 5



9780 rs947895(A;C) 11 67354406 GSTP1 4
9781 rs953413(A;G) 6 11012859 ELOVL2 1
9782 rs9636231(G;G) 2 139671955 2
9783 rs9860340(A;A) 3 87783976 1
9784 rs10487888(A;G) 7 140499107 BRAF 2
9785 rs1111599(A;G) 12 117956032 KSR2 1
9786 rs1175000(A;G) 7 22024040 1
9787 rs1722784(C;T) 1 150961869 ANXA9 1
9788 rs1875517(C;T) 3 117307567 3
9789 rs2033654(G;T) 2 25103108 ADCY3 2
9790 rs2134142(A;C) 12 117956508 KSR2 1
9791 rs2280073(C;G) 4 46967573 GABRA4 2
9792 rs702465(A;T) 2 74369151 BOLA3 1
9793 rs749174(C;T) 11 67353253 GSTP1 5
9794 rs10083466(C;C) 14 79984718 NRXN3 1
9795 rs11254363(A;A) 10 17130693 CUBN 2
9796 rs11886047(T;T) 2 43850590 2
9797 rs3118515(G;G) 9 137436314 RNF146 1
9798 rs3801387(T;T) 7 120974765 WNT16 3
9799 rs6539267(T;T) 12 106785554 POLR3B 1
9800 rs7171171(A;A) 15 38907041 1
9801 rs11591741(C;G) 10 101976501 CHUK 3
9802 rs1167846(C;C) 6 137343720 IL20RA 1
9803 rs16944158(T;T) 16 49652779 ZNF423 1
9804 rs2149356(C;C) 9 120474199 TLR4 17
9805 rs231725(A;G) 2 204740675 CTLA4 6
9806 rs231727(A;G) 2 204741550 5
9807 rs6666089(A;G) 1 202928703 ADIPOR1 6
9808 rs7203459(T;T) 16 11230703 CLEC16A 2



9809 rs7712023(A;T) 5 162889958 HMMR 1
9810 rs806378(C;C) 6 88859551 CNR1 3
9811 rs815160(A;G) 1 190257090 FAM5C
9812 rs1171381(C;T) 1 190306342 FAM5C
9813 rs2237028(A;C) 4 55536375 KIT 1
9814 rs11995854(T;T) 8 129220073 1
9815 rs12329760(C;C) 21 42852497 TMPRSS2 1
9816 rs1324183(C;C) 9 13557491 2
9817 rs1342899(G;G) 9 105735195 1
9818 rs138597(A;A) 22 44968530 LINC00207 1
9819 rs1830756(C;C) 13 108080223 FAM155A 3
9820 rs2277025(C;T) 5 156460095 HAVCR1 2
9821 rs239339(G;G) 1 4444539 1
9822 rs239713(C;C) 21 28696476 1
9823 rs2612101(C;C) 18 676473 ENOSF1 1
9824 rs3731824(A;A) 2 86088311 ST3GAL5

9825 rs3790565(T;T) 1 Normal risk of developing primary biliary
cirrhosis 1 67811356 IL12RB2 1 2

9826 rs381575(A;C) 5 52912891 NDUFS4 1
9827 rs4800573(G;G) 18 22059670 HRH4 1
9828 rs680379(A;G) 20 12969400 2
9829 rs6857600(C;C) 4 89066075 ABCG2 1
9830 rs7543130(A;C) 1 100049785 1
9831 rs7742824(G;G) 6 44065311 1
9832 rs8074700(C;C) 17 46749791 1
9833 rs889299(C;C) 16 23381914 SCNN1B 2
9834 rs9277341(T;T) 6 33039625 HLADPA1 1
9835 rs9325032(T;T) 5 146415216 PPP2R2B 1



9836 rs951439(C;T) 1 163033691 4
9837 rs3219489(C;G) 1 45797505 MUTYH 5

9838 rs1450100(A;C) 3 7538202 GRM7 1
9839 rs11022095(A;G) 11 11986927 DKK3 1
9840 rs11051970(G;G) 12 32537488 1
9841 rs1800789(G;G) 4 155482743 FGB 2
9842 rs3768080(A;G) 1 236179869 NID1 1
9843 rs9303401(C;C) 17 56847945 PPM1E 1
9844 rs10074959(G;G) 5 104208013 1
9845 rs10242595(G;G) 7 22774231 2
9846 rs1049380(A;A) 12 26489544 ITPR2 2
9847 rs10514713(A;C) 3 46543617 RTP3 1
9848 rs10758658(G;G) 9 4856877 RCL1 1
9849 rs10789082(T;T) 1 60357969 CYP2J2 1
9850 rs10815094(A;A) 9 4845520 RCL1 1
9851 rs1116260(C;C) 13 93890670 GPC6 1
9852 rs11257655(C;C) 10 12307894 1
9853 rs11649743(G;G) 17 36074979 HNF1B 12
9854 rs1176713(T;T) 11 113860425 HTR3A 3
9855 rs12193738(C;T) 6 24568393 KIAA0319 1
9856 rs12711941(G;T) 2 121123383 1
9857 rs130274(C;C) 22 33204334 TIMP3 1
9858 rs13113918(G;G) 4 9998493 SLC2A9 2
9859 rs1324214(G;G) 1 94997288 F3 1
9860 rs1484948(T;T) 11 41852664 1
9861 rs1519761(A;G) 2 151633204 1
9862 rs163913(T;T) 19 6722635 C3 2
9863 rs16845098(T;T) 1 225781165 ENAH



9864 rs17818902(T;T) 16 53871806 FTO 4
9865 rs179247(A;G) 14 81432546 TSHR 5
9866 rs1796390(C;C) 12 42878604 PRICKLE1 1

9867 rs1800949(C;C) 6 132128564 ENPP1 2
9868 rs1819741(T;T) 1 192784838 3
9869 rs1928042(A;A) 13 47437216 HTR2A
9870 rs1934967(C;C) 10 96741426 CYP2C9 2
9871 rs202676(T;T) 11 49227620 FOLH1 5
9872 rs204999(A;A) 6 32109979 4
9873 rs2074404(T;T) 17 44865439 WNT3 1
9874 rs2076167(A;A) 6 35391787 PPARD 3
9875 rs2088885(A;C) 3 170971291 TNIK 2
9876 rs211014(C;C) 5 161576418 GABRG2 5
9877 rs2215379(C;C) 7 78050595 MAGI2 1
9878 rs2221154(G;T) 3 28928860 1
9879 rs2236496(T;T) 9 4844265 RCL1 2
9880 rs2275215(T;T) 6 129861392 1
9881 rs2280232(T;T) 2 191850766 STAT1 4
9882 rs2282301(G;G) 1 155868625 RIT1 2
9883 rs242559(A;A) 17 44025888 MAPT 3
9884 rs243864(T;T) 16 55512322 MMP2 3
9885 rs243865(C;C) 16 55511806 MMP2 25
9886 rs2509049(C;T) 11 118966521 H2AFX 2
9887 rs2580816(C;C) 2 232797966 1
9888 rs2622604(C;C) 4 89078924 ABCG2 2
9889 rs2711721(G;G) 12 47372270 1
9890 rs2834902(C;C) 21 36688528 1
9891 rs2840445(G;G) 8 5764942 1



9892 rs2884737(A;A) 16 31105554 VKORC1 10
9893 rs315122(A;A) 12 69771073 YEATS4 1
9894 rs339392(T;T) 19 6722022 C3 1
9895 rs353639(A;A) 11 35184364 CD44 2
9896 rs4072520(C;C) 3 119635393 GSK3B 3
9897 rs4074947(C;C) 17 63527220 AXIN2 2
9898 rs4319896(A;C) 2 30139849 ALK 1
9899 rs4369779(C;C) 18 20735408 CABLES1 1
9900 rs4423615(A;G) 2 165438230 GRB14 2
9901 rs4491709(T;T) 2 217894756 1
9902 rs4591494(T;T) 3 7982827 2
9903 rs4734782(A;A) 8 105374656 1
9904 rs4800148(A;A) 18 20724328 CABLES1 3
9905 rs4800452(T;T) 18 20727611 CABLES1 1
9906 rs4962416(T;T) 10 126696872 CTBP2 15
9907 rs516636(C;C) 1 177855517 1
9908 rs603446(C;T) 11 116654435 ZNF259 1
9909 rs612224(T;T) 2 31811870 1
9910 rs6332(A;G) 12 5603632 NTF3 6
9911 rs633715(T;T) 1 177852580 2
9912 rs6427595(A;A) 1 161463498 1
9913 rs642803(C;T) 11 65560620 OVOL1 1
9914 rs6696854(C;C) 1 161463814 1
9915 rs6701037(A;C) 1 175120079 2
9916 rs6757804(C;T) 2 151635832 1
9917 rs6865969(C;T) 5 158502728 EBF1 1
9918 rs7122539(G;G) 11 66662731 PC 1
9919 rs7137869(A;A) 12 119989646 1
9920 rs739617(C;C) 7 111510866 DOCK4 1



9921 rs7624540(C;C) 3 119608947 GSK3B 2
9922 rs8034928(T;T) 15 81594123 IL16 3
9923 rs887391(T;T) 19 41985624 LOC100505495

9924 rs9357271(T;T) 1 Normal risk of developing restless legs
syndrome 6 38365873 BTBD9 6 1

9925 rs939347(G;G) 17 38256693 NR1D1 2
9926 rs9585056(T;T) 13 100081766 2
9927 rs9728717(T;T) 1 85290409 LPAR3 1
9928 rs9804190(C;C) 10 61839831 ANK3 6
9929 rs9870146(T;T) 3 117156255 1
9930 rs9870680(C;T) 3 7529555 GRM7 1
9931 rs1525739(C;G) 7 16889812 FTH1P16 1
9932 rs1800682(C;T) 10 90749963 ACTA2 18

9933 rs2227928(C;T) poorer response to pancreatic cancer
combined treatment 3 142281612 ATR 3

9934 rs4758685(C;T) 12 122626842 MLXIP 1
9935 rs17796783(C;T) 14 85809911 1
9936 rs180743(C;G) 16 28507644 APOBR 1
9937 rs10938494(G;G) 4 47563448 ATP10D 1
9938 rs722208(A;A) 6 152322885 ESR1 5
9939 rs10776612(C;T) 10 49735563 ARHGAP22 1
9940 rs12197043(A;G) 6 149451277
9941 rs1790100(T;T) 12 123656725 MPHOSPH9 1
9942 rs2293971(G;G) 8 38284011 FGFR1 1
9943 rs2371208(G;G) 7 82337859 1
9944 rs238406(G;T) 19 45868309 ERCC2 10
9945 rs2986961(T;T) 10 30087359 1
9946 rs7671266(C;C) 4 10056376 1
9947 rs7935346(G;G) 11 47008379 C11orf49 1



9948 rs1049353(G;G) more resistant to treatment for depression 6 88853635 CNR1 16
9949 rs2439312(C;C) 8 32412359 NRG1 1
9950 rs2710647(C;T) 2 63213970 EHBP1 1
9951 rs2927438(G;G) 19 45242107 1
9952 rs3790433(G;G) 1 65894342 LEPR 1
9953 rs7211770(A;A) 17 38289003 MSL1 1
9954 rs786870(G;G) 10 26774694 APBB1IP 1
9955 rs8007267(C;C) 14 55378991 GCH1 10
9956 rs895521(G;G) 2 101552095 NPAS2 1
9957 rs9460635(T;T) 6 21455153 1
9958 rs9527(G;G) 10 104623578 CCDC81 1
9959 rs9899891(A;A) 17 14629746 1
9960 rs10014072(G;G) 4 113948790 ANK2 1
9961 rs11622475(C;C) 1.5x risk 14 104509076 TDRD9 2
9962 rs3010396(A;G) 1 116273788 CASQ2 1
9963 rs10227331(A;T) 7 157294938 LOC100506534 1
9964 rs10426094(C;C) 19 7205240 INSR 1
9965 rs10444502(A;A) 12 118353871 KSR2 2
9966 rs10501087(T;T) 11 27670108 BDNFAS1 3
9967 rs1076540(G;G) 22 18439958 MICAL3 1
9968 rs10771283(A;A) 12 26587578 ITPR2 1
9969 rs10886471(C;T) 10 121149403 GRK5 2
9970 rs10934853(C;C) 3 128038373 EEFSEC 4
9971 rs11030104(A;A) 11 27684517 BDNF 10
9972 rs11141915(A;A) 9 90235794 DAPK1 1
9973 rs11264341(C;T) 1 155151493 TRIM46 1
9974 rs11602954(G;G) 11 202856 BET1L 1
9975 rs11671010(T;T) 19 35559474 LDLRAD2 1
9976 rs11708067(A;A) 3 123065778 ADCY5 10



9977 rs11850957(C;C) 14 25479542 STXBP6 1
9978 rs12125250(C;C) 1 188379428 1
9979 rs1217407(G;G) 1 114393748 PTPN22 4
9980 rs1230345(C;C) 6 112382313 WISP3
9981 rs1242541(T;T) 14 83206037 1

9982 rs12434047(G;G) 14 53837485 1
9983 rs13073869(G;G) 3 12353993 PPARG 1
9984 rs13273073(G;G) 8 23584226 1
9985 rs13273672(T;T) 8 11612381 GATA4 1
9986 rs13293020(C;C) 9 34768693 1
9987 rs1417507(G;G) 6 50216832 1
9988 rs153091(A;A) 16 13253956 SHISA9
9989 rs157582(G;G) 19 45396219 TOMM40 1
9990 rs16984239(C;C) 2 18234446 4
9991 rs17119(T;T) 6 14719496 1
9992 rs17337252(A;G) 8 53586706 RB1CC1
9993 rs1760217(T;T) 1 97602994 DPYD 1
9994 rs17673553(A;A) 16 11241906 CLEC16A 4
9995 rs183211(G;G) 17 44788310 NSF 2
9996 rs194749(A;A) 14 69273905 1
9997 rs1986116(G;G) 14 77513844 LOC283575 1
9998 rs2014355(T;T) 12 121175524 ACADS 3
9999 rs20576(A;A) 8 23058220 TNFRSF10A 5
10000 rs2227564(C;C) 10 75673101 PLAU 8
10001 rs2242330(T;T) 4 68447249 STAP1 2
10002 rs2257082(C;C) 6 43492578 XPO5 1
10003 rs2267439(T;T) 22 42237769 SREBF2
10004 rs2297630(G;G) 10 44871548 CXCL12 3



10005 rs2303929(G;G) 7 150761314 SLC4A2 1
10006 rs2705897(G;G) 4 185553098 CASP3 1
10007 rs2774307(C;C) 1 114670969 SYT6 1
10008 rs301(T;T) 8 19816934 LPL 3
10009 rs3744246(C;C) 17 38084350 ORMDL3 2
10010 rs3813034(A;C) 17 28524804 SLC6A4 8

10011 rs3923087(G;G) 17 63549261 AXIN2 2
10012 rs393414(C;C) 6 28521316 1
10013 rs4074134(G;G) 11 27647285 BDNFAS 2
10014 rs448378(A;G) 3 169100899 MDS1 2
10015 rs4512366(G;G) 8 125459719 2
10016 rs4555132(T;T) 15 97939238 1
10017 rs4658627(G;G) 1 244511176 1
10018 rs4743150(C;C) 9 100740124 1
10019 rs4746003(C;C) 10 71538292 RPL5P26 1
10020 rs4923461(A;A) 11 27656910 BDNFOS 5
10021 rs5742915(C;T) 15 74336633 PML 2
10022 rs6034368(C;C) 20 1658258 RAB39A 3
10023 rs643788(C;T) 11 118967758 DPAGT1 4
10024 rs6588505(C;C) 1 48254782 TRABD2B 1
10025 rs6701713(G;G) 1 207786289 CR1 1
10026 rs6832439(G;G) 4 9924319 SLC2A9 1
10027 rs7243091(G;G) 18 60880562 BCL2 1

10028 rs733722(C;C) no positive effect of AChE inhibitors for
Alzheimer's patients 10 50816943 CHAT 3

10029 rs7591163(T;T) 2 228715375 1
10030 rs8047014(A;C) 16 69135049 1
10031 rs8192558(T;T) 5 134871440 NEUROG1 2



10032 rs888219(G;G) 9 128929023 1
10033 rs9308762(T;T) 2 118863874 INSIG2 3
10034 rs9376092(C;C) 6 135427144 5
10035 rs9878522(T;T) 3 165125159 1
10036 rs1042173(G;T) normal 17 28525011 SLC6A4 15
10037 rs1475545(A;G) 9 100316230 TMOD1 1
10038 rs1554929(A;G) 11 113278764 DRD2 2
10039 rs1846644(A;G) 12 117938380 KSR2 1

10040 rs2030737(A;G) 3 134809377 EPHB1 2
10041 rs230526(C;T) 4 103458825 NFKB1 2
10042 rs230529(A;G) 4 103457418 NFKB1 1
10043 rs10116253(T;T) 9 120464320 4
10044 rs10941679(A;A) 5 44706498 16
10045 rs117(C;C) 7 24964056 OSBPL3 1
10046 rs11737074(G;G) 4 125081373 3
10047 rs13122273(G;G) 4 13102351 1
10048 rs1654260(G;G) 19 20329111 1
10049 rs16840639(T;T) 1 196824773 LOC100289145 2
10050 rs2278749(G;G) 11 13397878 ARNTL 5
10051 rs281432(C;G) 19 10390658 ICAM1 7
10052 rs3735273(G;G) 7 50596864 DDC 5
10053 rs4680534(T;T) 3 159698945 1
10054 rs479341(G;G) 1 87342470 SEP15 1
10055 rs666088(A;A) 4 20495135 SLIT2 1
10056 rs6667202(A;C) 1 206957092 1
10057 rs6871748(T;T) 5 35885982 3
10058 rs740495(T;T) 19 1124835 SBNO2 1
10059 rs1534587(C;T) 8 35142956 UNC5D 1



10060 rs1541374(A;C) 4 106048360 1
10061 rs2071592(A;T) 6 31515340 NFKBIL1 5
10062 rs954353(C;T) 1 86044651 CYR61 1
10063 rs966376(A;G) 18 28832838 1
10064 rs1534166(A;A) 3 133537067 SRPRB 1
10065 rs4790904(A;A) 17 64779154 PRKCA
10066 rs7327064(C;C) 13 36771017 SOHLH2 1
10067 rs1540771(A;G) 6 466033 8
10068 rs10213865(A;A) 5 35857850 IL7R 1

10069 rs16933812(T;T) 9 36969205 PAX5 1
10070 rs2550956(C;C) 5 1447841 1
10071 rs600491(C;T) 1 55333525 DHCR24 2
10072 rs7274072(G;G) 20 45079795 2
10073 rs8028529(T;T) 15 36654597 2
10074 rs829508(A;A) 3 165502724 BCHE 1
10075 rs1582861(A;G) 2 137491121 1
10076 rs1610696(C;G) 6 29798803 HLAG 1
10077 rs6277(C;T) 1.4x higher schizophrenia risk 11 113283459 DRD2 55 2
10078 rs10192369(A;G) 2 161380888 1
10079 rs10399931(C;C) 1 203156080 CHI3L1 3
10080 rs13393173(G;G) 2 169389091 LASS6 3
10081 rs166988(A;A) 19 34333914 1
10082 rs17599222(G;T) 5 156817266 CYFIP2 1
10083 rs210142(C;C) 6 33546837 BAK1 3
10084 rs2300181(G;G) 11 34476539 CAT 3
10085 rs2725544(A;A) 15 48992897 1
10086 rs331(G;G) 8 19820405 LPL 5
10087 rs365836(A;A) 7 101809851 CUX1 2



10088 rs6050(A;A) 4 155507590 FGA 10
10089 rs6488619(T;T) 12 13927896 GRIN2B 1
10090 rs6504074(G;G) 17 59899790 BRIP1 3
10091 rs6960165(A;A) 7 17368085 AHR 2
10092 rs7885012(A;A) 1 171127396 FMO6P 1
10093 rs943080(C;T) 6 43826627 1
10094 rs9815354(G;G) 3 41912651 ULK4 1
10095 rs996999(C;C) 11 102667063 MMP1 4
10096 rs16890979(C;C) 3.4x risk of gout 4 9922167 SLC2A9 10 2
10097 rs1048709(G;G) 6 31914935 CFB 3

10098 rs10761482(C;C) 10 62085337 ANK3 3
10099 rs1124769(T;T) 15 51352249 TNFAIP8L3 1
10100 rs11564299(A;A) 18 25760028 1
10101 rs11989122(A;G) 8 118827839 EXT1 1
10102 rs12484776(A;A) 22 40652873 TNRC6B 3
10103 rs12636454(T;T) 3 12360214 PPARG 2
10104 rs1278769(G;G) 13 113536627 ATP11A 1
10105 rs12940030(T;T) 17 14561016 1
10106 rs12949531(C;C) 17 13733806 3
10107 rs1408077(G;G) 1 207804141 CR1 5
10108 rs1455311(T;T) 4 79964587 LOC100505875 2
10109 rs1549519(A;A) 17 53757787 1
10110 rs1566045(A;A) 16 51021803 1
10111 rs1599971(C;C) 1 114377093 PTPN22 3
10112 rs1641511(T;T) 17 7559677 ATP1B2 1
10113 rs17129789(T;T) 1 67790598 IL12RB2 2
10114 rs1733724(C;C) 10 54223977 2
10115 rs17731538(G;G) 4 89055379 ABCG2 1



10116 rs1800547(A;A) 1 MAPT H1/H1 diplotype 17 44051846 MAPT 5 1
10117 rs1800802(T;T) 12 15038919 MGP 5
10118 rs180358(G;G) 11 116599392 2
10119 rs1937395(C;C) 10 56391303 PCDH15 1
10120 rs1970546(G;G) 20 59853938 CDH4 3
10121 rs1981997(G;G) 17 44056767 MAPT 3
10122 rs2155388(G;G) 11 125446643 EI24 1
10123 rs2236653(C;T) 11 126283785 ST3GAL4 1
10124 rs2239680(T;T) 17 76219783 BIRC5 1
10125 rs2243191(C;C) 1 207015957 IL19 2
10126 rs2278206(T;T) possibly less susceptible to asthma 2 99172244 INPP4A 1 1.16
10127 rs2288774(C;T) 18 55983330 NEDD4L 3
10128 rs2304204(A;A) 19 50169020 IRF3 2
10129 rs2359991(T;T) 14 76406124 TTLL5 1
10130 rs2615977(T;T) 1 103452392 COL11A1 1
10131 rs290489(A;A) 10 114907055 TCF7L2 2
10132 rs2961920(A;A) 5 159911506 MIR146A
10133 rs2963156(C;C) 5 142758496 NR3C1 2
10134 rs372578(A;A) 6 7887223 TXNDC5 1
10135 rs3764147(A;A) 13 44457925 C13orf31 9
10136 rs3776467(T;T) 5 7876315 MTRR 1
10137 rs393152(A;A) 17 43719143 C17orf69 6
10138 rs455804(G;G) 21 31146169 GRIK1 1
10139 rs4640244(A;G) 17 21284223 KCNJ12 1
10140 rs4895441(A;A) 6 135426573 7
10141 rs4903031(A;A) 14 73019236 RGS6 1
10142 rs4920037(G;G) 21 44481891 CBS 7
10143 rs5752638(T;T) 22 28188203 MN1 1
10144 rs6031551(T;T) 20 42989714 HNF4A 1



10145 rs647316(G;G) 2 31464829 EHD3 1
10146 rs6504909(A;A) 17 52548125 1
10147 rs6545946(C;C) 2 62713533 1
10148 rs6677604(G;G) 1 196686918 CFH 8
10149 rs6685648(T;T) 1 15825195 CASP9 2
10150 rs6782029(T;T) 3 11675789 VGLL4 1
10151 rs6799788(A;A) 3 159644297 1
10152 rs6985504(G;G) 8 128496776 2
10153 rs7085387(A;A) 10 60204602 2
10154 rs7095025(C;C) 10 88579360 BMPR1A 2
10155 rs7127900(G;G) 11 2233574 6
10156 rs7668666(C;C) 4 187001292 TLR3 2
10157 rs7731657(T;T) 5 129943319 1
10158 rs7941534(A;A) 11 116400382 1
10159 rs7977109(A;G) 12 117730340 NOS1 1
10160 rs7999348(A;A) 13 99932922 UBAC2 1
10161 rs8042404(G;G) 15 31680016 1
10162 rs8135828(G;G) 22 29929239 THOC5 1
10163 rs830998(C;C) 2 170133086 LRP2 1
10164 rs9510787(A;A) 13 24205195 TNFRSF19 3
10165 rs9623117(T;T) normal 22 40452119 TNRC6B 4
10166 rs9817428(C;C) 3 12340267 PPARG 1
10167 rs9915657(C;T) 17 70127536 1
10168 rs6063399(A;G) 20 48019818 KCNB1 1
10169 rs9841287(A;A) 3 108993 1

10170 rs12150220(A;T) slightly increased risk for several
autoimmune diseases 17 5485367 NLRP1 11

10171 rs7159841(T;T) 14 47863835 MDGA2 2
10172 rs12722(C;T) 9 137734416 COL5A1 5



10173 rs2288904(C;C) 19 10742170 SLC44A2 2
10174 rs2298839(A;G) 4 74310844 AFP 1
10175 rs7521023(A;G) 1 116243380 CASQ2 1
10176 rs1928168(A;G) 6 22017738 LINC00340 2
10177 rs2853707(T;T) 3 39324283 CX3CR1 1
10178 rs10066447(C;C) 5 13242974 1
10179 rs1062613(C;C) 11 113846006 HTR3A 6
10180 rs11642873(A;A) 16 85991705 1
10181 rs13157656(A;A) 5 40964852 C7 2
10182 rs1800788(C;C) 4 155483914 FGB 5
10183 rs2270861(A;A) 12 101736381 UTP20 1
10184 rs40401(C;C) 5 131396478 IL3 6
10185 rs4778889(T;T) 15 81588995 IL16 8
10186 rs650258(C;T) 11 60832282 2
10187 rs8102683(C;C) 19 41363765 2
10188 rs860413(T;T) 5 35943042 1
10189 rs867559(A;A) 9 129465325 1
10190 rs9863706(C;C) 3 72437413 RYBP 1
10191 rs11631179(T;T) 15 61277476 RORA 1
10192 rs12134279(C;C) 1 197781198 1
10193 rs151290(C;C) 11 2821615 KCNQ1 4
10194 rs2054989(G;G) 3 56530709 1
10195 rs3772255(C;C) 3 156102734 KCNAB1 2
10196 rs7121446(G;G) 11 121954657 LOC100507145 1
10197 rs739310(A;A) 22 27051299 1
10198 rs9790517(C;C) 4 106084778 TET2 1
10199 rs2442728(A;C) 6 31319355 1
10200 rs10145182(A;T) 14 51276009 NIN 2
10201 rs10152640(A;A) 15 39910431 FSIP1 2



10202 rs1025154(A;A) 4 155481363 1
10203 rs1040994(C;C) 6 12197213 1
10204 rs10505476(G;G) 8 128408116 2
10205 rs1051794(G;G) 6 31379109 MICA 1
10206 rs10849023(C;C) 12 4332478 1
10207 rs11073001(A;A) 15 81592802 IL16 1
10208 rs11082304(G;T) 18 20720973 CABLES1 4
10209 rs11145465(C;C) 9 71766593 TJP2 1
10210 rs11157317(C;C) 14 43403459 1
10211 rs11611647(T;T) 12 4333919 1
10212 rs11738335(T;T) 5 60950211 C5orf64 1

10213 rs11941492(C;C) 4 55978210 KDR 2
10214 rs12059546(A;A) 1 239970097 CHRM3 1
10215 rs12229663(A;A) 12 71249996 PTPRR 1
10216 rs12510549(T;T) 4 10276467 5
10217 rs12606138(A;A) 18 55993944 NEDD4L 1
10218 rs13251954(G;G) 8 28995022 KIF13B 1
10219 rs1362931(C;C) 6 46682079 PLA2G7 2
10220 rs1398024(C;C) 10 23665438 2
10221 rs1412337(C;C) 1 168618641 2
10222 rs1478604(A;A) 15 39873321 THBS1 2
10223 rs1549309(C;C) 5 167226979 ODZ2 1
10224 rs1567047(C;C) 4 126372742 FAT4 1
10225 rs17584499(C;C) 9 8879118 PTPRD 4
10226 rs17586674(A;G) 5 2335581 1
10227 rs17702471(A;A) 13 93877117 GPC6
10228 rs17832777(A;A) 14 56886686 1
10229 rs1931575(A;A) 1 94533014 ABCA4 1



10230 rs2002842(A;C) 18 76409597 2
10231 rs2024092(G;G) 19 1124031 SBNO2 1
10232 rs2060070(G;G) 17 54123973 1
10233 rs2233004(A;A) 1 11742074 MAD2L2 1
10234 rs2761887(A;C) 14 54425052 BMP4 1
10235 rs2842992(T;T) 6 160071159 1
10236 rs2854464(A;A) 12 52388891 ACVR1B 2
10237 rs2898681(G;G) 4 53757000 SCFD2 1
10238 rs3750848(A;A) 10 124215315 ARMS2 3
10239 rs3758239(A;A) 9 5306824 1
10240 rs3784862(A;A) 16 16110891 ABCC1 1
10241 rs3810253(T;T) 19 14587069 PTGER1 1

10242 rs3858145(A;A) 10 70011838 3
10243 rs3870371(C;C) 8 122697132 1
10244 rs4509693(T;T) 10 102501571 2
10245 rs4524238(G;G) 3 148439788 AGTR1 1
10246 rs4705952(A;A) 5 131839618 1
10247 rs4715(C;C) 8 22021037 SFTPC 1
10248 rs4803817(A;A) 19 45907960 PPP1R13L 2
10249 rs4925189(A;A) 20 59947044 CDH4 1
10250 rs5759167(G;T) 22 43500212 4
10251 rs604222(G;G) 3 193583710 1
10252 rs6051520(T;T) 20 351944 1
10253 rs6120849(C;C) 20 33730387 EDEM2 1
10254 rs6131(G;G) 1 169580885 SELP 10
10255 rs6444087(A;A) 3 185621829 2
10256 rs6478106(C;C) 9 117545666 TNFSF15 1
10257 rs6667220(A;A) 1 15347640 KAZN 1



10258 rs6691840(A;A) 1 37325477 GRIK3 3
10259 rs7040024(A;A) 9 845516 DMRT1 1
10260 rs7102705(G;G) 11 69143284 1
10261 rs715572(G;G) 22 33234931 TIMP3 2
10262 rs7210086(A;A) 17 70641698 SLC39A11 1
10263 rs727957(G;G) 21 35880072 KCNE1 4
10264 rs732765(A;A) 14 75365729 DLST 1

10265 rs7574865(G;G) 1
normal risk of rheumatoid arthritis, SLE,
Sjögren's syndrome, type1 diabetes, and
primary biliary cirrhosis.

2 191964633 STAT4 99 3.5

10266 rs7784162(C;C) 7 135305886 NUP205 1
10267 rs8003379(A;A) 14 64873599 MTHFD1 3
10268 rs831571(C;C) 3 64048297 2
10269 rs876538(G;G) 1 159675717 CRPP1 5
10270 rs9479482(C;T) 6 150358012 1

10271 rs9900972(G;G) 17 76868614 TIMP2 2
10272 rs9961113(T;T) 18 75605399 1
10273 rs10774929(G;T) 12 117955027 KSR2 1
10274 rs2278293(A;G) 7 128040752 IMPDH1 7
10275 rs11889862(G;G) 2 150697148 FLJ32955 1
10276 rs12828172(C;T) 12 117928182 KSR2 1
10277 rs2970869(G;G) 4 23893369 PPARGC1A 3
10278 rs4548577(C;C) 11 46998512 C11orf49 1
10279 rs7013278(C;C) 8 128414892 6
10280 rs10483776(A;A) 14 65914867 FUT8 1
10281 rs12367822(G;G) 12 57204160 1
10282 rs1278279(G;G) 10 127753478 ADAM12 1
10283 rs2066865(C;C) 4 155525276 FGG 5
10284 rs2272522(C;C) 3 361508 CHL1 3



10285 rs2734848(A;A) 11 113270374 ANKK1 1
10286 rs4803480(G;G) 19 42066279 1
10287 rs6656401(G;G) 1 207692049 CR1 9
10288 rs6898653(A;A) 5 115975656 1
10289 rs723524(G;G) 2 80581801 CTNNA2
10290 rs7296239(T;T) 12 54591704 2
10291 rs7423615(C;C) 2 231116874 SP140 1
10292 rs8030859(C;C) 15 77955516 1
10293 rs1051931(G;G) 6 46672943 PLA2G7 7
10294 rs12931939(C;C) 16 20060830 GPR139 1
10295 rs2066938(A;A) 12 121160615 UNC119B 1
10296 rs3803(C;C) 3 128199380 GATA2 2
10297 rs4767551(C;T) 12 117954060 KSR2 1
10298 rs6713620(C;C) 2 62612045
10299 rs854384(C;C) 14 25271520 1

10300 rs2134143(A;G) 12 117956422 KSR2 1
10301 rs10009228(G;G) 4 40356422 CHRNA9 2
10302 rs1007000(C;C) 9 113662681 LPAR1 1
10303 rs10518765(A;A) 15 54680632 UNC13C 2
10304 rs1051920(C;C) 8 81438420 ZBTB10 1
10305 rs10521115(G;G) 16 20090645 1
10306 rs10912580(A;A) 1 173256550 LOC100506023 3
10307 rs11038689(A;A) 11 45874264 CRY2 1
10308 rs11079657(G;G) 17 64432066 PRKCA 4
10309 rs11603089(A;A) 11 18282051 ST13P5 4
10310 rs12243326(T;T) 10 114788815 TCF7L2 6
10311 rs12518099(A;A) 5 89546109 1
10312 rs12569163(T;T) 1 241878547 WDR64 1



10313 rs12676170(A;A) 8 15197417 1
10314 rs12913547(T;T) 15 67467507 SMAD3 1
10315 rs13092825(T;T) 3 113290468 SIDT1 1
10316 rs13111989(A;A) 4 177542973 1
10317 rs13333054(C;C) 16 86011033 1
10318 rs1360573(A;A) 10 36885921 1
10319 rs1476046(G;G) 6 12293221 EDN1 1
10320 rs1530947(T;T) 14 49951350 1
10321 rs1554973(T;T) normal 9 120480812 TLR4 3 2
10322 rs16827801(A;A) 2 231980777 HTR2B 1
10323 rs16851720(A;A) 3 141463298 RNF7 1
10324 rs17030434(T;T) 4 154703596 SFRP2 1
10325 rs17091162(C;C) 14 95089232 SERPINA3 1
10326 rs1799801(T;T) 16 14041958 ERCC4 3
10327 rs1881747(T;T) normal 10 54333575 2
10328 rs1891320(C;C) 1 20297111 1

10329 rs1923539(C;C) 10 81694950 1
10330 rs1982151(G;G) 9 86617265 RMI1 1
10331 rs2048894(C;C) 4 148451834 EDNRA 1
10332 rs2072136(C;C) 12 113398919 OAS3 4
10333 rs2169830(A;A) 15 39872056 THBS1 1
10334 rs219553(C;C) 2 21577743 1
10335 rs2229116(A;A) 15 33905410 RYR3 2
10336 rs223899(C;C) 16 57444576 CCL17 1
10337 rs2324999(G;G) 3 86158885 1
10338 rs2395182(T;T) 6 32413317 HLADRA 2
10339 rs2548145(A;G) 5 40134777 1
10340 rs2919009(G;G) 10 122591373 WDR11AS1 1



10341 rs3020443(A;A) 14 64792340 ESR2 2
10342 rs3747517(G;G) 2 163128824 IFIH1 12
10343 rs3750847(G;G) 10 124215421 ARMS2 1
10344 rs3757713(T;T) 7 107042750 COG5 1
10345 rs3775261(C;C) 4 4863745 MSX1 2
10346 rs3806325(G;G) 1 221051792 HLX 1
10347 rs3815148(A;A) 7 106938420 COG5 2
10348 rs41441749(C;C) 6 18791723 1
10349 rs467323(A;A) 12 50349765 AQP2 1
10350 rs4698014(C;C) 4 10286301 PBX4 1
10351 rs4789580(A;A) 17 76311991 1
10352 rs4886707(C;C) 15 75755467 1
10353 rs6060278(T;T) 20 33753262 1
10354 rs6075982(C;C) 20 22887257 1
10355 rs6545977(A;G) 2 63301164 1
10356 rs6592284(T;T) 11 86055901 C11orf73 2
10357 rs681900(A;A) 2 75074967 HK2 1
10358 rs6984526(C;T) 8 61149731 CA8 1
10359 rs7026551(A;A) 9 123733133 C5 3
10360 rs7032940(G;G) 9 112945405 1
10361 rs7166081(A;A) 15 67492301 AAGAB 2
10362 rs7168987(C;C) 15 61274433 RORA 1
10363 rs7216064(G;G) 17 65898809 BPTF 2
10364 rs7659024(G;G) 4 155520930 1
10365 rs7905537(A;A) 10 34231275 1
10366 rs8038652(G;G) normal 15 67552064 IQCH 1
10367 rs883319(C;C) 1 154758422 KCNN3 2
10368 rs9390537(T;T) 6 148423371 2
10369 rs9574565(C;C) 13 80668874 1



10370 rs968451(G;G) 22 39670851 1
10371 rs9804128(A;A) 1 18425011 1
10372 rs2725236(C;T) 4 88919106 1
10373 rs734930(A;G) 7 70020160 AUTS2 1
10374 rs1000589(G;T) 13 64141913 1
10375 rs10199521(G;G) 2 2519513 1
10376 rs12039904(C;C) 1 173212273 LOC100506023 4
10377 rs2276631(G;G) 2 219249013 SLC11A1 3
10378 rs6138892(T;T) 20 2755488 1
10379 rs7900744(A;A) 10 6065611 IL2RA 1
10380 rs1604079(A;G) 12 117938519 KSR2 1
10381 rs1126690(A;A) 17 78091405 GAA
10382 rs11636705(C;C) 15 96605912 1
10383 rs11868513(G;G) 17 36052692 HNF1B 2
10384 rs13397985(T;T) 2 231091223 SP140 8
10385 rs2952155(C;C) 17 37861718 ERBB2 1
10386 rs436857(G;G) 19 18197635 IL12RB1 5
10387 rs991967(A;A) 1 218615451 TGFB2 1
10388 rs1012036(C;C) 7 52472450 1
10389 rs10462794(T;T) 5 4488245 1
10390 rs1077667(G;G) 19 6668972 TNFSF14 2
10391 rs12130333(C;C) 1 63191777 5
10392 rs12676965(T;T) 8 37681426 GPR124 1
10393 rs13542(G;G) 13 100638392 ZIC2 1
10394 rs2930357(A;A) 8 3709660 CSMD1 1
10395 rs3133926(A;A) 8 110689378 SYBU
10396 rs793834(C;C) 6 24234933 DCDC2 2
10397 rs952700(G;G) 11 99585736 CNTN5 1



10398 rs10250822(T;T) 7 17332989 2
10399 rs3813946(A;A) 1 207627693 CR2 5
10400 rs16888927(T;T) 8 117869460 RAD21 1
10401 rs10168266(C;C) 2 191935804 STAT4 8
10402 rs10248619(C;C) 7 50751090 GRB10 1
10403 rs10272030(A;A) 7 81350223 HGF 1
10404 rs1036429(C;C) 12 96271428 CCDC38 2
10405 rs1054191(G;G) 3 119536897 NR1I2 3
10406 rs1057147(G;G) 16 818802 MSLN 1
10407 rs10790212(C;C) 11 117702690 FXYD6FXYD2 4
10408 rs11059374(C;C) 12 128304418 1
10409 rs11107116(G;G) 12 93978504 4
10410 rs1131877(A;A) 14 103342049 TRAF3 1
10411 rs1234317(C;C) 1 173187775 3
10412 rs12493050(A;A) 3 182865073 LAMP3 1
10413 rs12772169(C;C) 10 96405329 LOC100130970 2
10414 rs13068101(G;G) 3 192772295 1
10415 rs1319501(T;T) 7 105925753 NAMPT 4
10416 rs136175(A;A) 22 36661566 APOL1
10417 rs151361(A;A) 20 57614002 SLMO2 1
10418 rs17689437(C;C) 16 68600351 ZFP90 2
10419 rs1801212(A;A) 4 6302519 WFS1
10420 rs1820460(C;C) 12 107704705 1

10421 rs199533(C;C) 1 Normal risk of developing Parkinson's
Disease 17 44828931 NSF 2 2

10422 rs2046383(T;T) 12 30104142 1
10423 rs2055109(A;A) 3 87467332 1
10424 rs205763(G;G) 7 130595047 LOC646329 1
10425 rs220721(G;G) 6 160328620 MAS1 1



10426 rs2239785(A;A) 22 36661330 APOL1 2
10427 rs2270221(C;C) 7 31904027 PDE1C 1
10428 rs2300453(A;A) 12 109655154 ACACB 1
10429 rs2555603(T;T) 13 33798262 STARD13 1
10430 rs2609255(T;T) 4 89811195 FAM13A 1
10431 rs2691528(T;T) 7 77803094 MAGI2 2
10432 rs3129888(A;A) 6 32411726 HLADRA 1
10433 rs3734254(T;T) 6 35395010 PPARD 4
10434 rs3825199(T;T) 12 93976954 2
10435 rs4329913(G;G) 16 56905432 SLC12A3 1
10436 rs4543123(T;T) 4 38792524 4
10437 rs460106(C;C) 22 21806401 HIC2 1
10438 rs4754(T;T) 4 88902692 SPP1 2
10439 rs4760636(C;C) 12 48173352 SLC48A1 1
10440 rs4949184(C;C) 1 31347399 SDC3 3
10441 rs4950322(G;G) 1 146854836 LOC100289211 1
10442 rs544115(G;G) 11 74705696 NEU3 1
10443 rs5742694(T;T) 12 102799236 IGF1 2

10444 rs6138482(C;C) 20 25059442 VSX1 1
10445 rs638893(T;T) 11 118698537 1
10446 rs649891(A;A) 9 10430602 PTPRD 1
10447 rs6674171(A;A) 1 154491683 TDRD10 1
10448 rs6687758(A;A) 1 222164948 4
10449 rs6713532(T;T) 2 25384833 POMC 4
10450 rs672561(T;T) 1 78987302 PTGFR 1
10451 rs7071206(T;T) 10 79401316 1
10452 rs7313149(T;T) 12 13828287 GRIN2B 1
10453 rs751557(G;G) 20 61463522 COL9A3



10454 rs7602358(T;T) 2 239055828 KLHL30 2
10455 rs7607316(C;C) 2 237521842 1
10456 rs7779057(C;C) 7 106594885 1
10457 rs8034864(G;G) 15 61446353 RORA 1
10458 rs864643(T;T) 3 39555580 MOBP 2
10459 rs9461045(C;C) 6 24649061 TDP2 1
10460 rs9472155(C;C) 6 43897727 LOC100132354 1
10461 rs969962(T;T) 13 88762346 1
10462 rs10997517(T;T) 10 68879803 CTNNA3 1
10463 rs2075554(G;G) 17 48274309 COL1A1 1
10464 rs1024020(G;G) 4 131137761 1
10465 rs1859156(G;G) 4 95834034 BMPR1B 1
10466 rs10012953(A;A) 4 110964362 1
10467 rs1048201(C;C) 4 123814308 NUDT6 3

10468 rs10501570(T;T) 1 Normal risk of developing Parkinson's
Disease 11 84417846 DLG2 2 1

10469 rs10502001(C;C) 11 102398593 MMP7 2
10470 rs11989782(C;C) 8 121694650 SNTB1 1
10471 rs136176(A;A) 22 36661646 APOL1
10472 rs1561288(C;C) 2 25369002 EFR3B 1

10473 rs17530068(T;T) 6 82193109 3
10474 rs17616434(T;T) 4 38812876 1
10475 rs2488389(C;C) 1 197631141 DENND1B 1
10476 rs2824499(C;C) 21 19179271 C21orf91
10477 rs294845(G;G) 9 10139580 PTPRD 1
10478 rs4411417(T;T) 14 55320563 GCH1 3
10479 rs4859146(T;T) 3 182681740 DCUN1D1 1
10480 rs6499255(A;A) 16 69830328 WWP2 1



10481 rs752688(C;C) 14 55311569 GCH1 3
10482 rs7656244(C;C) 4 65170415 TECRL 1
10483 rs9373124(T;T) 6 135423209 2
10484 rs9814870(A;A) 3 95688843 1
10485 rs997154(G;G) 14 23464482 C14orf93 1
10486 rs9982601(C;C) 21 35599128 7
10487 rs522616(A;A) 11 102715048 MMP3 12
10488 rs1020064(G;G) 2 105897740 TGFBRAP1 2
10489 rs10201872(C;C) 2 231106724 SP140 1
10490 rs10987386(C;C) 9 129416317 LMX1B 1
10491 rs10999845(A;A) 10 73240361 CDH23 1
10492 rs11071200(C;C) 15 55950082 PRTG 1
10493 rs11568820(G;G) 12 48302545 10
10494 rs11644034(G;G) 16 85972612 1
10495 rs11696501(A;A) 20 44124523 1
10496 rs11845134(C;C) 14 22782377 TRA@ 1
10497 rs12052359(C;C) 2 81872922 1
10498 rs12147450(T;T) 14 20957433 1
10499 rs1224141(T;T) 13 108935723 TNFSF13B 3
10500 rs12711490(T;T) 16 85973028 1
10501 rs13015714(T;T) 2 102971865 8

10502 rs13131257(C;C) 4 9981889 SLC2A9 5
10503 rs1371924(A;A) 3 143250070 SLC9A9 1
10504 rs1487275(T;T) 12 72410292 TPH2 5
10505 rs1518111(G;G) 1 206944645 IL10 4
10506 rs17270561(C;C) 6 25820439 SLC17A1 2
10507 rs17783344(T;T) 2 163208893 GCA 2
10508 rs1800872(C;C) 1 206946407 IL10 43



10509 rs1835919(T;T) 5 155613491 1
10510 rs1879282(T;T) 2 31029835 CAPN13 2
10511 rs197770(T;T) 3 37515827 ITGA9 1
10512 rs1978503(A;A) 18 53664282 2
10513 rs2187331(A;A) 11 68446424
10514 rs2293941(G;G) 13 28491198 1
10515 rs2540477(T;T) 12 96437554 LTA4H 1
10516 rs2601828(G;G) 16 4103871 ADCY9 1
10517 rs2657879(T;T) 12 56865338 GLS2 1
10518 rs3751464(C;C) 14 52117892 FRMD6 1
10519 rs3763313(A;A) 6 32376471 BTNL2 6
10520 rs3764640(G;G) 19 1207238 STK11 1
10521 rs3808942(T;T) 10 62150848 ANK3 1
10522 rs4083578(C;C) 13 72768709 1
10523 rs415430(A;A) 17 44859144 WNT3 2
10524 rs4253655(G;G) 22 46569171 PPARA 4
10525 rs4280262(A;A) 16 11647492 LITAF 1
10526 rs4508864(C;C) 4 155481289 2
10527 rs470089(G;G) 22 44248504 SULT4A1 1
10528 rs4833095(T;T) 4 38799710 TLR1 18
10529 rs5333(T;T) 4 148461037 EDNRA 1
10530 rs6009824(G;G) 22 50086373 1

10531 rs609412(A;A) 5 146225244 PPP2R2B 1
10532 rs635808(C;C) 6 167177422 RPS6KA2 1
10533 rs6593669(T;T) 1 96034482 1
10534 rs6776297(A;A) 3 32378271 CMTM8 1
10535 rs6811874(A;A) 4 14813651
10536 rs6833812(G;G) 4 5110140 STK32B 1



10537 rs7169289(A;A) 15 58243683 ALDH1A2 1
10538 rs7169523(G;G) 15 31463378 1
10539 rs7637803(C;C) 3 151089226 P2RY12 2
10540 rs7795356(C;C) 7 116217029 1
10541 rs7800244(G;G) 7 47779969 1
10542 rs7846606(A;A) 8 77507613 1
10543 rs798766(C;C) 4 1734239 TACC3 6 1
10544 rs8056064(A;A) 16 82787053 CDH13 1
10545 rs9308447(C;C) 1 9432390 1
10546 rs9347683(A;A) 6 163149055 PACRG 3
10547 rs941823(G;G) 13 41013977 TTL 2
10548 rs970547(A;A) 6 75797302 COL12A1 2
10549 rs9868689(C;C) 3 39312941 CX3CR1 1
10550 rs1128349(A;G) 7 73097654 DNAJC30
10551 rs2055011(T;T) 21 19481354 CHODL 1
10552 rs2236957(A;A) 3 50440426 CACNA2D2 1
10553 rs7557067(A;A) 2 21208211 3
10554 rs10121009(C;C) 9 35269819 UNC13B 2
10555 rs10507130(G;G) 12 101753954 UTP20 1
10556 rs11767557(T;T) 7 143109139 LOC285965 2
10557 rs12050412(T;T) 14 83378003 1
10558 rs17316633(G;G) 4 110825634 EGF 1
10559 rs312009(C;C) 11 68077238 5

10560 rs7042950(A;A) 9 77149837 RORB 2
10561 rs730532(T;T) 14 52518811 NID2 2
10562 rs765199(G;G) 5 32742465 NPR3 1
10563 rs7716600(C;C) 5 44875005 5
10564 rs9300212(C;C) 12 33701166 2



10565 rs9315632(G;G) 13 39516627 1
10566 rs976748(T;T) 12 68643594 IL22 1
10567 rs1041973(C;C) 2 102955468 IL1RL1 5
10568 rs12582168(T;T) 12 124894184 NCOR2 1
10569 rs1601012(C;C) 1 normal suicide risk 12 52079506 SCN8A 2 1
10570 rs9349205(G;G) 6 41925159 CCND3 1
10571 rs974819(G;G) 11 103660567 4
10572 rs1052763(C;C) 22 19119751 TSSK2 1
10573 rs1217413(A;A) 1 114357750 PTPN22 9
10574 rs16907840(C;C) 10 57549296 1
10575 rs17116350(T;T) 10 105793750 COL17A1 2
10576 rs2239186(T;T) 12 48269410 VDR 2
10577 rs505102(A;A) 1 196619502 CFH 1
10578 rs7503953(C;C) 17 6141677 1
10579 rs751402(C;C) 13 103498198 BIVMERCC5 5
10580 rs12779790(A;A) 10 12328010 9
10581 rs3218253(C;C) 22 37544810 IL2RB 2
10582 rs1794275(C;C) 6 32671248 1
10583 rs27434(G;G) 5 96129512 ERAP1 7
10584 rs1052693(C;C) 6 30876152 GTF2H4 1
10585 rs10790256(C;C) 11 118534082 TREH 1
10586 rs11078597(T;T) 17 1618363 MIR22HG 1
10587 rs11218544(T;T) 11 122039052 MIR100HG
10588 rs1204798(A;A) 6 116543847 NT5DC1 1
10589 rs12137855(C;C) 1 219448378 2
10590 rs12296050(C;C) 11 2489342 KCNQ1 4
10591 rs12342831(T;T) 9 33124872 B4GALT1 1
10592 rs12472274(G;G) 2 239095422 ILKAP 1
10593 rs12530845(T;T) 7 135329978 NUP205 1



10594 rs12571964(C;C) 10 2424556 1
10595 rs12980602(T;T) 19 39752820 2
10596 rs1381392(C;C) 3 28749314 CCDC61 2
10597 rs1399180(C;C) 10 8098719 GATA3 1
10598 rs1443512(C;C) 12 54342684 2
10599 rs1570989(C;C) 6 12048827 HIVEP1 1
10600 rs16928297(T;T) 11 2486120 KCNQ1 1
10601 rs169713(T;T) 6 11920517 LOC100129761 2
10602 rs17599018(T;T) 4 176662087 GPM6A 1
10603 rs1859430(C;C) 5 135230513 IL9 1
10604 rs2066219(T;T) 13 69530664 1
10605 rs2115200(A;A) 6 39117698 1
10606 rs2151145(T;T) 9 82345881 1
10607 rs2176771(A;A) 8 89207265 MMP16 1
10608 rs2205960(G;G) 1 173191475 10
10609 rs2423279(T;T) 20 7812350 SRSF10P2 1
10610 rs2444896(A;A) 8 99022009 MATN2 1
10611 rs2575876(G;G) 9 107665739 ABCA1 1
10612 rs2749812(G;G) 20 23062927 CD93 1
10613 rs285757(T;T) 15 93179175 FAM174B 1
10614 rs32576(T;T) 5 149213456 PPARGC1B 1
10615 rs364477(A;A) 9 955794 DMRT1 1
10616 rs3791185(C;C) 1 107600869 PRMT6 1
10617 rs3863747(C;C) 1 242477255 PLD5
10618 rs4044210(T;T) 22 46786315 CELSR1 1
10619 rs4118325(G;G) 1 107577832 3
10620 rs4618569(G;G) 6 30855251 DDR1 1
10621 rs463426(C;C) 22 21809185 1



10622 rs4761470(G;G) 12 94683204 PLXNC1 1
10623 rs477687(C;C) 5 134467700 LOC100996485 1
10624 rs4779031(A;A) 15 79533372 RPL7AP43 1
10625 rs4917639(A;A) 10 96725535 CYP2C9 6
10626 rs4937314(A;A) 11 128189101 1
10627 rs499818(G;G) 6 13332467 6
10628 rs5030878(C;C) 19 52250216 FPR1 4
10629 rs510769(G;G) 6 154362019 OPRM1 11
10630 rs582385(T;T) 13 47445994 HTR2A
10631 rs6013355(A;A) 20 50637660 1
10632 rs616597(G;G) 3 101569726 NFKBIZ 1
10633 rs619002(A;A) 2 31488965 EHD3 1
10634 rs644926(G;G) 2 31489727 EHD3 1
10635 rs6894385(A;A) 5 73276903 1
10636 rs733175(T;T) 4 10050141 6
10637 rs7725(C;C) 5 179727957 GFPT2 1
10638 rs7756521(T;T) 6 30848253 2
10639 rs7775698(C;C) 6 135418635 4
10640 rs8007903(A;A) 14 104137643 KLC1 1
10641 rs9270986(C;C) 6 32574060 6
10642 rs9430161(G;G) 1 11046855 LOC390996 1
10643 rs8105790(T;T) 19 39732501 IL28B 4
10644 rs2710833(C;C) 4 169409958 1
10645 rs6517656(G;G) 21 42583738 BACE2 1
10646 rs954295(A;A) 8 58306018 RPL30P10 1
10647 rs3020328(T;T) 6 152305505 ESR1 1
10648 rs3026968(C;C) 1 159147452 CADM3 1
10649 rs4752904(C;G) 11 48166267 PTPRJ 1
10650 rs7776054(A;A) 6 135418916 4



10651 rs9389269(T;T) 6 135427159 5
10652 rs9939224(G;G) 16 57002732 CETP 5
10653 rs1401862(G;G) 8 89204838 MMP16 1
10654 rs12432907(C;C) 14 104168378 XRCC3 1
10655 rs129882(C;C) 9 136523669 DBH 1
10656 rs132793(G;G) 22 42063681 2
10657 rs13437082(C;C) 6 31354560 2
10658 rs1528753(C;C) 11 90884339 2
10659 rs1966265(G;G) 5 176516631 FGFR4 5
10660 rs2299939(C;C) 10 89657150 PTEN 5
10661 rs3736360(G;G) 1 22150120 HSPG2
10662 rs4296809(C;C) 5 44186668 1
10663 rs6334(G;G) 1 156846233 NTRK1 2
10664 rs9399137(T;T) 6 135419018 17
10665 rs1799794(A;A) 14 104179267 XRCC3 4
10666 rs3791556(G;G) 2 240112972 HDAC4 1
10667 rs1011397(T;T) 2 144690117 1
10668 rs10459247(T;T) 12 57171516 HSD17B6 1
10669 rs1052773(G;G) 22 19119938 TSSK2 1
10670 rs10788819(C;C) 1 151895093 1
10671 rs1078967(G;G) 15 74222987 LOXL1 1
10672 rs10838687(T;T) 11 47312892 MADD 1
10673 rs11134654(C;C) 5 170240423 GABRP 1
10674 rs11209002(C;C) 1 67590461 C1orf141 2

10675 rs11644561(G;G) 16 55509034 1
10676 rs11713158(C;C) 3 2895684 CNTN4 1
10677 rs11777747(C;C) 8 142466821 MROH5 1
10678 rs11986414(G;G) 8 1746950 1



10679 rs12204127(C;C) 6 90698274 BACH2 1
10680 rs12507628(G;G) 4 73645351 1
10681 rs12568930(T;T) 1 22702231 2
10682 rs13174348(G;G) 5 115138748 CDO1 1
10683 rs13387221(G;G) 2 44135314 LRPPRC 1
10684 rs1343125(T;T) 1 114111036 MAGI3 1
10685 rs13538(T;T) 2 73868328 NAT8 2
10686 rs1353899(T;T) 3 177228979 LINC00578 1
10687 rs1371097(C;C) 3 152552190 P2RY1 1
10688 rs1379928(T;T) 7 34701289 NPSR1 4
10689 rs1385351(T;T) 2 193333903 1
10690 rs1612141(C;C) 14 41702598 1
10691 rs162555(A;A) 2 38307509 3
10692 rs1670533(T;T) 4 1078187 RNF212 7
10693 rs17135859(T;T) 5 112996654 1
10694 rs17466684(G;G) 8 27452847 CLU 4
10695 rs176095(T;T) 6 32158319 GPSM3 1
10696 rs17679567(T;T) 16 76890126 1
10697 rs179429(G;G) 11 2550730 KCNQ1 1
10698 rs1883025(G;G) 9 107664301 ABCA1 8
10699 rs1887427(A;A) 9 4979730 2
10700 rs1930293(A;A) 1 184294167 1
10701 rs2032794(A;A) 5 86432617 1
10702 rs2045065(C;C) 4 1052488 2
10703 rs2248462(G;G) 6 31446796 3

10704 rs2306801(G;G) 19 44280478 KCNN4 2
10705 rs2474937(T;T) 1 118902978 1
10706 rs2530544(G;G) 7 34697060 NPSR1AS1 1



10707 rs286905(C;C) 11 34662961 EHF 1
10708 rs294636(A;A) 3 14899778 FGD5 1
10709 rs3088362(C;C) 13 44433630 CCDC122 1
10710 rs3117230(T;T) 6 33075635 COL11A2P 2
10711 rs3136641(C;C) 19 39396649 NFKBIB 1
10712 rs3762318(T;T) 1 67597119 C1orf141 1
10713 rs3776932(A;A) 5 109185988 MAN2A1 1
10714 rs3778151(T;T) 6 154393680 OPRM1 4
10715 rs4384209(G;G) 1 66279125 PDE4B 1
10716 rs441810(A;A) 21 42698907 FAM3B 1
10717 rs4725982(C;C) 7 150637863 3
10718 rs4899554(C;C) 14 75701221 1
10719 rs491347(T;T) 11 68169688 LRP5 2
10720 rs551266(A;A) 10 94222624 IDE 2
10721 rs5745718(C;C) 7 81347548 HGF 2
10722 rs6051702(A;A) 20 3251924 C20orf194 2
10723 rs6118083(A;A) 20 8114704 PLCB1 1
10724 rs6725189(G;G) 2 21219001 1
10725 rs7177922(G;G) 15 33908619 RYR3 2
10726 rs7322083(G;G) 13 92050246 GPC5 1
10727 rs7396030(C;C) 11 1083364 MUC2 1
10728 rs757647(C;C) 5 137707315 KDM3B 1
10729 rs7646881(C;C) 3 158453279 1
10730 rs769217(C;C) 11 34482908 CAT 9
10731 rs7751505(A;A) 6 31360255 1
10732 rs795544(G;G) 5 13798559 DNAH5 1

10733 rs8008270(C;C) 14 53372330 FERMT2 1
10734 rs879324(C;C) 16 73068678 ZFHX3 1



10735 rs9402686(G;G) 6 135427817 4
10736 rs983332(C;C) 1 88132380 5
10737 rs3803185(A;G) 13 50205025 ARL11
10738 rs1057510(G;G) 12 6683287 CHD4 1
10739 rs11155242(A;A) 6 142691549 GPR126 3
10740 rs6919346(C;C) 6 160960359 LPA 5
10741 rs7542900(C;C) 1 95070041 1
10742 rs11864146(A;A) 16 84046715 SLC38A8 1
10743 rs10840759(C;C) 12 8291206 CLEC4A 1
10744 rs3733591(G;G) 4 9922130 SLC2A9 2
10745 rs9275328(C;C) 6 32666822 2
10746 rs10243024(G;G) 7 116346603 MET 4
10747 rs10461617(G;G) 5 56104308 1
10748 rs1171614(G;G) 10 61469538 SLC16A9 2
10749 rs13437088(C;C) 6 31355119 1
10750 rs17664267(G;G) 18 40808798 2
10751 rs571715(T;T) 10 6556554 PRKCQ 1
10752 rs673548(G;G) 2 21237544 APOB 4
10753 rs8106493(C;C) 19 33713928 SLC7A10 1
10754 rs820336(A;A) 3 123415781 MYLK 2
10755 rs932316(T;T) 6 25641200 2
10756 rs10007052(C;C) 4 142005573 RNF150 1
10757 rs10065637(C;C) 5 55438851 ANKRD55 1
10758 rs1007738(A;A) 11 46849360 CKAP5 2
10759 rs10456100(C;C) 6 39183470 KCNK5 1
10760 rs1048497(G;G) 12 124499542 RAE1 1
10761 rs10799824(G;G) 1 19841174 1

10762 rs10902088(C;C) 11 1087972 MUC2 1



10763 rs11154271(T;T) 6 125156449 1
10764 rs1126772(A;A) 4 88904186 SPP1 6
10765 rs1150790(G;G) 6 37180523 TMEM217 1
10766 rs11662721(C;C) 18 19261413 ABHD3 1
10767 rs11726563(A;A) 4 46823634 COX7B2 1
10768 rs12138950(A;A) 1 19839115 1
10769 rs1229982(G;G) 4 100243932 ADH1B 3
10770 rs1243168(C;C) 14 94841366 SERPINA1 1 2.3
10771 rs12457996(T;T) 18 40872273 1
10772 rs13183712(G;G) 5 162905580 HMMR 1
10773 rs1323292(T;T) 1 192541021 1
10774 rs1407131(T;T) 1 87378627 SEP15 1
10775 rs1413191(C;C) 13 93213476 GPC5 1
10776 rs1462891(C;C) 8 31830933 NRG1 1
10777 rs1557488(G;G) 11 126619190 KIRREL3 2
10778 rs17050782(A;A) 4 140423134 2
10779 rs17254301(C;C) 6 66141023 EYS
10780 rs17695937(A;A) 2 98327875 2
10781 rs1805117(A;A) 1 92148839 TGFBR3 1
10782 rs1823068(A;A) 5 58676049 PDE4D 3
10783 rs1952138(C;C) 10 53262633 PRKG1 1
10784 rs205391(C;C) 16 28052963 GSG1L 1
10785 rs205611(A;A) 2 74972081 1
10786 rs2074511(A;A) 6 30889389 VARS2 1
10787 rs2239518(C;C) 6 30865725 DDR1 1
10788 rs2241165(A;A) 2 171678379 GAD1 7
10789 rs2267716(T;T) 7 30716643 CRHR2 2
10790 rs2272495(C;C) 12 105583877 APPL2



10791 rs2302254(C;C) 17 49230900 NME1 6
10792 rs2304167(T;T) 19 55527081 GP6 1
10793 rs2736911(C;C) 10 124214355 ARMS2 15
10794 rs2816316(T;T) 1 192536813 7
10795 rs3130559(C;C) 6 31097301 PSORS1C1 2
10796 rs3178250(T;T) 20 6760201 BMP2 1
10797 rs323346(T;T) 8 30703431 TEX15 2
10798 rs3803800(G;G) 17 7462969 TNFSF13 5
10799 rs3949478(C;C) 10 97473214 ENTPD1 1
10800 rs4142237(A;A) 2 10530550 HPCAL1 1
10801 rs4308625(T;T) 7 14042702 1
10802 rs4481233(C;C) 4 9956079 SLC2A9 1
10803 rs4681(C;C) 4 155490832 FGB 1
10804 rs4770403(G;G) 13 23755127 SGCG 1
10805 rs559928(C;C) 11 64150370 1
10806 rs565186(T;T) 11 100983629 PGR 2
10807 rs569688(C;C) 8 60961821 1
10808 rs6056(C;C) 4 155488821 FGB 3
10809 rs6489630(C;C) 12 5604624 NTF3 3
10810 rs6545572(C;C) 2 56581563 CCDC85A
10811 rs6711606(G;G) 2 101922170 RNF149 1
10812 rs676210(G;G) 2 21231524 APOB 6
10813 rs6773576(G;G) 3 45117173 1
10814 rs7021663(T;T) 9 136676014 VAV2 1
10815 rs720308(A;A) 19 35798060 MAG 4
10816 rs7240405(G;G) 18 47159090 5
10817 rs756777(A;A) 9 136679080 VAV2 1
10818 rs7579646(G;G) 2 224900696 SERPINE2 3
10819 rs7601754(A;A) 2 191940451 STAT4 4



10820 rs7667298(C;T) 4 55991731 KDR 4
10821 rs7770731(T;T) 6 14598820 1
10822 rs7789197(G;G) 7 40965127 1
10823 rs8020441(T;T) 14 51170879 ZNF405P 1
10824 rs9036(T;T) 3 14530721 SLC6A6 1
10825 rs9379896(T;T) 6 10886949 SYCP2L
10826 rs9480865(T;T) 6 108916573 FOXO3 2
10827 rs974417(G;G) 6 97419598 KLHL32 1
10828 rs11857380(T;T) 15 58712203 1
10829 rs511154(G;G) 3 135950921 1
10830 rs1042031(G;G) 2 21225753 APOB 8
10831 rs4400445(C;C) 9 7558261 FCRL6 1
10832 rs965469(T;T) 20 3381549 C20orf194 1
10833 rs10318(C;C) 15 33025979 GREM1 5
10834 rs12142086(T;T) 1 206657802 IKBKE 1
10835 rs1567127(T;T) 11 132829862 OPCML 1
10836 rs2038256(T;T) 14 29249349 C14orf23 1
10837 rs2227667(A;A) 7 100774749 SERPINE1 3
10838 rs2278008(T;T) 5 33989518 AMACR 2
10839 rs2302075(T;T) 4 5755542 EVC 1
10840 rs2472649(C;C) 4 74857708 1
10841 rs2857595(C;C) 6 31568469 8
10842 rs3129860(G;G) 6 32401079 3
10843 rs358501(A;A) 5 39105594 FYB 1
10844 rs4754373(C;C) 11 108892846 1
10845 rs4802207(T;T) 19 44600377 ZNF224 1
10846 rs6743931(G;G) 2 240418660 1
10847 rs7301582(C;C) 12 10601690 KLRC1 1



10848 rs9271366(A;A) 6 32586854 9
10849 rs12380218(A;A) 9 79935660 VPS13A 2
10850 rs1368086(G;G) 2 43965007 PLEKHH2 1
10851 rs222029(A;A) 4 72644962 GC 3
10852 rs2636797(C;C) 10 98931738 SLIT1 1
10853 rs4087296(T;T) 16 82377781 1
10854 rs438421(G;G) 19 18176086 IL12RB1 1
10855 rs4458717(T;T) 6 132908879 TAAR5
10856 rs6782299(T;T) 3 180550702 2
10857 rs930395(C;C) 5 44822458 2
10858 rs10210358(G;G) 2 141795620 LRP1B 1
10859 rs11242417(T;T) 5 137599334 GFRA3 2
10860 rs1124376(G;G) 3 20108546 KAT2B 1
10861 rs1152846(G;G) 3 188420897 LPP 1
10862 rs1153831(G;G) 15 45772448 1
10863 rs12050217(A;A) 14 96728753 BDKRB1 1
10864 rs12344615(A;A) 9 86281195 UBQLN1 4
10865 rs1243647(C;C) 14 21024619 RNASE9 1
10866 rs12904216(G;G) 15 48523267 SLC12A1 1
10867 rs13053817(C;C) 22 29847722 1
10868 rs1322178(C;C) 6 106631780 ATG5 1
10869 rs13245899(A;A) 7 100497131 1
10870 rs1440306(A;A) 4 117875261 2
10871 rs1531590(T;T) 8 76036444 1
10872 rs1574091(T;T) 3 192082082 FGF12 1
10873 rs1654416(T;T) 19 55530035 GP6 1
10874 rs16934812(T;T) 12 29872318 TMTC1 1
10875 rs17066096(A;A) 6 137452908 1
10876 rs17221323(T;T) 10 618685 DIP2C 1



10877 rs17793829(C;C) 14 91022185 TTC7B 1

10878 rs1975197(C;C) 1 Normal risk of developing restless legs
syndrome 9 8846955 PTPRD 6 2

10879 rs2061332(C;C) 19 44613661 LOC100379224 1
10880 rs2106261(G;G) 16 73051620 ZFHX3 8
10881 rs2219078(G;G) 2 108875198 SULT1C3
10882 rs2281135(C;C) 22 44332570 PNPLA3 4
10883 rs2282032(G;G) 14 90758891 C14orf102 1
10884 rs2300290(G;G) 12 15735442 PTPRO 1
10885 rs2306374(T;T) 3 138119952 MRAS 1
10886 rs2317385(C;C) 17 45329682 ITGB3 2
10887 rs2364403(G;G) 1 155927752 ARHGEF2 1
10888 rs261336(T;T) 15 58742418 LIPC 3
10889 rs2647528(C;C) 11 9109287 SCUBE2 1
10890 rs2744148(A;A) 16 1073552 2
10891 rs288139(C;C) 5 107400505 FBXL17 1
10892 rs2894207(T;T) 6 31263751 WASF5P 4
10893 rs2896019(T;T) 22 44333694 PNPLA3 2
10894 rs2978263(G;G) 8 30498859 GTF2E2 1
10895 rs3129889(A;A) 6 32413545 HLADRA 1
10896 rs3129900(T;T) 6 32305979 C6orf10 3
10897 rs3130783(A;A) 6 30774357 1
10898 rs35686037(C;C) 19 17359535 USHBP1 1
10899 rs3730353(T;T) 6 111995666 FYN 2
10900 rs3743527(C;C) 16 16235681 ABCC1 2
10901 rs3749034(C;C) 2 171673475 GAD1 5
10902 rs3771863(C;C) 2 75419714 TACR1 2
10903 rs3775296(G;G) 4 186997767 TLR3 8
10904 rs3800374(G;G) 6 35537406 2



10905 rs382140(G;G) 7 107782200 1

10906 rs3821949(G;G) 4 4860402 MSX1 4
10907 rs440837(A;A) 8 81461974 1
10908 rs454422(C;C) 20 5943693 MCM8 1
10909 rs473224(C;C) 15 58737341 LIPC 2
10910 rs4808611(C;C) 19 17354825 NR2F6 1
10911 rs4818065(G;G) 21 41037723 1
10912 rs4839431(C;C) 1 111033809 CYMP 1
10913 rs5028798(G;G) 11 34605435 2
10914 rs504008(G;G) 6 124951063 NKAIN2 1
10915 rs623323(G;G) 17 700020 1
10916 rs6481464(C;C) 10 61120484 FAM13C 1
10917 rs6784434(G;G) 3 192079832 FGF12 1
10918 rs6788148(G;G) 3 192081098 FGF12 2
10919 rs694539(G;G) 11 114133419 5
10920 rs6998277(T;T) 8 103639941 1
10921 rs7238078(T;T) 18 56384192 MALT1 1
10922 rs7641175(A;A) 3 18311412 1
10923 rs8083432(A;A) 18 22731360 ZNF521 1
10924 rs815815(A;A) 2 47399064 CALM2 1
10925 rs907094(T;T) 17 37790371 PPP1R1B 3
10926 rs929230(G;G) 11 60760971 CD6
10927 rs10170310(A;A) 2 139278922 SPOPL 1
10928 rs10457525(G;G) 6 129872966 1
10929 rs12646107(A;A) 4 174515682 1
10930 rs7428796(C;C) 3 86255672 1
10931 rs1042034(A;A) 2 21225281 APOB 5
10932 rs1057128(G;G) 11 2797237 KCNQ1 2



10933 rs1058932(C;C) 10 96796861 CYP2C8 2
10934 rs10891556(G;G) 11 113352761 2

10935 rs1122794(G;G) 16 309155 ITFG3 2
10936 rs3764352(A;A) 17 37790939 PPP1R1B 6
10937 rs4747096(A;A) 10 72518009 ADAMTS14 3
10938 rs5743899(A;A) 11 1323564 TOLLIP 1
10939 rs6859219(C;C) 5 55438580 ANKRD55 3
10940 rs7647305(C;C) 3 185834290 13
10941 rs1430742(A;A) 1 68635075 WLS 2
10942 rs2958832(G;G) 8 134653826
10943 rs4775748(T;T) 15 48638795 LOC100130218 2
10944 rs6903874(T;T) 6 132896910 8
10945 rs1003533(C;C) 5 131755651 C5orf56
10946 rs10165485(T;T) 2 54481636 ACYP2
10947 rs1016988(T;T) 5 131744574 C5orf56 2
10948 rs10177996(T;T) 2 219746561 WNT10A 1
10949 rs10429371(T;T) 8 89993488 1
10950 rs10494112(A;A) 1 110352477 1
10951 rs10888838(C;C) 1 54673097 MRPL37 1
10952 rs1109374(T;T) 1 65633497 AK4 2
10953 rs11987235(A;A) 8 117641610 1
10954 rs12079081(A;A) 1 184254001 1
10955 rs12159200(A;A) 22 41042091 1
10956 rs12652255(C;C) 5 174761095 1
10957 rs12719740(G;G) 15 99072905 1
10958 rs13091637(C;C) 3 142266439 ATR 2
10959 rs13226650(A;A) 7 73017005 MLXIPL 1
10960 rs13306046(C;C) 19 3595522 TBXA2R 1



10961 rs13333226(A;A) 1 common but slightly higher risk for
hypertension

16 20365654 UMOD 2 1.2

10962 rs1341162(G;G) 10 96810612 CYP2C8 2
10963 rs1419228(A;A) 6 24178306 DCDC2 4

10964 rs1429142(T;T) 4 148289389 1
10965 rs16902104(C;C) 8 128340908
10966 rs17157663(G;G) 7 8998976 1
10967 rs1721400(C;C) 7 38060785 4
10968 rs2058725(A;A) 2 171690121 GAD1 4
10969 rs2061333(T;T) 19 44614208 LOC100379224 3
10970 rs2066836(C;C) 9 98238358 PTCH1 2
10971 rs2075263(T;T) 12 109704325 ACACB 1
10972 rs2075713(T;T) 11 124617939 VSIG2 1
10973 rs2125443(C;C) 5 146229428 PPP2R2B 1
10974 rs2200578(C;C) 2 99876244 1
10975 rs2247572(C;C) 8 73633028 KCNB2 2
10976 rs2255336(G;G) 12 10532326 KLRK1 4
10977 rs2284689(C;C) 12 109685545 ACACB 1
10978 rs2298122(T;T) 10 135141572 CALY 1
10979 rs2301113(A;A) 14 62206548 HIF1A 5
10980 rs2402130(A;A) 14 92801203 SLC24A4 2
10981 rs2522056(G;G) 5 131801726 LOC100506008 1
10982 rs2660899(G;G) 12 96430420 LTA4H 1
10983 rs2735611(T;T) 17 8048283 PER1 1
10984 rs2832077(G;G) 21 30141021 2
10985 rs2842346(G;G) 14 68975374 RAD51L1 1
10986 rs290487(C;C) 10 114909731 TCF7L2 15
10987 rs352143(A;A) 3 52264907 TWF2 1



10988 rs3730089(G;G) 5 67588148 PIK3R1 4
10989 rs3734693(T;T) 6 43965165 2
10990 rs3746319(C;C) 19 44612231 ZNF224 3
10991 rs3758653(T;T) 11 636399 DRD4 7
10992 rs3795879(G;G) 2 224862821 SERPINE2 5

10993 rs3826656(A;A) 19 51726613 CD33 5
10994 rs3867498(C;C) 15 25078787 SNRPN 2
10995 rs4132509(C;C) 1 243943084 AKT3 1
10996 rs4150351(A;A) 13 103522967 ERCC5 1
10997 rs4282339(G;G) 5 168256240 SLIT3 1
10998 rs456867(C;C) 5 55811092 1
10999 rs4607517(G;G) 7 44235668 19
11000 rs4678680(T;T) 3 33020035 1
11001 rs4815868(A;A) 20 5840539 C20orf196 1
11002 rs6354(A;A) 17 28549898 SLC6A4 3
11003 rs6473383(G;G) 8 83669120 1
11004 rs6496932(C;C) 15 85825567 LOC642935 3
11005 rs652888(T;T) 6 31851234 EHMT2 3
11006 rs663048(G;G) 1 Normal risk of developing lung cancer 22 26695077 SEZ6L 1 2
11007 rs6693295(C;C) 1 246223120 SMYD3 1
11008 rs6713162(A;A) 2 152496526 NEB
11009 rs6771316(G;G) 3 72140532 CEACAMP2 1
11010 rs6916861(A;A) 6 111982257 FYN 1
11011 rs699946(A;A) 6 43732669 4
11012 rs7279441(A;A) 21 24198815 1
11013 rs730497(C;C) 7 44223721 GCK 2
11014 rs7426114(T;T) 2 152527572 NEB
11015 rs7647854(A;A) 3 184876783 1



11016 rs7902091(C;C) 10 68598292 CTNNA3 1
11017 rs8020095(G;G) 14 67453858 GPHN 1
11018 rs8076005(A;A) 17 28547210 SLC6A4 2
11019 rs878889(C;C) 14 57221139 1
11020 rs915906(T;T) 10 135343738 CYP2E1 1
11021 rs948562(T;T) 11 58347765 ZFP91 1

11022 rs968567(G;G) 11 61595564 FADS2 6
11023 rs9835973(C;C) 3 133589324 RAB6B 1
11024 rs996712(T;T) 2 53502775 1
11025 rs2554380(T;T) 15 84315884 1
11026 rs4969049(T;T) 17 71000940 SLC39A11 1
11027 rs7664413(C;C) 4 177608707 VEGFC 2
11028 rs775227(A;A) 3 112995074 BOC 1
11029 rs8071667(C;C) 17 28552773 SLC6A4 2
11030 rs11889341(C;C) 2 191943742 STAT4 10
11031 rs2243266(G;G) 5 132013789 IL4 3
11032 rs3784621(T;T) 15 48633092 DUT 1
11033 rs4533251(G;G) 15 97262427 2
11034 rs727979(G;G) 6 149593920 1
11035 rs9397738(A;A) 6 154986664 1
11036 rs9493857(G;G) 6 134530697 SGK1 1
11037 rs2008720(A;C) 22 18923745 PRODH 1
11038 rs10940579(T;T) 5 57130818 1
11039 rs8179673(T;T) 2 191969341 STAT4 6
11040 rs921126(G;G) 6 55709741 BMP5 1
11041 rs10820447(C;C) 9 99132044 SLC35D2 1
11042 rs10824026(A;A) 10 75421208 1
11043 rs10951138(G;G) 7 26481804 1



11044 rs11080122(C;C) 17 28547335 SLC6A4 1
11045 rs1355095(A;A) normal 5 131248769 LOC728637 3
11046 rs1942836(T;T) 11 101049347 1
11047 rs2731006(C;C) 12 43160825 2
11048 rs3027111(C;C) 13 78481868 EDNRB 1
11049 rs8028182(G;G) 15 75718669 SIN3A 1
11050 rs8097348(A;A) 18 1595021 1
11051 rs1004212(G;G) 14 79181226 NRXN3 2
11052 rs1039302(C;C) 12 121236258 SPPL3 2
11053 rs1039443(T;T) 5 16038102 1
11054 rs10457526(G;G) 6 129896501 ARHGAP18 1
11055 rs10496166(C;C) 2 69063909 LOC100996448 1
11056 rs10496768(G;G) 2 138079954 THSD7B 1
11057 rs1050783(G;G) 6 6145692 F13A1 1
11058 rs1051921(C;C) 7 73007943 MLXIPL 1
11059 rs10952132(C;C) 7 9066820 1
11060 rs11045879(T;T) 12 21382619 SLCO1B1 5
11061 rs1106683(G;G) 7 131453525 GABRA5 2
11062 rs11098171(T;T) 4 113710173 RPL7AP30 1
11063 rs11645366(C;C) 16 62377153 1
11064 rs12219125(G;G) 10 20593087 1
11065 rs12565140(T;T) 1 33928758 1
11066 rs12600635(A;A) 17 17142896 1
11067 rs12702661(G;G) 7 7864751 RPA3AS1 1
11068 rs12722489(G;G) 10 6102012 IL2RA 10
11069 rs139014(T;T) 22 43624765 SCUBE1 1
11070 rs1557351(T;T) 18 54752314 2
11071 rs16982743(G;G) 19 52004903 SIGLEC12 2
11072 rs17690122(A;A) 5 131867835 2



11073 rs1792658(A;A) 18 45382605 SMAD2 1
11074 rs1878526(C;C) 2 119038598 1
11075 rs1926657(C;C) 13 95874956 ABCC4 2
11076 rs197414(C;C) 1 112309123 DDX20 4
11077 rs2020936(T;T) 17 28550814 SLC6A4 5
11078 rs2034310(C;C) 17 72691928 CD300LF 1
11079 rs2066446(T;T) 1 67781117 IL12RB2 1
11080 rs2073080(C;C) 22 44394402 PARVB 1
11081 rs2075555(C;C) 17 48274291 COL1A1 11
11082 rs2075820(G;G) 7 30492237 NOD1 4
11083 rs2225614(G;G) 9 24111280 1
11084 rs2231884(G;G) 11 65656564 FIBP 1
11085 rs2251301(C;C) 8 11119037 1
11086 rs2269241(A;A) 1 64108771 PGM1 2
11087 rs2281285(T;T) 20 1972460 PDYN 1
11088 rs2304277(G;G) 3 9801080 OGG1 2
11089 rs2306180(C;C) 12 21713402 GYS2
11090 rs2340690(T;T) 2 198360886 HSPD1 1
11091 rs2566755(A;A) 1 68635390 WLS 2
11092 rs2762934(G;G) 20 52771261 CYP24A1 2
11093 rs3132935(A;A) 6 32171075 NOTCH4 2
11094 rs3177928(G;G) 6 32412435 HLADRA 1
11095 rs3751488(G;G) 14 23304094 MRPL52 1
11096 rs3791850(C;C) 2 171708100 GAD1 1
11097 rs3795877(T;T) 2 224866177 SERPINE2 5
11098 rs3825214(A;A) 12 114795443 TBX5 2
11099 rs3914132(T;T) 7 103527369 RELN 6
11100 rs3917192(G;G) 14 76431674 TGFB3 1



11101 rs4143832(C;C) 5 131862977 5
11102 rs4149081(G;G) 12 21378021 SLCO1B1 5
11103 rs4256159(G;G) 3 18767404 1
11104 rs4284125(C;C) 9 17899606 1
11105 rs4569005(C;C) 11 21058731 NELL1 1
11106 rs4768261(C;C) 12 40834918 MUC19 1
11107 rs490592(G;G) 11 116298367 1
11108 rs534654(C;C) 4 56290220 TMEM165
11109 rs574865(A;A) 9 1712562 1
11110 rs6122972(A;A) 20 49375242 1
11111 rs6138150(T;T) 20 23847009 3
11112 rs6561030(C;C) 13 42631719 DGKH 1
11113 rs6747096(A;A) 2 224862842 SERPINE2 3
11114 rs6774852(T;T) 3 196078427 UBXN7 1
11115 rs7072055(C;C) 10 98908733 SLIT1 1
11116 rs7087131(G;G) 10 131474474 MGMT 1
11117 rs7207499(G;G) 17 64447165 PRKCA 1
11118 rs7254215(A;A) 19 14713493 CLEC17A 1
11119 rs7307780(C;C) 12 76220618 1
11120 rs7577599(T;T) 2 25613146 DTNB 1
11121 rs7838490(G;G) 8 89585048 1
11122 rs9292394(T;T) 5 30661573 1
11123 rs9572903(A;A) 13 72771714 3
11124 rs9635726(C;C) 17 38020141 IKZF3 1
11125 rs9818870(C;C) 3 138122122 MRAS 7
11126 rs9844666(G;G) 3 135974216 PCCB 1
11127 rs10253216(G;G) 7 16861849 1
11128 rs35927125(T;T) 2 10186419 KLF11 4
11129 rs11923600(G;G) 3 175927451 1



11130 rs614367(C;C) 11 69328764 5
11131 rs7907713(G;G) 10 108929333
11132 rs10198756(A;A) 2 220864654 1
11133 rs10462020(T;T) 1 7880683 PER3 2
11134 rs10498091(G;G) 2 221899444
11135 rs1170612(C;C) 2 124983056 CNTNAP5 1
11136 rs12726652(G;G) 1 107432576 1

11137 rs1812175(C;C) 4 145574844 HHIP 10
11138 rs222016(A;A) 4 72634975 GC 3
11139 rs2274471(T;T) 9 4985879 JAK2 2
11140 rs2416054(C;C) 14 47824521 MDGA2 1
11141 rs3094315(T;T) 1 752566 FAM87B
11142 rs6691117(A;A) 1 207782931 CR1 4
11143 rs7517357(C;C) 1 8025275 PARK7 2
11144 rs7689420(C;C) 4 145568352 HHIP 2
11145 rs8127571(G;G) 21 47165429 1
11146 rs9646303(A;A) 16 87461969 ZCCHC14 1
11147 rs10104895(G;G) 8 61876044 1
11148 rs1061970(T;T) 17 48261852 COL1A1 1
11149 rs10777332(C;C) 12 92164302 2
11150 rs10875595(T;T) 5 140700489 TAF7 1
11151 rs11074889(G;G) 16 10633165 EMP2 1
11152 rs11144766(C;C) 9 78765001 PCSK5 1
11153 rs11208446(G;G) 1 64868352 1
11154 rs1178979(A;A) 7 72856430 BAZ1B 1
11155 rs12279261(A;A) 11 113106455 NCAM1 1
11156 rs12591650(A;A) 15 61060707 RORA 1
11157 rs12651106(C;C) 4 155301059 DCHS2 1



11158 rs12659144(T;T) 5 173777520 1
11159 rs12807809(T;T) 11 124606285 9
11160 rs1424941(G;G) 2 148643118 ACVR2A
11161 rs1571942(T;T) 10 20542634 PLXDC2 1
11162 rs1604897(C;C) 8 122182310 1
11163 rs17221259(T;T) 12 14410485 GNAI2P1 1
11164 rs17350764(G;G) 11 5068431 OR52J3 1
11165 rs17594362(C;C) 13 42139245 1

11166 rs2070586(G;G) 12 109277720 DAO 2
11167 rs2125230(G;G) 1 243885848 AKT3 2
11168 rs2143571(G;G) 22 44391686 SAMM50 4
11169 rs2274924(A;A) 9 77376647 TRPM6 1
11170 rs2298428(C;C) 22 21982892 YDJC 5
11171 rs2326458(A;A) 16 84987679 2
11172 rs2696297(A;A) 17 48245180 SGCA 1
11173 rs2731672(G;G) 5 176842474 7
11174 rs2769264(A;A) 1 151344741 SELENBP1 2
11175 rs2835762(C;C) 21 38845798 DYRK1A 1
11176 rs3789080(A;A) 2 111797531 ACOXL 1
11177 rs3890995(T;T) 12 109533529 UNG 1
11178 rs4722094(T;T) 7 22131881
11179 rs4821112(G;G) 22 21964761 UBE2L3 1
11180 rs4944831(T;T) 11 72934728 P2RY2 3
11181 rs5754217(G;G) 22 21939675 UBE2L3 7
11182 rs6044112(C;C) 20 16536414 KIF16B 1
11183 rs6455128(C;C) 6 62697746 KHDRBS2 1
11184 rs6554759(A;A) 5 1317102 CLPTM1L 1
11185 rs6554809(C;C) 5 13740976 DNAH5 1



11186 rs6922023(G;G) 6 24348117 DCDC2 2
11187 rs6929846(C;C) 6 26458265 BTN2A1 8
11188 rs7164883(A;A) 15 73652174 HCN4 1
11189 rs7193343(C;C) 16 73029160 ZFHX3 5
11190 rs7193788(A;A) 16 82656160
11191 rs7322722(G;G) 13 77879376 MYCBP2 1
11192 rs7964748(A;A) 12 102965329 1
11193 rs8052123(T;T) 16 57563671 CCDC102A 1
11194 rs8283(T;T) 6 32083300 ATF6B 2

11195 rs888663(T;T) 19 18484922 1
11196 rs9494145(T;T) 6 135432552 4
11197 rs952621(C;C) 3 45476694 LARS2
11198 rs2287019(C;C) 19 46202172 QPCTL 5
11199 rs3132946(G;G) 6 32190028 NOTCH4 2
11200 rs2609234(C;C) 7 34688425 AAA1 1
11201 rs3732666(T;T) 3 13612936 FBLN2 1
11202 rs3787268(G;G) 20 44641731 MMP9 4
11203 rs4735738(A;A) 8 77611625 ZFHX4 1
11204 rs4759802(G;G) 12 131407177 1
11205 rs5000996(G;G) 6 205920 FLJ43763
11206 rs1178977(A;A) 7 72857049 BAZ1B 2
11207 rs6982250(C;C) 8 70412450 SULF1 1
11208 rs7816924(C;C) 8 19539638 CSGALNACT1 1
11209 rs10108684(G;G) 8 123973068 ZHX2 1
11210 rs10487524(C;C) 7 144841531 1
11211 rs12500612(G;G) 4 24740958 1
11212 rs1974226(G;G) 6 52055335 IL17A 2
11213 rs2472553(C;C) 8 27328511 CHRNA2 2



11214 rs4962153(G;G) 9 136323754 ADAMTS13 3
11215 rs722519(G;G) 7 108026543 NRCAM 2
11216 rs7893928(C;C) 10 45078943 1
11217 rs792376(C;C) 17 55438556 MSI2 1
11218 rs10951154(T;T) 7 27135314 HOXA1 3
11219 rs10037055(G;G) 5 176691279 NSD1 1
11220 rs1006899(A;A) 21 15845052 1
11221 rs10151731(T;T) 14 79205619 NRXN3 1
11222 rs1032419(A;A) 6 52834842 1
11223 rs10519410(T;T) 4 138134581 1

11224 rs11132733(C;C) 4 190641170 1
11225 rs1119032(A;A) 5 140282431 PCDHA9 1
11226 rs11231299(G;G) 11 62771388 SLC22A8 1
11227 rs11587682(C;C) 1 150324284 PRPF3 1
11228 rs11721827(A;A) 4 186991137 TLR3 1
11229 rs12189801(T;T) 6 142641606 GPR126 2
11230 rs12313273(T;T) 12 122063010 ORAI1 3
11231 rs1314913(C;C) 14 68699594 RAD51B 3
11232 rs13201929(T;T) 6 117605991 1
11233 rs13408808(A;A) 2 168565693 1
11234 rs1427407(G;G) 2 60718043 BCL11A 3
11235 rs1457614(A;A) 12 13641706 1
11236 rs1524976(G;G) 3 65486388 MAGI1 1
11237 rs1559759(G;G) 11 35123051 1
11238 rs16884711(A;A) 5 55324802 1
11239 rs17137566(T;T) 7 17360521 AHR 1
11240 rs17364464(A;A) 7 22514053 MGC87042 1
11241 rs17533090(G;G) 6 32590722 3



11242 rs1884614(C;C) 20 42980519 R3HDML 16
11243 rs1899430(C;C) 15 58207814 1
11244 rs1934951(G;G) 10 96798548 CYP2C8 8
11245 rs1934980(T;T) 10 96808973 CYP2C8 2
11246 rs2067980(A;A) 5 44982317 1
11247 rs2144908(G;G) 20 42985717 HNF4A 4
11248 rs2197076(G;G) 2 88422758 FABP1 1
11249 rs2228645(C;C) 10 18828371 CACNB2 1
11250 rs2242073(A;A) 2 208994045 CRYGC 1
11251 rs2294881(A;A) 6 32367604 BTNL2 2
11252 rs2381628(C;C) 9 7518656 FCRL6 1

11253 rs244076(A;A) 20 43252915 ADA 1
11254 rs2586494(C;C) 17 48273155 COL1A1 2
11255 rs263(C;C) 8 19812812 LPL 4
11256 rs2738169(C;C) 8 6742558 1
11257 rs2753934(C;C) 14 94851330 SERPINA1 1
11258 rs2841498(C;C) 9 87930045 1
11259 rs303810(C;C) 12 52163248 SCN8A 2
11260 rs3751591(T;T) 15 51606710 CYP19A1 4
11261 rs3773364(A;A) 3 12189968 SYN2 2
11262 rs3847375(C;C) 10 21567565 1
11263 rs425105(A;A) 19 47208481 PRKD2 1

11264 rs4538475(A;A) 1 Normal risk of developing Parkinson's
Disease 4 15737937 2 2

11265 rs4812829(G;G) 20 42989267 HNF4A 2
11266 rs489332(C;C) 9 78028346 1
11267 rs4963243(G;G) 11 61494327 DAGLA 1
11268 rs4979906(A;A) 10 79444753 1
11269 rs6071980(T;T) 20 38868576 2



11270 rs6464816(G;G) 7 147226891 CNTNAP2 1
11271 rs6847149(G;G) 4 110800097 LRIT3 2
11272 rs6909430(A;A) 6 98739774 1
11273 rs742108(C;C) 6 106582920 1
11274 rs7557078(C;C) 2 238789858 RAMP1 1
11275 rs760426(A;A) 21 45715814 AIRE 1
11276 rs7612445(G;G) 3 179172979 1
11277 rs766432(A;A) 2 60719970 BCL11A 7
11278 rs7677751(C;C) 4 55124460 PDGFRA 1
11279 rs7722600(A;A) 5 137194762 1
11280 rs833497(T;T) 18 46608260 DYM 1
11281 rs877282(C;C) 10 771532 1
11282 rs886441(T;T) 12 48262964 VDR 1
11283 rs9402571(T;T) normal 6 134488960 SGK1 1
11284 rs9403856(C;C) 6 147759534 1
11285 rs9434741(A;A) 1 6217859 CHD5 1
11286 rs17369571(G;G) 13 22487625 1
11287 rs2664581(A;A) 20 43804522 PI3 3
11288 rs765787(T;T) 15 45500047 1
11289 rs768048(C;C) 18 50285398 DCC 1
11290 rs1125394(A;A) 11 113297185 DRD2 6
11291 rs12695895(C;C) 3 148443268 AGTR1 1
11292 rs1426891(G;G) 15 26717893 1
11293 rs2070016(T;T) 4 155510314 FGA 4
11294 rs2267641(A;A) 6 30865204 DDR1 4
11295 rs2297067(G;G) 14 103566785 C14orf73 1
11296 rs2351299(G;G) 1 normal risk of autism 4 47143365 GABRB1 1 1
11297 rs795009(A;A) 3 12208671 SYN2 6



11298 rs9483788(T;T) 6 135435501 3
11299 rs10413089(T;T) 19 45455588 2
11300 rs1049253(T;T) 4 185548951 CASP3 3
11301 rs11223996(T;T) 11 134626887 HSFX1 1
11302 rs12618769(C;C) 2 99239931 MGAT4A 1
11303 rs16902947(A;A) 5 36309097 1
11304 rs2028385(A;A) 12 96817422 1
11305 rs2071152(G;G) 21 45503121 TRAPPC10
11306 rs2071517(G;G) 7 150558399 ABP1 1
11307 rs2073485(G;G) 1 209962794 IRF6 1
11308 rs2779251(G;G) 17 26131326 3
11309 rs2970925(G;G) 2 88381736 SMYD1 1
11310 rs3803369(G;G) 15 51375829 TNFAIP8L3
11311 rs4709845(G;G) 6 164900598 1
11312 rs6672995(G;G) 1 247621033 3

11313 rs6710341(A;A) 1 Normal risk of developing restless legs
syndrome 2 66758422 MEIS1 3 2

11314 rs736926(C;C) 19 801381 PTBP1 1
11315 rs921146(A;A) 8 128475185 LOC727677 1
11316 rs2000999(G;G) 16 72108093 HPR 5
11317 rs1016883(C;C) 2 198881668 PLCL1 1
11318 rs103294(C;C) 19 54797848 2
11319 rs10417924(C;C) 19 41833167 2
11320 rs1044516(C;C) 1 209959614 IRF6 1
11321 rs10495903(C;C) 2 43806918 THADA 2
11322 rs10519201(G;G) 15 49221591 SHC4 1
11323 rs1052756(C;C) 22 19119686 TSSK2 1
11324 rs10777288(A;A) 12 91473798 1
11325 rs1079596(G;G) 11 113296619 DRD2 3



11326 rs10873876(C;C) 1 76772328 ST6GALNAC3 1
11327 rs10946292(A;A) 6 170425521 1
11328 rs11033797(A;A) 11 4790857 OR51F1 1
11329 rs11114027(G;G) 12 79775248 SYT1 1
11330 rs11158493(C;C) 14 63953522 PPP2R5E 1
11331 rs11216435(C;C) 11 117388932 DSCAML1 1
11332 rs1123617(C;C) 18 43252883 SLC14A2 1
11333 rs11571836(A;A) 13 32973439 BRCA2 2
11334 rs11623492(A;A) 14 72462557 RGS6 1
11335 rs11672433(G;G) 19 8438716 ANGPTL4 2
11336 rs12080794(C;C) 1 9151325 1
11337 rs12553173(T;T) 9 35674101 CA9 1
11338 rs12722561(G;G) 10 6069893 IL2RA 3
11339 rs12984174(T;T) 19 18132540 1
11340 rs13067593(A;A) 3 188584679 LPP 1
11341 rs1342326(T;T) 9 6190076 3
11342 rs1484170(T;T) 10 82699491 LOC100421633 1
11343 rs1527483(C;C) 7 80301500 CD36 2
11344 rs17501010(G;G) 3 190026654 CLDN1 1
11345 rs17513961(T;T) 7 46392567 1
11346 rs17583889(C;C) 2 138746039 HNMT 1
11347 rs17706439(G;G) 1 213855588 1
11348 rs1801020(C;C) 1 Normal risk of developing heart disease 5 176836532 F12 11 1.5
11349 rs1805502(A;A) 12 13714181 GRIN2B 5
11350 rs1829975(G;G) 2 161785169 1
11351 rs1841055(C;C) 4 69859025 UGT2A3
11352 rs1902618(A;A) 15 61164199 RORA 1
11353 rs2077102(G;G) 6 31611840 BAT3 1
11354 rs2079742(A;A) 17 59465697 BCAS3 1



11355 rs2081670(G;G) 9 92887231 1
11356 rs2242663(A;A) 11 66335308 CTSF 1
11357 rs2250333(C;C) 17 4642069 CXCL16 1
11358 rs2281389(T;T) 6 33059796 HLADPB2 5
11359 rs2305560(C;C) 2 198365788 HSPE1
11360 rs2340727(A;A) 1 161946727 1
11361 rs2530545(C;C) 7 34697140 NPSR1AS1 2
11362 rs266849(A;A) 19 51349090 5
11363 rs2807580(A;A) 9 126926107 1
11364 rs290481(G;G) 10 114923825 TCF7L2 5
11365 rs2966952(C;C) 5 7868030 FASTKD3 1
11366 rs3128965(G;G) 6 33055899 HLADPB1 1
11367 rs3204953(G;G) 6 111628626 REV3L 1

11368 rs3815188(G;G) 19 15303225 NOTCH3 3
11369 rs3930234(G;G) 3 184216130 SLC40A1 1
11370 rs399593(T;T) 10 30912030 LYZL2 1
11371 rs4613763(T;T) 5 40392728 8
11372 rs4798571(G;G) 18 7584294 PTPRM 2
11373 rs508384(C;C) 10 102124761 SCD 4
11374 rs5994434(G;G) 22 32229649 DEPDC5 1
11375 rs6462411(T;T) 7 3915564 SDK1 1
11376 rs6863066(C;C) 5 39219615 FYB 1
11377 rs6870564(G;G) 5 17003085 1
11378 rs7004633(A;A) 8 89760311 4
11379 rs7045953(A;A) 9 120485795 6
11380 rs7147624(G;G) 14 65865625 2
11381 rs7191888(A;A) 16 73581058 2
11382 rs738490(G;G) 22 50530651 MOV10L1 1



11383 rs7593730(C;C) 2 161171454 RBMS1 3
11384 rs7595(T;T) 19 54697079 TSEN34 1
11385 rs7730843(G;G) 5 36542312 1
11386 rs792975(T;T) 5 172271007 ERGIC1 1
11387 rs8074995(G;G) 17 64792131 PRKCA 1
11388 rs944002(T;T) 14 103572815 C14orf73 3
11389 rs2283265(G;G) 11 113285536 DRD2 13
11390 rs10751226(T;T) 11 73312252 1
11391 rs1793933(A;A) 12 48396450 COL2A1 1
11392 rs7181753(C;C) 15 96844727 NHEJ1 1
11393 rs10932037(C;C) 2 204825346 ICOS 6
11394 rs10958476(T;T) 8 57095808 PLAG1 6
11395 rs12328675(T;T) 2 165540800 COBLL1 2
11396 rs12727642(C;C) 1 8046672 PARK7 1

11397 rs1605834(A;A) 2 22576100 1
11398 rs17427389(G;G) 6 151163115 PLEKHG1 1
11399 rs2001181(T;T) 6 31236998 HLAC
11400 rs3213473(G;G) 16 16256767 ABCC6 2
11401 rs4660646(A;A) 1 43029788 CCDC30
11402 rs6442925(C;C) 3 5013876 1
11403 rs884409(T;T) 2 172378657 CYBRD1 2
11404 rs919581(A;A) 7 136980174 PTN 1
11405 rs10512597(C;C) 17 72699833 CD300LF 1
11406 rs11071559(C;C) 15 61069988 RORA 3
11407 rs1157(C;C) 3 105295461 ALCAM 2
11408 rs1190286(T;T) 6 105610946 POPDC3 1
11409 rs12029454(G;G) 1 162133117 NOS1AP 3
11410 rs120963(T;T) 16 23608070 NDUFAB1 1



11411 rs12434438(A;A) 14 62197298 HIF1A 2
11412 rs12575642(G;G) 11 63979643 FERMT3 1
11413 rs12711521(A;A) 1 11090916 MASP2 2
11414 rs12989701(C;C) 2 127887985 1
11415 rs13204742(G;G) 6 128245765 1
11416 rs1449572(C;C) 13 49466931 1
11417 rs1483121(C;C) 11 48333360 1
11418 rs165815(T;T) 22 19959473 ARVCF 5
11419 rs16840252(C;C) 2 204731519 CTLA4 11
11420 rs16853834(C;C) 2 216210236 ATIC 3
11421 rs17070309(G;G) 8 4299883 CSMD1 1
11422 rs17172430(G;G) 7 55122650 EGFR 1
11423 rs17820875(A;A) 16 53926790 FTO 1
11424 rs1800625(T;T) 6 32152442 AGER 11
11425 rs1802904(A;A) 3 142168331 ATR 2

11426 rs1821625(G;G) 2 134230217 NCKAP5 1
11427 rs1836915(T;T) 3 154809102 MME 1
11428 rs1874326(G;G) 7 138157390 TRIM24 2
11429 rs1923298(T;T) 11 35384432 SLC1A2
11430 rs2040862(C;C) 5 137419989 WNT8A 2
11431 rs2213177(A;A) 12 11960872 ETV6 1
11432 rs2230600(A;A) 4 87690998 PTPN13 1.9
11433 rs2276048(T;T) 11 71941212 INPPL1 1
11434 rs2277698(G;G) 17 76867017 TIMP2 6
11435 rs2327832(A;A) 6 137973068 3
11436 rs2461751(C;C) 2 176289319 1
11437 rs2532105(C;C) 15 91355485 BLM 1
11438 rs2715554(T;T) 17 38489170 RARA 2



11439 rs2730260(A;A) 7 158846929 VIPR2 1
11440 rs2767485(T;T) 1 65978917 LEPR 1
11441 rs2823743(T;T) 21 17667720 LINC00478 1
11442 rs2858870(A;A) 6 32572251 3
11443 rs352428(G;G) 8 28478892 1
11444 rs360929(A;A) 4 152907700 1
11445 rs3732360(T;T) 3 119536581 NR1I2 1
11446 rs3766606(C;C) 1 8022197 PARK7 2
11447 rs3785883(G;G) 17 44054433 MAPT 2
11448 rs3810255(G;G) 19 14586860 PTGER1 1
11449 rs4404477(A;A) 3 117374768 LSAMP
11450 rs4837240(G;G) 9 130873428 LOC100289019 2
11451 rs526906(C;C) 13 33598987 KL 1
11452 rs5743312(C;C) 4 187000256 TLR3 4
11453 rs6484218(G;G) 11 10390581 1
11454 rs6573(C;C) 1 112255389 RAP1A 1

11455 rs6688363(C;C) 1 160077854 1
11456 rs6696981(G;G) 1 22702858 7
11457 rs6941712(T;T) 6 131282210 EPB41L2 1
11458 rs7208487(T;T) 17 37543449 FBXL20 1
11459 rs7629245(C;C) 3 185141857 MAP3K13 1
11460 rs7748266(C;C) 6 35592744 FKBP5 2
11461 rs7849(A;A) 10 102122603 SCD 5
11462 rs8015016(A;A) 14 96122408 TCL6 1
11463 rs817826(T;T) 9 110156300 1
11464 rs822396(A;A) 3 186566877 ADIPOQ 7
11465 rs887199(G;G) 22 19961955 ARVCF 2
11466 rs934945(G;G) 2 239155053 PER2 4



11467 rs3788265(G;G) 21 47833789 PCNT 1
11468 rs906807(G;G) 18 9117867 NDUFV2 4
11469 rs11129182(C;C) 3 25171297 1
11470 rs12043633(G;G) 1 225676571 ENAH 1
11471 rs2241718(C;C) 19 41829606 CCDC97 7
11472 rs2301159(C;C) 13 103697728 SLC10A2 1
11473 rs6487679(T;T) 12 9371332 1
11474 rs12960(G;G) 16 89620328 SPG7 1
11475 rs1568657(A;A) 15 83726179 BTBD1 1
11476 rs17608925(T;T) 17 38082831 ORMDL3 1

11477 rs10464059(G;G) 1 Normal risk of developing Parkinson's
Disease 5 179794208 1 2

11478 rs1065489(G;G) 1 196709774 CFH 10

11479 rs11045585(A;A) 24% chance (lower than average) of
docetaxelinduced leukopenia/neutropenia 12 21045694 SLCO1B3 6

11480 rs11187061(C;C) 10 94305409 IDE 3
11481 rs11663206(C;C) 18 68153620
11482 rs11886877(G;G) 2 102610721 IL1R2 1
11483 rs12564445(G;G) 1 201345487 TNNT2 1

11484 rs13398721(T;T) 2 19629304 1
11485 rs167715(T;T) 12 104371367 TDG 1
11486 rs180273(C;C) 7 93538295 GNGT1 1
11487 rs1831281(G;G) 1 196680814 CFH 2
11488 rs1887922(T;T) 10 94224165 IDE 8
11489 rs2073380(A;A) 21 47863757 PCNT 2
11490 rs2074488(C;C) 6 31240431 HLAC 3
11491 rs2165468(G;G) 10 3516105 1
11492 rs2227562(G;G) 10 75672961 PLAU 3
11493 rs2417940(G;G) 12 21017875 SLCO1B3 2



11494 rs324419(G;G) 1 46871986 FAAH 7
11495 rs3741378(G;G) 11 65408937 SIPA1 3
11496 rs4149117(G;G) 12 21011480 SLCO1B3 5
11497 rs4713858(G;G) 6 35402785 4
11498 rs4957374(C;C) 5 41154150 C6 1
11499 rs7805247(T;T) 7 3110059 1
11500 rs9419958(C;C) 10 105675946 OBFC1 2
11501 rs12472911(T;T) 2 142228509 LRP1B 1
11502 rs10167992(C;C) 2 263270 SH3YL1 3
11503 rs1048886(A;A) 6 71289189 C6orf57 1
11504 rs10493380(A;A) 1 66046117 LEPR 2
11505 rs10511378(A;A) 3 118162623 1
11506 rs10521329(C;C) 16 55720458 SLC6A2 3
11507 rs1059440(A;A) 11 63991801 TRPT1 1
11508 rs10861032(T;T) 12 103912506 1
11509 rs11197571(A;A) 10 117942634 GFRA1 1
11510 rs11607165(T;T) 11 63963947 STIP1 1
11511 rs11639988(A;A) 16 19944363 1
11512 rs12446632(G;G) 16 19935389 1
11513 rs12576239(C;C) 11 2502319 KCNQ1 3
11514 rs12595668(A;A) 15 39573535 1
11515 rs12629106(C;C) 3 177095072 1
11516 rs12635698(T;T) 3 16408489 RFTN1 1
11517 rs12722515(G;G) 10 6081230 IL2RA 1
11518 rs12941150(G;G) 17 70363395 1
11519 rs13290799(C;C) 9 29545875 1
11520 rs1467251(C;C) 8 89272062 MMP16 1
11521 rs1550623(T;T) 2 174212894 1
11522 rs168924(T;T) 16 55689544 SLC6A2 1



11523 rs16966122(A;A) 19 32158464 1
11524 rs17513268(A;A) 17 59323043 BCAS3 1
11525 rs17651822(C;C) 3 28720126 CCDC61 2
11526 rs1805015(T;T) 16 27374180 IL4R 34
11527 rs1904173(C;C) 5 25420089 1
11528 rs1993709(C;C) 1 72838529 1
11529 rs2031573(G;G) 10 4001897 1
11530 rs2048485(T;T) 18 42090667 1
11531 rs2229840(G;G) 12 124826462 NCOR2 1
11532 rs224136(C;C) 10 64470675 8
11533 rs2279238(G;G) 11 47282024 NR1H3 7
11534 rs2306692(C;C) 12 57541265 LRP1 2
11535 rs2475335(T;T) 9 10260263 PTPRD 1
11536 rs2755237(A;A) 13 41109429 2
11537 rs3127162(T;T) 6 159259696
11538 rs3755955(C;C) 4 994414 IDUA 1
11539 rs472265(A;A) 19 39580737 PAPL 1
11540 rs4920799(C;C) 5 84606528 1
11541 rs4969168(G;G) 17 76353793 SOCS3 4 2.3
11542 rs5016282(A;A) 11 88741660 GRM5 1
11543 rs553668(C;C) 10 112839579 ADRA2A 9
11544 rs577912(C;C) 13 33610151 KL 3
11545 rs625132(G;G) 2 31482300 EHD3 1
11546 rs643780(G;G) 13 33641075 KL 1
11547 rs648202(C;C) 13 33635463 KL 2
11548 rs6486986(T;T) 12 19801595 1
11549 rs6805118(C;C) 3 142216916 ATR 2
11550 rs6854081(T;T) 4 123816707 NUDT6 1



11551 rs6914849(G;G) 6 33040715 HLADPA1 1
11552 rs6946494(A;A) 7 135488621 1
11553 rs6957(A;A) 19 41830606 CCDC97 10
11554 rs7044529(C;C) 9 137568051 COL5A1 5
11555 rs7101446(T;T) 11 63173684 SLC22A9 1
11556 rs7194356(C;C) 16 18062136 1
11557 rs730570(A;A) 14 101142890 2
11558 rs7607980(T;T) 2 165551201 COBLL1 4
11559 rs7623788(A;A) 3 153350116 1
11560 rs7816345(C;C) 8 36846109 RPL26P25 1
11561 rs7988338(G;G) 13 43144842 TNFSF11 1
11562 rs879606(G;G) 17 37781849 PPP1R1B 6
11563 rs9296015(G;G) 6 32218989 C6orf10 2
11564 rs9315762(C;C) 13 40741907 2
11565 rs9450898(C;C) 6 88864063 CNR1 1
11566 rs947474(A;A) 10 6390450 DKFZp667F0711 6
11567 rs11666377(C;C) 19 17118433 CPAMD8 2
11568 rs533123(T;T) 1 29141155 OPRD1
11569 rs6718526(C;C) 1.9x risk 2 161214175 RBMS1
11570 rs1048771(C;C) 1 46743900 RAD54L
11571 rs4252596(C;C) 17 37855834 ERBB2 2
11572 rs10050311(C;C) 4 87754419 SLC10A6 1
11573 rs10483853(T;T) 14 73756299 NUMB 2
11574 rs1398599(C;C) 12 71135522 PTPRR 1
11575 rs17104928(G;G) 14 37142554 PAX9 1
11576 rs1943950(C;C) 21 31479852 1
11577 rs2073048(C;C) 6 32335433 C6orf10 2
11578 rs260461(G;G) 19 58770883 ZNF544 1
11579 rs2832616(C;C) 21 31473792 1



11580 rs293795(T;T) 3 9799113 OGG1 2
11581 rs7762018(C;C) 6 170113244 PHF10 1
11582 rs10465543(G;G) 1 23134218 EPHB2 1
11583 rs16982400(T;T) 22 17897544 TERF2IPP1 1
11584 rs10062929(C;C) 5 110408179 TSLP 1
11585 rs1019731(G;G) 12 102864425 IGF1 9
11586 rs1058205(T;T) 19 51363398 KLK3 2
11587 rs10971259(C;C) 9 32978806 APTX 1
11588 rs11134551(A;A) 5 156505233 1
11589 rs11628722(G;G) 14 94931105 SERPINA9 2
11590 rs11701(T;T) 14 21162053 ANG 10
11591 rs12221497(G;G) 11 47280653 NR1H3 2
11592 rs12221649(T;T) 11 113890353 1
11593 rs16909233(G;G) 8 82401680 1
11594 rs16953002(G;G) 16 54114824 FTO 1
11595 rs17183114(G;G) 4 182222727 1
11596 rs17745316(G;G) 22 32446805 SLC5A1

11597 rs1800169(G;G) greater relative benefit of iloperidone to
schizophrenics 11 58391501 CNTF 5

11598 rs2143678(C;C) 6 41623033 MDFI 1

11599 rs2230419(A;A) 1 225607144 LBR
11600 rs2241220(C;C) 12 109675029 ACACB 2
11601 rs2243270(A;A) 5 132014109 IL4 6
11602 rs2293370(C;C) 3 119219934 C3orf1 3
11603 rs2298141(A;A) 10 33214802 ITGB1 1
11604 rs2303519(C;C) 8 67369184 ADHFE1 1
11605 rs2358944(A;A) 12 66117558 1
11606 rs2416257(G;G) 5 110435490 WDR36 4



11607 rs2710646(C;C) 2 63134879 EHBP1 2
11608 rs2710994(C;C) 7 24983455 OSBPL3 1
11609 rs2801405(T;T) 10 100583915 HPSE2 1
11610 rs2839440(C;C) 21 43443498 ZNF295AS1 1
11611 rs2900(C;C) 15 23817721 1
11612 rs3136685(G;G) 17 38719799 CCR7 2
11613 rs3217810(C;C) 12 4388271 CCND2 1
11614 rs3741595(C;C) 12 122079189 ORAI1 1
11615 rs374748(A;A) 5 127699375 FBN2 1
11616 rs3748085(C;C) 6 90315789 ANKRD6 1
11617 rs3755132(T;T) 2 15729820 DDX1 1
11618 rs3756450(T;T) 5 1448148 4
11619 rs3764400(T;T) 17 46123932 NFE2L1 1
11620 rs3771570(C;C) 2 242382864 FARP2 1
11621 rs3773678(C;C) 3 113870078 DRD3 1
11622 rs3804797(A;A) 3 3129632 IL5RA 1
11623 rs3892630(C;C) 19 33181484 NUDT19 1
11624 rs4149313(A;A) 9 107586753 ABCA1 3
11625 rs425535(G;G) 4 74863997 CXCL5 4
11626 rs4647603(G;G) 4 185569730 CASP3 3
11627 rs4733616(C;C) 8 128662095 1

11628 rs4906172(C;C) 14 102454933 DYNC1H1 1
11629 rs4979078(T;T) 9 114823121 SUSD1 1
11630 rs5326(G;G) 5 174870196 DRD1 7
11631 rs568408(G;G) 3 159713467 IL12A 15
11632 rs586688(G;G) 1 201630955 NAV1 1
11633 rs6063312(G;G) 20 47343059 PREX1 2
11634 rs6080550(C;C) 20 1759590 LOC100289473 1



11635 rs6845865(T;T) 4 148974602 ARHGAP10 1
11636 rs6932730(T;T) 6 31354182 1
11637 rs7078012(C;C) 10 81705433 SFTPD 2
11638 rs7262903(C;C) 20 3843027 MAVS 1
11639 rs7269320(C;C) 20 3846397 MAVS 1
11640 rs7524776(T;T) 1 196623337 CFH 1
11641 rs7659062(C;C) 4 189587079 1
11642 rs7662358(C;C) 4 189590859 1
11643 rs7665116(T;T) 4 23853011 PPARGC1A 2
11644 rs771390(C;C) 1 34750936 1
11645 rs7762550(G;G) 6 204909 FLJ43763
11646 rs7984522(T;T) 13 109347659 MYO16 1
11647 rs8046508(C;C) 16 79078175 WWOX 1
11648 rs9869263(G;G) 3 190030680 CLDN1 1
11649 rs1268121(T;T) 6 126352586 TRMT11 1
11650 rs1900005(G;G) 10 69998055 1
11651 rs2208454(G;G) 20 14265415 MACROD2 1
11652 rs2271404(A;A) 2 112003867 RPS3AP23 1
11653 rs2716816(T;T) 4 180383312 1
11654 rs310558(A;A) 8 51412591 SNTG1 1
11655 rs516693(G;G) 11 100963743 PGR 2
11656 rs565229(C;C) 11 122189465 LOC100507145 1

11657 rs666553(C;C) 11 100938668 PGR 1
11658 rs6977660(C;C) 7 19805480 TMEM196 2
11659 rs11962800(A;A) 6 7886905 TXNDC5 1
11660 rs3126085(G;G) 1 152300817 LOC339400 2
11661 rs9300039(C;C) >1.5x risk for T2D 11 41915366 4
11662 rs10255878(G;G) 7 97017795 1



11663 rs11554257(T;T) 9 117605070 1
11664 rs12367448(C;C) 12 69581222 1
11665 rs13219957(G;G) 6 149270829 UST 1
11666 rs1329149(C;C) 10 135349801 CYP2E1 2
11667 rs1805377(G;G) 5 82648943 XRCC4 4
11668 rs207906(G;G) 2 217012901 XRCC5 1
11669 rs2814944(G;G) 6 34552797 2
11670 rs28373064(A;A) 1 206223556 AVPR1B 1
11671 rs4925295(A;A) 20 60381799 CDH4 1
11672 rs764059(A;A) 8 32531292 NRG1 1
11673 rs10137185(C;C) 14 64775776 ESR2 2
11674 rs10159477(G;G) 10 71099888 HK1 2
11675 rs10279573(C;C) 7 110467221 IMMP2L 1
11676 rs1043784(A;A) 6 7881931 BMP6 2
11677 rs1056503(T;T) 5 82648977 XRCC4 1
11678 rs10836347(C;C) 11 35253133 CD44 2
11679 rs11057830(G;G) 12 125307053 SCARB1 4
11680 rs11097470(C;C) 4 96467503 UNC5C 1
11681 rs11145835(A;A) 9 139284452 SNAPC4 1
11682 rs11204971(A;A) 1 152259078 1
11683 rs11574637(T;T) 16 31368874 ITGAX 9
11684 rs11645938(T;T) 16 86825162 2
11685 rs11673900(G;G) 2 118876116 2

11686 rs11872992(G;G) 18 58040587 MC4R 3
11687 rs12086247(G;G) 1 161764793 ATF6
11688 rs12284594(A;A) 11 125179853 PKNOX2 1
11689 rs12373539(G;G) 19 45971095 FOSB 1
11690 rs12449465(T;T) 17 3029554 OR1G1 1



11691 rs12585627(A;A) 13 78942422 POU4F1AS1
11692 rs12613775(C;C) 2 104580503 1
11693 rs1264459(T;T) 6 30455920 HLAE 1
11694 rs12935229(C;C) 16 77328895 ADAMTS18 1
11695 rs13192471(T;T) 6 32671103 2
11696 rs140504(G;G) normal risk 22 23627369 BCR 2
11697 rs1426153(A;A) 11 125170639 PKNOX2 2
11698 rs1527243(T;T) 2 123291022 1
11699 rs1529672(C;C) 3 25520582 RARB 2
11700 rs1570216(A;A) 11 35282334 SLC1A2
11701 rs16937883(A;A) 9 20098711 2
11702 rs17291845(G;G) 16 55245037 1
11703 rs17724172(T;T) 18 3512216 DLGAP1 1
11704 rs17807815(T;T) 14 92556055 ATXN3 1
11705 rs1869324(G;G) 2 138227442 THSD7B 1
11706 rs190759(G;G) 6 50987768 1
11707 rs1934620(A;A) 1 210898263 KCNH1 1
11708 rs2179965(A;A) 1 88802012 2
11709 rs2228638(G;G) 10 33475282 NRP1 2
11710 rs2243268(A;A) 5 132013963 IL4 2
11711 rs2243290(C;C) 5 132018169 IL4 11
11712 rs227458(C;C) 6 165466351 1
11713 rs2280089(G;G) 20 3650127 ADAM33 7
11714 rs2597513(T;T) 3 13555836 1

11715 rs2697962(G;G) 1 Normal risk of developing Parkinson's
Disease 1 14150992 PRDM2 2

11716 rs3024718(A;A) 13 113813853 PROZ 3
11717 rs3102735(T;T) 8 119965070 TNFRSF11B 4
11718 rs36563(C;C) 14 71352648 1



11719 rs3741559(G;G) 12 50344976 AQP2 1
11720 rs3787554(G;G) 20 52782680 CYP24A1 1
11721 rs3827886(T;T) 12 14660184 PLBD1 1
11722 rs4253132(T;T) 10 50701156 ERCC6 1
11723 rs477895(A;A) 11 64048912 BAD 1
11724 rs4800353(A;A) 18 19654137 1
11725 rs4845604(G;G) 1 151801680 RORC 1
11726 rs4854344(T;T) 2 638144 3
11727 rs502281(C;C) 6 156868948 TRNAV37P 1
11728 rs6565681(G;G) 17 78348494 RNF213 1
11729 rs6596189(C;C) 5 134368169 PITX1 2
11730 rs6751349(C;C) 2 46176962 PRKCE 1
11731 rs6842241(C;C) 4 148400819 EDNRA 1
11732 rs7031748(C;C) 9 107591272 ABCA1 1
11733 rs7034356(G;G) 9 134479017 RAPGEF1
11734 rs719593(T;T) 2 42004997 2
11735 rs7260598(A;A) 19 24222786 LOC100996381 1
11736 rs751837(T;T) 14 103484825 CDC42BPB 2
11737 rs7561317(G;G) 2 644953 8
11738 rs7581699(T;T) 2 237831404
11739 rs7980470(A;A) 12 10553888 KLRC4KLRK1 1
11740 rs903614(T;T) 8 119830680 1
11741 rs9360921(T;T) 6 76265642 1
11742 rs936909(C;C) 7 3175338
11743 rs9403521(T;T) 6 143994199 PHACTR2 1
11744 rs963167(C;C) 11 9111558 SCUBE2 1
11745 rs967244(A;A) 1 231948646 DISC1 1
11746 rs10759932(T;T) normal 9 120465144 TLR4 12 2



11747 rs1084651(G;G) 6 161089817 1
11748 rs356186(G;G) 4 90705364 SNCA 3
11749 rs9696357(C;C) 9 95845152 SUSD3
11750 rs10893366(C;C) 11 125178403 PKNOX2 3
11751 rs1477908(T;T) 8 89073084 MMP16 1
11752 rs1816702(C;C) 4 154609523 TLR2 5
11753 rs1876206(A;A) 15 48900586 FBN1 1
11754 rs231777(C;C) 2 204733588 CTLA4 12
11755 rs7950069(G;G) 11 115140553 CADM1 1
11756 rs9934948(C;C) 16 73439355 LOC100506172 1
11757 rs10753929(C;C) 1 202923178 ADIPOR1 2
11758 rs1494373(A;A) 1 220929356 MOSC2 1
11759 rs1584243(C;C) 2 238815878 RAMP1 1
11760 rs17293607(C;C) 11 102650389 MMP10 1
11761 rs17585937(C;C) 4 40045687 LOC344967 3
11762 rs2238798(G;G) 22 20107729 RANBP1 1
11763 rs314277(C;C) 6 105407662 LIN28B 11
11764 rs3788964(A;A) 2 163207480 GCA 5
11765 rs6774280(T;T) 3 6255997 1
11766 rs7157785(G;G) 14 64235556 1
11767 rs7311358(A;A) 12 21015760 SLCO1B3 3
11768 rs10096633(C;C) 8 19830921 11
11769 rs1042718(C;C) 5 148206917 ADRB2 11
11770 rs1044498(A;A) 6 132172368 ENPP1 14
11771 rs10961780(T;T) 9 14898161 FREM1 1
11772 rs10988449(C;C) 9 132370360 1
11773 rs11624283(A;A) 14 105590971 1
11774 rs11624704(A;A) 14 78786077 NRXN3 3
11775 rs11851015(A;A) 14 57669533 EXOC5 1



11776 rs12580100(A;A) 12 56439209 RPS26 2
11777 rs13273123(A;A) 8 57100791 PLAG1 3
11778 rs1335532(T;T) 1 117100957 CD58 3
11779 rs1472750(C;C) 10 115235114 1
11780 rs1535989(A;A) 13 106022722 1
11781 rs1539243(C;C) 1 206647787 IKBKE 1
11782 rs155806(T;T) 5 140349840 PCDHA9 1
11783 rs166040(G;G) 5 141210753 1
11784 rs17145750(C;C) 7 73026378 MLXIPL 2
11785 rs17147135(T;T) 10 10084566 1
11786 rs17302400(C;C) 15 59824987 1
11787 rs1894644(C;C) 22 38202552 H1F0 1
11788 rs1898036(A;A) 15 36349846 1
11789 rs1951795(C;C) 14 62171426 HIF1A 2
11790 rs2046593(A;A) 2 186944663 1
11791 rs2060762(G;G) 7 50529384 DDC 4
11792 rs2216228(T;T) 12 22365835 ST8SIA1 1
11793 rs2270915(A;A) 5 32786389 NPR3 2
11794 rs2278414(G;G) 19 52467822 ZNF350 3
11795 rs2336219(G;G) 19 45912406 CD3EAP 1
11796 rs240657(T;T) 8 15665612 PPM1AP1 1
11797 rs246240(A;A) 16 16119024 ABCC1 2
11798 rs2571381(C;C) 6 29912830 HLAA
11799 rs2814993(G;G) 6 34618893 C6orf106 5
11800 rs2870137(C;C) 20 38685541 1
11801 rs2896526(A;A) 11 18419806 LDHA 1
11802 rs29880(A;A) 7 40954481 2
11803 rs3754775(G;G) 2 169016263 STK39 1
11804 rs3763558(C;C) 8 97796731 CPQ 1



11805 rs3769124(G;G) 2 239349362 ASB1 1
11806 rs3773814(A;A) 3 130715748 ATP2C1 1
11807 rs3812153(A;A) 6 80626375 ELOVL4 2
11808 rs39335(A;A) 7 103453569 RELN 2
11809 rs4293630(A;A) 21 47445791 1
11810 rs4628172(G;G) 7 15495150 TMEM195 1
11811 rs4775031(C;C) 15 58635583 1
11812 rs4811117(G;G) 20 49671435 1
11813 rs4837192(A;A) 9 130614912 ENG 1
11814 rs6018257(T;T) 20 36022539 SRC 1
11815 rs626657(C;C) 17 37332963 CACNB1 1
11816 rs6502557(G;G) 17 16960978 MPRIP 1
11817 rs6728440(A;A) 2 19999346 2
11818 rs6969502(G;G) 7 22752426 1
11819 rs7006527(A;A) 8 101024505 RGS22 1
11820 rs7305773(T;T) 12 23971186 SOX5 1
11821 rs735482(A;A) 19 45912002 CD3EAP 6
11822 rs7526034(G;G) 1 63586973 1
11823 rs7578597(T;T) 2 43732823 THADA 39
11824 rs7825588(G;G) 8 32504401 NRG1 1
11825 rs7833986(G;G) 8 57100149 PLAG1 2
11826 rs7872802(A;A) 9 132515730 PTGES 1
11827 rs8060686(T;T) 16 67911517 EDC4 2
11828 rs9284813(A;A) 3 87152169 1
11829 rs9469003(T;T) 6 31407828 MICA 1

11830 rs952093(T;T) 12 128844571 TMEM132C 1
11831 rs9543976(A;A) 13 76136648 UCHL3 1
11832 rs955988(T;T) 1 107340595 1



11833 rs9984974(A;A) 21 37809377 1
11834 rs11636802(A;A) 15 56775597 1
11835 rs12515548(C;C) 5 80148234 MSH3 1
11836 rs12526186(C;C) 6 30736151 1
11837 rs20572(C;C) 21 37444973 CBR1 4
11838 rs2168631(G;G) 5 174876002 4
11839 rs2245218(A;A) 1 14139826 PRDM2
11840 rs2302763(T;T) 17 7359277 CHRNB1 2
11841 rs4805834(C;C) 19 33453659 CCDC123 1
11842 rs6570989(G;G) 6 101957413 GRIK2 1
11843 rs7007797(T;T) 8 19876970
11844 rs12767583(C;C) 10 96547463 CYP2C19 1
11845 rs2084385(G;G) 3 196553867 PAK2 1

11846 rs4626664(G;G) 1 Normal risk of developing restless legs
syndrome 9 9261737 PTPRD 5 2

11847 rs6002551(G;G) 22 42338152 CENPM 1
11848 rs1555322(G;G) 20 33849179 MMP24 1
11849 rs2575029(C;C) 8 31174830 1
11850 rs11900673(C;C) 2 62452661 B3GNT2 1
11851 rs17664708(C;C) 8 32437017 NRG1 1
11852 rs2106329(G;G) 17 49730450 CA10 1
11853 rs3212964(G;G) 19 45920796 ERCC1 2
11854 rs3889728(G;G) normal risk 1 230848831 AGT 1
11855 rs4667682(C;C) 2 172127920 1
11856 rs6917824(A;A) 6 124342663 NKAIN2 2
11857 rs7124842(G;G) 11 76311620 1
11858 rs7801086(G;G) 7 140454973 BRAF 1

11859 rs9420907(A;A) 10 105676465 OBFC1 2



11860 rs10456057(A;A) 6 31245534 USP8P1 3
11861 rs10484410(A;A) 6 56996688 ZNF451 1
11862 rs10484434(G;G) 6 26031613 HIST1H3B 1
11863 rs10497668(T;T) 2 187213730 1
11864 rs10514317(G;G) 5 89109750 1
11865 rs10519131(A;A) 15 62001132 1
11866 rs1058026(T;T) 6 31321685 HLAB 2
11867 rs11001553(C;C) 10 54072901 RPL5P13 1
11868 rs11552708(G;G) 17 7462555 TNFSF13 4
11869 rs11717455(T;T) 3 38843647 1
11870 rs11870477(A;A) 17 67802352 1
11871 rs12189362(C;C) 5 153057548 GRIA1 1
11872 rs12207601(A;A) 6 102355867 GRIK2 2
11873 rs12410279(A;A) 1 220851520 3
11874 rs12449157(A;A) 16 67708897 GFOD2 1
11875 rs12778366(T;T) 10 69643079 SIRT1 5
11876 rs12956925(G;G) 18 60013640 TNFRSF11A 3
11877 rs13010343(G;G) 2 191843445 STAT1 1
11878 rs1318937(A;A) 3 15295364 LOC100505696 3
11879 rs1343075(T;T) 6 121339179 1
11880 rs1386493(C;C) 12 72355179 TPH2 4
11881 rs1566734(T;T) 11 48145375 PTPRJ 3
11882 rs17024608(A;A) 3 29954690 RBMS3 1
11883 rs17116334(C;C) 11 113961762 ZBTB16 2
11884 rs17295389(G;G) 13 82315799 1
11885 rs17348299(C;C) 5 55322895 1
11886 rs17391694(C;C) 1 78623626 2
11887 rs17410962(G;G) 8 19848080 4



11888 rs17542768(A;A) 10 123337814 FGFR2 1
11889 rs2077464(T;T) 17 38446564 CDC6 1
11890 rs2108258(T;T) 7 20791998 ABCB5 1
11891 rs2267138(A;A) 22 29793641 1
11892 rs2298298(G;G) 1 20964328 PINK1 1
11893 rs2300747(A;A) 1 117104215 CD58 5
11894 rs2413583(C;C) 22 39659773 2
11895 rs2463822(G;G) 11 62103420 ASRGL1 1
11896 rs2554152(G;G) 3 139606794 1
11897 rs2614046(C;C) 8 28136109 LOC100129848
11898 rs2839627(C;C) 21 44448718 PKNOX1 1
11899 rs3128296(T;T) 1 2068906 PRKCZ 1
11900 rs3131713(A;A) 1 20972048 PINK1 1
11901 rs4148649(A;A) 12 22070231 ABCC9 1
11902 rs4149000(G;G) 12 21447997 SLCO1A2 2
11903 rs4645878(G;G) 19 49457938 BAX 2
11904 rs4707795(G;G) 6 94054868 EPHA7 1
11905 rs4713226(G;G) 6 29434414 UBDP1 1
11906 rs4813003(C;C) 20 44763284 2
11907 rs6017996(G;G) 20 35986653 SRC 1
11908 rs6110577(T;T) 20 15335754 MACROD2 1
11909 rs6651252(T;T) 8 129567181 2
11910 rs6763048(A;A) 3 38681394 SCN5A 1
11911 rs6804441(A;A) 3 119260944 CD80 1
11912 rs6987004(A;A) 8 34524003 1
11913 rs7098387(A;A) 10 20623473 1
11914 rs7136716(A;A) 12 7691134 1
11915 rs7175404(A;A) 15 94036688 1
11916 rs7217852(A;A) 17 38470021 RARA 1



11917 rs7228133(G;G) 18 4539085 1
11918 rs7374394(T;T) 3 184945849 EHHADH 1
11919 rs755017(A;A) 20 62421622 ZBTB46
11920 rs7749924(C;C) 6 30797991 LINC00243 1
11921 rs780092(T;T) 2 27743154 GCKR 1
11922 rs7841189(C;C) 8 19845376 1
11923 rs7988100(G;G) 13 101879559 NALCN 2
11924 rs902774(G;G) 12 53273904 3
11925 rs9609078(G;G) 22 31153276 OSBP2 1
11926 rs2268388(C;C) 12 109643645 ACACB 4
11927 rs1133763(A;A) 17 32647831 CCL8 1
11928 rs5050(T;T) 1 230849886 AGT 3
11929 rs283277(C;C) 20 53536824 1
11930 rs1021188(T;T) 13 43116133 2
11931 rs12585014(G;G) 13 43140559 TNFSF11 1
11932 rs161927(A;A) 3 7838242 2
11933 rs1935349(G;G) 10 92594343 HTR7 3
11934 rs383632(C;C) 8 31806048 NRG1 1
11935 rs7665939(C;C) 4 190123318 1
11936 rs9568856(G;G) 13 54064981
11937 rs10264784(T;T) 7 19909530 1
11938 rs1045881(G;G) 2 50148972 NRXN1 1
11939 rs10499298(G;G) 6 156134070 1
11940 rs13382811(C;C) 2 145223620 ZEB2 1
11941 rs1449683(C;C) 4 123748086 FGF2 2
11942 rs1866813(T;T) 3 136801938 4
11943 rs2277862(G;G) 20 34152782 FER1L4 1
11944 rs2295490(A;A) 1 normal 20 368905 TRIB3 6 1.3



11945 rs2912600(T;T) 15 26720543 1
11946 rs3732568(C;C) 3 134515336 EPHB1 1
11947 rs4987855(G;G) 18 60793549 BCL2 1
11948 rs7600259(T;T) 2 35093293 1
11949 rs7939886(G;G) 11 56242261 1
11950 rs9402349(A;A) 6 132185108 ENPP1 2
11951 rs10052657(C;C) 5 58407771 PDE4D 1
11952 rs10509637(A;A) 10 93587732 TNKS2 1
11953 rs11224561(C;C) 11 100905056 PGR 2
11954 rs11746641(T;T) 5 174866091 DRD1 2
11955 rs17373414(C;C) 3 186585527 3
11956 rs17484721(A;A) 10 95353312 RBP4 1
11957 rs2129785(A;A) 17 28590530 BLMH 1
11958 rs2270875(T;T) 8 132999936 EFR3A 1
11959 rs35747(T;T) 12 102912558 1
11960 rs406193(C;C) 20 31399643 2
11961 rs4147407(T;T) 15 67076947 1
11962 rs4150403(G;G) 2 128050068 ERCC3 1
11963 rs6077414(C;C) 20 8704552 PLCB1 1
11964 rs7652838(G;G) 3 7912606 1
11965 rs9650315(G;G) 8 57155598 3
11966 rs1042114(T;T) 1 29138975 OPRD1 4

11967 rs10488631(T;T) 1 Normal risk of developing SLE, primary
biliary cirrhosis, and Sjögren's syndrome 7 128594183 TNPO3 27 3

11968 rs10499299(T;T) 6 156133888 1
11969 rs10514688(T;T) 3 34962669 1
11970 rs10990268(T;T) 9 105502498 1
11971 rs11113179(C;C) 12 107452785 CRY1 1
11972 rs11635825(T;T) 15 50954947 TRPM7 1



11973 rs11706052(A;A) 3 49064110 IMPDH2 8
11974 rs11906854(A;A) 20 34383634 PHF20 1
11975 rs11968166(G;G) 6 41925304 CCND3 1
11976 rs12044852(C;C) >1.24x risk 1 117087779 CD58 9
11977 rs12511742(G;G) 4 6296447 WFS1 1
11978 rs12565755(T;T) 1 61041875 1
11979 rs1273109(G;G) 12 63411765
11980 rs1316952(T;T) 12 124399550 DNAH10 1
11981 rs1426063(T;T) 4 76030921 1
11982 rs1503185(C;C) 11 48146622 PTPRJ 1
11983 rs17157903(C;C) 7 103628036 RELN 4
11984 rs17608766(T;T) 17 45013271 GOSR2 5
11985 rs17666963(C;C) 10 125207501 1
11986 rs1864982(C;C) 5 146320823 PPP2R2B 1
11987 rs2032502(G;G) 6 28901565 1
11988 rs2056202(C;C) 2 172712480 SLC25A12 9
11989 rs2241685(C;C) 2 1925993 MYT1L 1
11990 rs2255235(G;G) 15 45003364 B2M 1
11991 rs2280275(T;T) 1 60367240 CYP2J2 1
11992 rs2296188(C;C) 13 28893484 FLT1 1
11993 rs2296189(A;A) 13 28893642 FLT1 1
11994 rs2301756(T;T) 12 112890776 PTPN11 5
11995 rs2302765(A;A) 17 7350975 CHRNB1 2
11996 rs272594(A;A) 8 81470120 RPSAP47 1
11997 rs2788015(C;C) 1 246242908 SMYD3
11998 rs2823455(C;C) 21 17069166 2
11999 rs28932178(T;T) 5 176637576 NSD1
12000 rs3025382(G;G) 9 136502321 DBH
12001 rs3127573(T;T) 6 160681393 SLC22A2 2



12002 rs3738099(T;T) 1 21894735 ALPL 1
12003 rs4737395(A;A) 8 56599548 1
12004 rs6445063(T;T) 3 172193632 1
12005 rs6454672(T;T) 6 88861570 CNR1 1
12006 rs6583954(C;C) 10 96534263 CYP2C19 2
12007 rs6660197(C;C) 1 200703541 1
12008 rs730947(A;A) 2 219703298 1
12009 rs8000245(C;C) 13 74730392 1
12010 rs9290936(G;G) 3 190252635 IL1RAP 2
12011 rs933769(A;A) 15 96052742 ADRBK2 1
12012 rs9390754(A;A) 6 101964914 GRIK2 1
12013 rs973009(A;A) 19 39174332 ACTN4 1
12014 rs9947295(C;C) 18 11759432 GNAL 1
12015 rs9989823(C;C) 2 218371201 DIRC3
12016 rs13228694(C;C) 7 99940307 PILRB 1
12017 rs10178458(C;C) 2 228111435 COL4A3 1
12018 rs1418706(T;T) 6 205878 FLJ43763
12019 rs2046315(C;C) 8 90211100 2
12020 rs971074(G;G) 4 100341861 ADH7 11
12021 rs10520358(C;C) 4 177587894
12022 rs11208534(A;A) 1 65343066 JAK1 1
12023 rs3732359(A;A) 3 119536429 NR1I2 1
12024 rs11792454(C;C) 9 33011997
12025 rs1476029(C;C) 22 36517932 1
12026 rs2243093(T;T) 17 4835895 GP1BA 2 3.4
12027 rs2292096(A;A) 1 200826769 CAMSAP1L1 2
12028 rs2710322(G;G) 3 52817593 ITIH1 1
12029 rs3745567(G;G) 19 6690771 C3 1



12030 rs3818822(G;G) 1 111857208 CHIA 2
12031 rs398652(G;G) 14 56525569 2
12032 rs7495132(C;C) 15 91172901 CRTC3 1
12033 rs10193871(T;T) 2 134017053 NCKAP5
12034 rs10498792(T;T) 6 51666631 PKHD1 2
12035 rs10518025(T;T) 4 68064440 2
12036 rs1079597(G;G) 11 113296286 DRD2 14
12037 rs10847697(G;G) 12 129299385 SLC15A4 1
12038 rs10894147(C;C) 11 129698856 TMEM45B 1
12039 rs10971319(G;G) 9 33015014
12040 rs11599164(G;G) 10 61831984 ANK3 2
12041 rs11906160(G;G) 20 33565755 MYH7B 1
12042 rs11962089(A;A) 6 105612220 POPDC3 1
12043 rs12153855(T;T) 6 32074804 TNXB 3
12044 rs12423190(T;T) 12 112909340 PTPN11 1
12045 rs12596210(T;T) 16 54027971 FTO 1
12046 rs12615966(C;C) 2 105378957 1
12047 rs12682807(A;A) 9 4574022 SLC1A1 1
12048 rs13027811(A;A) 2 173300673 ITGA6 1
12049 rs1417210(T;T) 10 73135919 1
12050 rs1423096(G;G) 19 7739177 2
12051 rs1556249(G;G) 9 33020221 LOC646808
12052 rs15723(A;A) 19 10203171 ANGPTL6 1
12053 rs16825455(A;A) 1 21837755 ALPL 1
12054 rs16869652(G;G) 6 33851173 1
12055 rs17324630(T;T) 9 33013138
12056 rs17324756(T;T) 9 33014685
12057 rs17362588(G;G) 2 179721046 CCDC141 1
12058 rs1756650(A;A) 14 87741025 1



12059 rs17827966(T;T) 6 156138709 1
12060 rs1787200(A;A) 18 46587654 DYM 2

12061 rs1805193(G;G) 1 169702772 SELE 4
12062 rs1805398(G;G) 10 26534809 GAD2 2
12063 rs1822818(T;T) 4 82462597 1
12064 rs2005618(T;T) 3 129151667 MBD4 3
12065 rs2075292(T;T) 11 116732512 SIK3 1
12066 rs2151532(T;T) 6 132274730 LOC100131774 2
12067 rs2217332(C;C) 16 56969148 HERPUD1 1
12068 rs2230396(A;A) 10 33209266 ITGB1 1
12069 rs2233152(G;G) 19 41281016 MIA 2
12070 rs2239612(C;C) 3 186793242 ST6GAL1 1
12071 rs2241193(G;G) 2 217554213 IGFBP5 2
12072 rs2251393(T;T) 17 60778932 MARCH10 1
12073 rs2252996(A;A) 10 73115942 SLC29A3 1
12074 rs2314339(C;C) 17 38253212 NR1D1 5
12075 rs2432143(T;T) 5 52131315 ITGA1 2
12076 rs2814982(C;C) 6 34546560 1
12077 rs2839357(A;A) 21 48022887 S100B 1
12078 rs3117583(T;T) 6 31619576 BAG6 2
12079 rs337847(A;A) 5 78259888 ARSB 1
12080 rs344081(T;T) 3 156555984 LEKR1 1
12081 rs36020(G;G) 16 55713088 SLC6A2 2
12082 rs3736309(A;A) normal 12 50358054 AQP5 2
12083 rs3835(C;C) 2 217066637 XRCC5 4
12084 rs4148682(T;T) 7 117119183 CFTR 1
12085 rs4648319(C;C) 11 113314363 DRD2 2
12086 rs4703516(G;G) 5 80654966 ACOT12 1



12087 rs514716(A;A) 9 3929424 GLIS3 1
12088 rs6011002(A;A) 20 62297802 RTEL1 1
12089 rs6066043(G;G) 20 45288453 SLC13A3 1

12090 rs6569992(G;G) 6 135452152 1
12091 rs7248637(G;G) 19 7807027 CD209 2
12092 rs7700191(G;G) 4 102589283 1
12093 rs7812088(G;G) 7 150919829 ABCF2 2
12094 rs8192775(G;G) 10 135348026 CYP2E1 1
12095 rs9807334(G;G) 18 48524161 2
12096 rs13106616(G;G) 4 34043420 1
12097 rs16926246(C;C) 10 71093392 HK1 2
12098 rs2284220(A;A) 7 30718103 CRHR2 2
12099 rs11782652(A;A) 8 82653644 CHMP4C 1
12100 rs12100561(G;G) 14 90301035 C14orf143 1
12101 rs10971346(G;G) 9 33031083 DNAJA1
12102 rs11170547(C;C) 12 53813003 2
12103 rs11250168(G;G) 8 11691142 FDFT1
12104 rs11804321(T;T) 1 93009313 EVI5 1
12105 rs12613243(T;T) 2 111897506 BCL2L11 1
12106 rs1386494(G;G) 12 72352543 TPH2 11
12107 rs1567482(G;G) 4 36026747 1
12108 rs17070284(C;C) 13 79359424 1
12109 rs17226291(C;C) 9 32988185 APTX
12110 rs2075876(G;G) 21 45709153 AIRE 1
12111 rs363276(C;C) 10 119033809 SLC18A2 1
12112 rs6045784(T;T) 20 1956663 1
12113 rs9317284(G;G) 13 63634350 3
12114 rs10665(A;A) 13 113752831 MCF2L 1



12115 rs1079727(A;A) 11 113289182 DRD2 3
12116 rs11585386(C;C) 1 229019148 1
12117 rs11984041(C;C) 7 19031935 HDAC9 3
12118 rs17697518(C;C) 18 38765659 1

12119 rs2076169(T;T) 6 35388479 PPARD 1
12120 rs216518(C;C) 14 60683430 1
12121 rs4273077(A;A) 17 16849139 TNFRSF13B 2
12122 rs5896(C;C) 11 46745003 F2 7
12123 rs655167(C;C) 1 187902981 1
12124 rs7922491(G;G) 10 53493473 PRKG1 1
12125 rs9959145(G;G) 18 12606463 SPIRE1 1
12126 rs10017238(T;T) 4 183687789 ODZ3 1
12127 rs10189629(C;C) 2 102879464 1
12128 rs10259199(T;T) 7 7848912 RPA3AS1 1
12129 rs10495471(A;A) 1 240706107 GREM2 1
12130 rs10496702(G;G) 2 134005569 NCKAP5 2
12131 rs10498760(C;C) 6 45363796 RUNX2 2
12132 rs10504130(G;G) 8 52757093 PCMTD1 1
12133 rs1056629(A;A) 16 82182104 MPHOSPH6 1
12134 rs1059611(T;T) 8 19824563 LPL 3
12135 rs1063537(C;C) 3 186574075 ADIPOQ 3
12136 rs10758161(T;T) 9 32755028 1
12137 rs10840491(G;G) 11 2194390 TH 2
12138 rs11892031(A;A) 2 234565283 UGT1A10 4
12139 rs12193446(A;A) 6 129820038 LAMA2 1 2
12140 rs12198063(A;A) 6 77290799 1
12141 rs12257526(T;T) 10 87928843 GRID1 1
12142 rs12262754(G;G) 10 87929082 GRID1 1



12143 rs12514694(G;G) 5 76591698 PDE8B 1
12144 rs12731740(C;C) 1 208024820 C1orf132 1
12145 rs12945290(T;T) 17 66378997 ARSG 1
12146 rs13058467(T;T) 22 43579049 TTLL12 1
12147 rs1364402(T;T) 7 136584363 CHRM2 2

12148 rs1373494(A;A) 4 33748526 1
12149 rs1375785(C;C) 8 83991231 1
12150 rs1487276(G;G) 12 72405059 TPH2 2
12151 rs17121510(A;A) 11 117876155
12152 rs17331151(C;C) 3 52844534 ITIH3 1
12153 rs17400257(C;C) 9 85812953 1
12154 rs17436816(G;G) 1 6204161 CHD5 1
12155 rs1894605(T;T) 22 36525981
12156 rs1919922(G;G) 2 123136890 1
12157 rs2015086(T;T) 17 34391617 CCL18 2
12158 rs2863389(C;C) 3 166148892 1
12159 rs2924471(T;T) 5 8055261 1
12160 rs2926702(A;A) 8 71167994 NCOA2 1
12161 rs36498(C;C) 19 51965995 SIGLEC25P 1
12162 rs3744741(C;C) 17 649232 GEMIN4 3
12163 rs3745568(A;A) 19 6690613 C3 1
12164 rs406936(C;C) 6 31933161 SKIV2L 1
12165 rs445925(C;C) 19 45415640 LOC100129500 7
12166 rs4702484(C;C) 5 7649860 ADCY2 1
12167 rs4778138(A;A) 1 freckles more likely 15 28335820 OCA2 10 1
12168 rs4792800(A;A) 17 16845167 TNFRSF13B 1
12169 rs4848768(A;A) 2 123141545 1
12170 rs4886605(C;C) 15 75025988 1



12171 rs6050267(G;G) 20 25019099 ACSS1 1
12172 rs6436669(G;G) 2 228113175 COL4A3 1
12173 rs657075(G;G) 5 131430118 1
12174 rs6844110(A;A) 4 33729231 1
12175 rs7235528(T;T) 18 40058882 CENPW 1
12176 rs7513590(A;A) 1 5170712 2

12177 rs7524694(T;T) 1 104019631 1
12178 rs7664751(G;G) 4 33729933 1
12179 rs7691996(A;A) 4 33729776 1
12180 rs816475(T;T) 5 4831601 1
12181 rs819146(T;T) 20 32891200 AHCY 1
12182 rs819147(T;T) 20 32889704 AHCY
12183 rs2267717(G;G) 7 30717043 CRHR2 2
12184 rs17051917(C;C) 13 35768789 NBEA 1
12185 rs17231602(G;G) 10 70012289
12186 rs9024(G;G) 21 37445313 CBR1 5
12187 rs11554421(G;G) 12 863152 WNK1
12188 rs13393577(T;T) 2 213296863 ERBB4 1
12189 rs10484561(T;T) 6 32665420 4
12190 rs11841001(G;G) 13 76249103 LMO7 1
12191 rs12681963(C;C) 8 29982518 LEPROTL1 1
12192 rs17067123(C;C) 4 180048362 1
12193 rs1940973(T;T) 18 12550747 SPIRE1 1
12194 rs3813948(A;A) 1 207269858 C4BPB 1
12195 rs10274279(T;T) 7 157387441 PTPRN2 1
12196 rs10490113(A;A) 2 59499347 1
12197 rs10490162(A;A) 2 51247657 NRXN1 2
12198 rs10935268(G;G) 3 137447485 1



12199 rs11026318(C;C) 11 21896880 1
12200 rs11699237(T;T) 20 55683996 1
12201 rs12047808(A;A) 1 179469314 C1orf125 2
12202 rs12422149(G;G) 11 74883577 SLCO2B1 7
12203 rs12573128(A;A) 10 114730797 TCF7L2 1
12204 rs12967884(A;A) 18 76591635 1
12205 rs1386496(T;T) 12 72350790 TPH2 1
12206 rs1669338(G;G) 3 3199635 CRBN 1
12207 rs16856186(T;T) 1 205678126 1
12208 rs16909318(C;C) 8 82445224 FABP12 1
12209 rs16961543(T;T) 16 59940188 1
12210 rs17104363(T;T) 14 67939483 TMEM229B 1
12211 rs17122693(T;T) 14 51084235 ATL1 1
12212 rs17261688(A;A) 4 161028817 1
12213 rs17763685(C;C) 8 24856504 1
12214 rs1843809(T;T) 12 72348698 TPH2 8
12215 rs2027584(C;C) 6 24191459 DCDC2
12216 rs2050066(T;T) 1 71455135 PTGER3
12217 rs2228262(A;A) 15 39882178 THBS1 3
12218 rs2229579(C;C) 1 24201162 CNR2 2
12219 rs2241767(A;A) 3 186571196 ADIPOQ 6
12220 rs237450(C;C) 20 47982128 1
12221 rs2416879(A;A) 9 102613672 NR4A3 1
12222 rs2516399(T;T) 6 31481299 NFKBIL1 1
12223 rs2603751(A;A) 12 52453282 NR4A1 3
12224 rs2734583(T;T) 6 31505480 BAT1 1
12225 rs2835265(C;C) 21 37444696 CBR1 1
12226 rs3094011(A;A) 6 31451836 1
12227 rs3099844(C;C) 6 31448976 10



12228 rs314279(A;A) 6 105402083 1
12229 rs35621(C;C) 16 16168608 ABCC1 4
12230 rs363227(C;C) 10 119026566 SLC18A2 3
12231 rs3733860(C;C) 5 75622814 SV2C 1
12232 rs3771395(C;C) 2 71133014 VAX2 1
12233 rs3803915(C;C) 19 2160529 1
12234 rs4530903(C;C) 6 32581889 2
12235 rs4655595(A;A) normal 1 66558759 PDE4B
12236 rs476463(G;G) 1 34248064 CSMD2 1
12237 rs4852708(C;C) 2 71063942 CD207 1
12238 rs4958427(C;C) 5 150278587 ZNF300 1
12239 rs514262(A;A) 1 37286475 GRIK3 1
12240 rs548181(G;G) 11 125461709 STT3A 3
12241 rs6005451(T;T) 22 27852183 1
12242 rs6016142(C;C) 20 38300807 1
12243 rs606458(A;A) 11 64546391 SF1 1
12244 rs6691847(C;C) 1 30265652 1
12245 rs7112513(G;G) 11 117037361 PAFAH1B2 1
12246 rs7144886(A;A) 14 69831037 1
12247 rs7164503(T;T) 15 69081390 ANP32A 1
12248 rs7195303(A;A) 16 75167579 1
12249 rs7626795(A;A) 3 190350461 IL1RAP 4
12250 rs7732320(C;C) 5 80719125 SSBP2 1
12251 rs7787531(T;T) 7 129023597 AHCYL2 1
12252 rs924043(C;C) 6 170379025 1
12253 rs9277952(G;G) 6 33204274 1
12254 rs9288410(G;G) 2 210498261 MAP2 1
12255 rs9408928(T;T) 9 123951917 RAB14 3



12256 rs9635542(A;A) 16 5001380 1
12257 rs12147422(T;T) 14 55344015 GCH1
12258 rs1470407(C;C) 1 59714992 2
12259 rs9513851(G;G) 13 101747984 NALCN
12260 rs4686302(C;C) 3 8809222 OXTR 4
12261 rs1022563(C;C) 20 1954339 3
12262 rs10885122(G;G) 10 113042093 8
12263 rs12911738(G;G) 15 40903684 CASC5
12264 rs1678607(C;C) 3 10188428 VHL 1
12265 rs17028658(T;T) 12 99132112 ANKS1B 1
12266 rs4773460(C;C) 13 87242857 1
12267 rs7199196(T;T) 16 54349607
12268 rs7620580(A;A) 3 124045303 KALRN 1
12269 rs8040502(G;G) 15 40915190 CASC5
12270 rs1041296(T;T) 10 132003031
12271 rs10514211(A;A) 5 80482514 RASGRF2
12272 rs10874322(C;C) 1 83054799 1
12273 rs17002034(G;G) 22 40996367 MKL1 2
12274 rs9662388(G;G) 1 240552223 FMN2 1
12275 rs11524(T;T) 2 11966317 LPIN1 1

12276 rs1223271(G;G) 1 Normal risk of developing Parkinson's
Disease 20 13296912 1 2

12277 rs159788(G;G) 20 4352104 1
12278 rs17710780(T;T) 5 149036976 1
12279 rs308971(A;A) 3 12116620 SYN2 1
12280 rs3781836(G;G) 11 121448338 SORL1 1
12281 rs4888671(G;G) 16 77783580 1
12282 rs885479(G;G) 16 89986154 MC1R 6
12283 rs9348876(C;C) 6 31575276 2



12284 rs1007023(T;T) 12 72388374 TPH2 1
12285 rs10255295(A;A) 7 137858766 2
12286 rs10406174(G;G) 19 3944240 ITGB1BP3 1
12287 rs10497212(A;A) 2 160964700 ITGB6 2
12288 rs1052912(G;G) 14 103603653 TNFAIP2 2
12289 rs10861342(T;T) 12 105458797 ALDH1L2 1
12290 rs10919563(G;G) 1 198700442 PTPRC 3
12291 rs11178918(A;A) 12 72125285 1

12292 rs1124303(T;T) 3 14195682 XPC 1
12293 rs11564620(A;A) 19 48571072 PLA2G4C 1
12294 rs11587438(T;T) 1 6631431 TAS1R1 1
12295 rs12048215(A;A) 1 247584591 NLRP3 1
12296 rs12455924(C;C) 18 11064409 PIEZO2 1
12297 rs1248993(A;A) 10 29027223 1
12298 rs13049286(T;T) 21 43176799 RIPK4 1
12299 rs1320632(T;T) 11 102596063 MMP8 1
12300 rs1320976(G;G) 1 169073346 1
12301 rs1334809(G;G) 9 27126415 TEK 1
12302 rs1339738(T;T) 1 239397104 1
12303 rs1435879(A;A) 2 115492887 DPP10 1
12304 rs1444418(T;T) 10 64560470 1
12305 rs1539909(G;G) 18 69248595 1
12306 rs1567(T;T) 6 126249914 NCOA7 1
12307 rs17039212(C;C) 2 49955497 3
12308 rs17095355(C;C) 10 111735750 LOC100505933 3
12309 rs17244587(G;G) 17 45823035 TBX21 2
12310 rs17497526(T;T) 10 71580120 COL13A1 1
12311 rs17572584(C;C) 3 142888043 1



12312 rs1803275(G;G) 15 81598416 IL16 1
12313 rs2071278(T;T) 6 32165444 NOTCH4 2
12314 rs2073506(G;G) 5 131394738 IL3 2
12315 rs2235611(G;G) 20 42089511 SRSF6 1
12316 rs2242048(C;C) 15 85478410 SLC28A1 1
12317 rs2270788(A;A) 12 123414349 ABCB9 1
12318 rs2286492(T;T) 7 22985010 FAM126A 1
12319 rs2472671(T;T) 3 119503045 NR1I2 2
12320 rs2586502(A;A) 17 48289070 1

12321 rs2660753(C;C) 3 87110674 16
12322 rs2965260(G;G) 19 53780026 1
12323 rs3211770(G;G) 13 113793849 F10 1
12324 rs3219156(A;A) 2 202625615 ALS2
12325 rs3753519(G;G) 1 209875515 HSD11B1 2
12326 rs3884558(G;G) 15 61702779 2
12327 rs3891484(T;T) 11 113772589 1
12328 rs4251864(T;T) 19 44162233 PLAUR 2
12329 rs4328905(A;A) 4 84243549 HPSE 2
12330 rs457287(G;G) 9 4834394 RCL1 1
12331 rs540386(C;C) 11 36525293 TRAF6 4
12332 rs6001930(T;T) 22 40876234 MKL1 2
12333 rs6087099(G;G) 20 9986343
12334 rs6565887(T;T) 18 74182975 ZNF516 1
12335 rs6785233(T;T) 3 170756985 1

12336 rs6837793(G;G) more likely to gain weight if taking
risperidone 4 164256735 3

12337 rs713050(T;T) 6 44092129 MRPL14 1
12338 rs7202877(T;T) 16 75247245 3



12339 rs7231412(T;T) 18 40105657 CENPW 1
12340 rs7604827(T;T) 2 215341890 VWC2L 1
12341 rs7762246(T;T) 6 51099256 1
12342 rs7815788(C;C) 8 57179020 3
12343 rs8057939(T;T) 16 49394276 1
12344 rs9608102(C;C) 22 23644794 BCR 1
12345 rs13287980(G;G) 9 107324200 1
12346 rs2856111(T;T) 11 1075747 MUC2 1
12347 rs2023634(A;A) 22 18972450 DGCR5 1
12348 rs13265018(G;G) 8 22886020 TNFRSF10B
12349 rs903901(G;G) 1 2310193 MORN1

12350 rs9455973(G;G) 6 168583006 1
12351 rs10868138(T;T) 9 86917301 SLC28A3 3
12352 rs12184413(C;C) normal 11 102389588 MMP7
12353 rs13130255(T;T) 4 43537600 1
12354 rs1569061(G;G) 7 73114481 STX1A 1
12355 rs16922670(T;T) 9 106024220 1
12356 rs17047731(G;G) 2 118840733 1
12357 rs2119507(G;G) 2 104573005 1
12358 rs3212079(C;C) 14 104170465 XRCC3 1
12359 rs7624327(G;G) 3 156836906 SPRED2 1
12360 rs9501626(C;C) 6 32400344 3
12361 rs1007190(C;C) 17 43038209 C1QL1 1
12362 rs10501858(C;C) 11 126030615 1
12363 rs10510097(C;C) 10 123327876 FGFR2 1
12364 rs10511606(A;A) 9 15120189 1
12365 rs10516635(G;G) 4 118079907 1
12366 rs11008099(G;G) 10 30834632 1



12367 rs11079344(A;A) 17 56374483 2
12368 rs11085226(A;A) 19 799770 PTBP1 1
12369 rs11606194(T;T) 11 113780981 HTR3B 4
12370 rs12436436(T;T) 14 24381515 1
12371 rs12525668(A;A) 6 108017671 1
12372 rs12599426(T;T) 16 35088131 1
12373 rs12666612(T;T) 7 18375245 HDAC9 1
12374 rs17109928(T;T) 10 96098093 NOC3L 1
12375 rs17749211(C;C) 8 119391409 SAMD12 1
12376 rs17806888(T;T) 3 67416322 SUCLG2 1
12377 rs2042415(G;G) 16 74978618 WDR59 1
12378 rs218237(C;C) 4 55394172 1

12379 rs2237297(C;C) 7 17359594 AHR 1
12380 rs2249891(A;A) 9 107624242 ABCA1 1
12381 rs2272205(T;T) 2 227915924 COL4A4 1
12382 rs2722425(G;G) 8 40484239 ZMAT4 2
12383 rs3024974(C;C) 12 57492745 STAT6 1
12384 rs312480(G;G) 3 53529140 CACNA1D 1
12385 rs3783637(C;C) 14 55348118 GCH1 3
12386 rs3801192(C;C) 7 42161527 GLI3 1
12387 rs3936340(A;A) 19 48527582 ELSPBP1 1
12388 rs4318720(G;G) 4 118332255 1
12389 rs4722750(C;C) 7 28004198 JAZF1 1
12390 rs4821469(T;T) 22 36616445 1
12391 rs4987310(C;C) 1 169673838 SELL 1
12392 rs590218(A;A) 18 74069883 ZNF516
12393 rs619289(C;C) 20 42294613 MYBL2 1
12394 rs6540679(G;G) 1 211491152 RCOR3 1



12395 rs6686886(A;A) 1 156356480 RHBG 1
12396 rs6728021(A;A) 2 33121504 LINC00486 1
12397 rs6787362(A;A) 3 69227379 FRMD4B 2
12398 rs719871(C;C) 10 80145435 LOC100132987 1
12399 rs733724(G;G) 6 105223864 HACE1 1
12400 rs7769372(C;C) 6 37638562 MDGA1 1
12401 rs8019381(C;C) 14 80320583 NRXN3 3
12402 rs8043440(T;T) 15 26973086 GABRB3 1
12403 rs8119351(G;G) 20 33754405 1
12404 rs8177412(T;T) 5 150400087 GPX3 4
12405 rs961831(A;A) 9 22362104 1
12406 rs9834692(C;C) 3 87495550 1
12407 rs983579(C;C) 12 33144798 1

12408 rs9883474(C;C) 3 87525449 1
12409 rs9901756(A;A) 17 32464154 ASIC2 1
12410 rs10788528(G;G) 10 88616771 BMPR1A 2
12411 rs10833583(G;G) 11 21669293 1
12412 rs1668357(A;A) 7 38004406 1
12413 rs16867225(G;G) 2 181041286 1
12414 rs16903544(T;T) 8 129645234
12415 rs2078486(G;G) 17 7583083 TP53 6
12416 rs2287498(G;G) 17 7592560 WRAP53 3
12417 rs3211867(C;C) 7 80286940 CD36 2
12418 rs720446(G;G) 6 116419124 1
12419 rs767603(C;C) 0.63x reduced risk for intracranial aneurysm 14 61098683 2
12420 rs7847271(G;G) 9 117830812 TNC 1
12421 rs9576827(A;A) 13 40080381 LHFP
12422 rs11556218(T;T) 15 81598269 IL16 12



12423 rs11858577(C;C) 15 67066563 SMAD6 1
12424 rs17079773(C;C) 13 24598384 2
12425 rs11860650(C;C) 16 31326706 ITGAM 3
12426 rs226794(G;G) 21 28302355 ADAMTS5 2
12427 rs12175489(G;G) 6 31377587 MICA 1
12428 rs7396835(C;C) 11 116684028 1
12429 rs8039880(A;A) 15 66760342 MAP2K1 1
12430 rs9500927(G;G) 6 32961361 1
12431 rs1536827(T;T) 10 135306158 1
12432 rs16973500(C;C) 16 71965196 PKD1L3 2
12433 rs2257205(G;G) 17 56448297 RNF43 1
12434 rs2277339(T;T) 12 57146069 PRIM1 3
12435 rs7103978(T;T) 11 1088815 MUC2 1
12436 rs756699(T;T) 5 133446575 2
12437 rs7955866(G;G) 12 4479549 FGF23 2
12438 rs10082235(C;C) 1 153656650 NPR1 1
12439 rs10512385(A;A) 9 111455575 1
12440 rs10521318(G;G) 16 86011337 1
12441 rs1059476(G;G) 17 8108331 AURKB
12442 rs1062087(A;A) 13 75884216 TBC1D4
12443 rs10989019(T;T) 9 102976541 INVS 1
12444 rs11122576(A;A) 1 230846679 AGT 2
12445 rs11236809(T;T) 11 76332210 1
12446 rs11252810(C;C) 10 4928428 tAKR
12447 rs1167125(A;A) 12 43434282 1
12448 rs11755699(T;T) 6 134599247 SGK1
12449 rs11780123(A;A) 8 32631328 1
12450 rs12110693(G;G) 6 122158270 1
12451 rs12478296(C;C) 2 243048760 LOC728323 1



12452 rs12686004(G;G) 9 107653426 ABCA1 1
12453 rs12951053(A;A) 17 7577407 TP53 11
12454 rs1334893(A;A) 10 27693305 PTCHD3 1
12455 rs1340573(A;A) 13 59575423
12456 rs1353747(T;T) 5 58337481 PDE4D 1
12457 rs1474476(G;G) 14 22607502 TRA@ 1
12458 rs1541252(C;C) 1 203651927 ATP2B4 1
12459 rs1568679(T;T) 15 37349802 MEIS2 1
12460 rs16999349(G;G) 22 48932198 FAM19A5 1
12461 rs17024684(C;C) 3 3055247 CNTN4 1
12462 rs17025426(C;C) 1 110645327 1
12463 rs17110453(A;A) 10 96829529 CYP2C8 4
12464 rs17787940(T;T) 3 149250589 WWTR1 1
12465 rs2057482(C;C) 14 62213848 HIF1A 6
12466 rs2086512(G;G) 6 99011501 1
12467 rs213210(T;T) 6 33175824 RING1 6
12468 rs224176(T;T) 16 3253133 OR1F1 1
12469 rs2276707(C;C) 3 119534153 NR1I2 3
12470 rs2409191(G;G) 21 28108823 1
12471 rs2424234(T;T) 20 19363979 SLC24A3 1
12472 rs2549513(A;A) 16 79550727 5
12473 rs371915(G;G) 16 84578241 1
12474 rs3814057(A;A) 3 119537254 NR1I2 4
12475 rs4074793(T;T) 5 52193125 ITGA1 1
12476 rs4684847(C;C) 3 12386337 PPARG 5
12477 rs4955793(G;G) 3 178782021 ZMAT3 1
12478 rs6575353(A;A) 14 94205345 PRIMA1 1
12479 rs7028939(A;A) 9 102808685 ERP44 1



12480 rs7215564(T;T) 17 78737287 RPTOR 1
12481 rs7523538(A;A) 1 166317814 1
12482 rs7536700(C;C) 1 153640827 ILF2 1
12483 rs7701890(A;A) 5 109858821 TMEM232 3
12484 rs7834018(T;T) 8 72561742 1
12485 rs7916968(A;A) 10 759268 1
12486 rs8056742(T;T) 16 85092748 KIAA0513 1
12487 rs8176704(C;C) 9 136135552 ABO 3
12488 rs848452(C;C) 7 77596812 1
12489 rs963660(G;G) 4 170995066 AADAT
12490 rs314590(A;A) 7 4474132 1
12491 rs2816958(C;C) 1 200101920 NR5A2 1
12492 rs4360236(C;C) 7 124526739 POT1 1
12493 rs11959298(A;A) 5 134367540 PITX1
12494 rs12046117(C;C) 1 117751365 VTCN1 2
12495 rs12664111(A;A) 6 140139815 PHF6 1
12496 rs11085735(C;C) 19 10602180 KEAP1 3
12497 rs140700(G;G) 17 28543389 SLC6A4 11
12498 rs17066859(G;G) 18 58051263 1
12499 rs1883633(A;A) 6 53429272 1
12500 rs363512(C;C) 21 31050817 GRIK1 1
12501 rs3775478(A;A) 4 90842840 MMRN1 2
12502 rs6003(A;A) 1 197031021 F13B 6
12503 rs9307389(C;C) 4 114251750 ANK2
12504 rs11105378(C;C) 12 90090741 2
12505 rs12660691(A;A) 6 130008445 ARHGAP18 1
12506 rs1445130(A;A) 2 18834651 1
12507 rs17249754(G;G) 12 90060586 8
12508 rs3218005(A;A) 1.55x higher risk for breast cancer 9 22000247 CDKN2BAS



12509 rs333662(T;T) 1 59743914 2
12510 rs6478105(A;A) 9 117517185 1
12511 rs6578993(C;C) 11 2201163 TH 1
12512 rs7226677(A;A) 18 278796 2
12513 rs10046257(G;G) 6 32854697 1
12514 rs1011313(G;G) 6 15633432 DTNBP1 24
12515 rs10429924(C;C) 1 244390564 1
12516 rs10481151(T;T) 8 124831834 1
12517 rs10795189(T;T) 10 4619787 1
12518 rs11039588(C;C) 11 48234357 1
12519 rs1150740(G;G) 6 30030689 ZNRD1 1
12520 rs11556887(C;C) 2 231077676 SP110 2
12521 rs11651483(G;G) 17 12777402 ARHGAP44 1
12522 rs11737764(C;C) 4 123826780 NUDT6 2

12523 rs11786194(A;A) 8 33673011 1
12524 rs12620464(T;T) 2 102029646 RFX8 1
12525 rs13315591(T;T) 3 58556841 FAM107A 2
12526 rs13325751(C;C) 3 62478194 CADPS 1
12527 rs13403276(T;T) 2 219081297 ARPC2 1
12528 rs1478091(T;T) 4 131790501 2
12529 rs1482426(T;T) 12 84521271 1
12530 rs1516489(A;A) 3 191521852 1
12531 rs16942887(G;G) 16 67928042 PSKH1 1
12532 rs16945088(A;A) 16 53812524 FTO 5
12533 rs16985179(C;C) 22 28029538 1
12534 rs17114046(A;A) 1 56966350 PPAP2B 2
12535 rs1805011(A;A) 16 27373872 IL4R 18
12536 rs2036707(G;G) 13 108484454 FAM155A 1



12537 rs2228315(G;G) 12 109017898 SELPLG 1
12538 rs2268491(C;C) 3 8800398 OXTR 3
12539 rs254487(T;T) 5 52448212
12540 rs2730220(C;C) 7 158822058 VIPR2 1
12541 rs2995300(A;A) 10 135076523 ADAM8 1
12542 rs3219281(C;C) 19 50887087 POLD1 1
12543 rs34014631(G;G) 10 103698705 C10orf76 1
12544 rs348334(A;A) 1 229723016 1
12545 rs3740065(T;T) 10 101605693 ABCC2 2
12546 rs3740360(A;A) 10 96025491 PLCE1 1
12547 rs3785982(C;C) 17 9090224 NTN1 1
12548 rs3795391(T;T) 1 153363105 S100A8 3
12549 rs3804141(G;G) 3 195796908 TFRC 1
12550 rs3813729(G;G) 12 7242204 C1R 1
12551 rs4149578(G;G) 12 6447437 TNFRSF1A 1

12552 rs4397141(C;C) 5 29611889
12553 rs4809324(T;T) 20 62318220 RTEL1 2
12554 rs4838320(C;C) 9 128831097 1
12555 rs5030315(A;A) 11 32410516 WT1 1
12556 rs579342(C;C) 10 97229762 SORBS1 1
12557 rs6463089(G;G) 7 42152856 GLI3 1
12558 rs6922617(G;G) 6 41336101 1
12559 rs724767(C;C) 3 193722330 HMGB1P15 1
12560 rs7536180(C;C) 1 198599301
12561 rs7715300(A;A) 5 135429020
12562 rs8124695(C;C) 20 39028436 1
12563 rs8176722(G;G) 9 136132754 1
12564 rs9267673(C;C) 6 31883679 EHMT2 1



12565 rs933117(C;C) 21 31100797 GRIK1 1
12566 rs9507041(C;C) 13 23744379 1
12567 rs9793739(G;G) 1 229285858 1
12568 rs990324(A;A) 13 33387246 LINC00423 1
12569 rs3917657(C;C) 1 169598742 SELP 1
12570 rs360722(C;C) 11 112026703 IL18 4
12571 rs7100599(G;G) 10 70069233 PBLD
12572 rs10055544(G;G) 5 91518721 1
12573 rs10515808(C;C) 5 159820931 C5orf54 1
12574 rs11466782(T;T) 5 156921955 ADAM19 1
12575 rs2332267(G;G) 1 181426910 1
12576 rs3135730(A;A) 10 123325794 FGFR2 2
12577 rs6500818(C;C) 16 6817375 RBFOX1 1
12578 rs872863(C;C) 9 126154354 DENND1A 2
12579 rs10242311(A;A) 7 105273720 ATXN7L1 1
12580 rs10250997(C;C) 7 136146536 1

12581 rs10488084(A;A) 7 30083021 PLEKHA8 1
12582 rs10503951(A;A) 8 33665680 1
12583 rs10512472(T;T) 17 33884804 SLFN14 1
12584 rs1059513(A;A) 12 57489709 STAT6 6
12585 rs11077773(T;T) 17 73060073 KCTD2 1
12586 rs11671664(G;G) 19 46172278 GIPR 2
12587 rs11857829(T;T) 15 55581242 RAB27A
12588 rs1265883(T;T) 1 160464911 SLAMF6 1
12589 rs13038095(G;G) 20 46425576 1
12590 rs1475591(C;C) 21 32440540 1
12591 rs16912145(G;G) 10 60082668 1
12592 rs16979877(A;A) 20 54968038 CSTF1 1



12593 rs17030845(C;C) 2 43687879 THADA 1
12594 rs17122571(A;A) 12 48421034 1
12595 rs1938526(T;T) 10 62300383 ANK3 8
12596 rs1992045(C;C) 8 58840924 1
12597 rs2070665(C;C) 11 116707684 APOA1 2
12598 rs2072209(A;A) 7 107592198 LAMB1 1
12599 rs2126259(G;G) 8 9185146 DNAH14 2
12600 rs2134688(A;A) 1 150816886 ARNT 2
12601 rs2203512(A;A) 16 27056455 1
12602 rs2268118(G;G) 12 13872044 GRIN2B 1
12603 rs2269879(C;C) 19 2194896 DOT1L 1
12604 rs2321744(T;T) 13 34606186 1
12605 rs2447820(G;G) 5 122264736 SNX24 1
12606 rs2501276(G;G) 1 22373624 1
12607 rs2820651(G;G) 10 1471765 ADARB2 1
12608 rs3001167(T;T) 1 194530914 1
12609 rs3025066(A;A) 11 102710483 MMP3 1

12610 rs3173798(T;T) 7 80285850 CD36 6
12611 rs3213182(T;T) 20 32263233 E2F1 3
12612 rs3759222(C;C) 12 91506953 LUM 1

12613 rs3796352(G;G) 3 52913279 TMEM110
MUSTN1 1

12614 rs3798573(A;A) 6 152389362 ESR1 2
12615 rs3802954(A;A) 11 60238138 MS4A1 1
12616 rs3804024(T;T) 21 41993707 DSCAM 2
12617 rs4078978(G;G) 2 68359897 WDR92 1
12618 rs4379368(C;C) 7 40466200 SUGCT 1
12619 rs4794826(G;G) 17 38250782 NR1D1
12620 rs4803750(A;A) 19 45247627 2



12621 rs481843(C;C) 11 116525867 1
12622 rs4822410(A;A) 22 23765265 1
12623 rs4968363(T;T) 17 57511073
12624 rs6077251(C;C) 20 7752366 1

12625 rs6532197(A;A) 1 Normal risk of developing Parkinson's
Disease 4 90797301 1 2

12626 rs6885116(A;A) 5 167643545 ODZ2 1
12627 rs6985140(A;A) 8 9537427 TNKS 1
12628 rs7360412(A;A) 20 2800801 1
12629 rs7517566(G;G) 1 150850035 ARNT 3
12630 rs7945931(G;G) 11 121341262 SORL1 1
12631 rs8192772(T;T) 10 135344711 CYP2E1 2
12632 rs9001(A;A) 3 53857917 CHDH 8
12633 rs9568281(A;A) 13 50185204 1
12634 rs960246(G;G) 2 223937559 1
12635 rs9603226(G;G) 13 38143586 POSTN 1
12636 rs9883650(T;T) 3 169080185 MECOM 1
12637 rs1229542(C;C) 7 97422926 1

12638 rs2048161(C;C) 4 146853165 ZNF827 1
12639 rs2577704(C;C) 2 23592145 1
12640 rs4692788(C;C) 4 170978003
12641 rs3829963(C;C) 6 36644386 CDKN1A 3
12642 rs11047102(C;C) 12 23946146 SOX5 1
12643 rs11134290(C;C) 5 8202536 1
12644 rs12004589(G;G) 9 137290725 RXRA 1
12645 rs12316797(T;T) 12 43160744 1
12646 rs16892645(C;C) 4 15938392 FGFBP1 1
12647 rs2298881(C;C) 19 45926916 ERCC1 6



12648 rs4387287(C;C) 10 105677897 OBFC1 2
12649 rs6902123(T;T) 6 35330421 PPARD 1
12650 rs9490306(C;C) 6 121816879 1
12651 rs10922438(G;G) 1 198469162 1
12652 rs10460009(C;C) 18 2948029 LPIN2 1
12653 rs2392492(G;G) 7 37365196 ELMO1 1
12654 rs3827103(G;G) 20 54824029 MC3R 3
12655 rs9469300(G;G) 6 32860752 SLC16A6 1
12656 rs10508921(C;C) 10 52010708 1
12657 rs11006263(A;A) 10 60555578 BICC1 1
12658 rs11022775(C;C) 11 13373764 ARNTL 3
12659 rs11190179(G;G) 10 101365313 1
12660 rs11254160(G;G) 10 16744523 RSU1 1
12661 rs11571317(C;C) 2 204732008 CTLA4 9
12662 rs11576175(G;G) 1 150727394 CTSS 2
12663 rs11754509(A;A) 6 55473294 1
12664 rs12518614(A;A) 5 6324293 SNORD67 1
12665 rs12804291(C;C) 11 92705307 MTNR1B 2
12666 rs13028485(G;G) 2 174504924 1

12667 rs13210247(A;A) 6 111922720 TRAF3IP2 2
12668 rs1406961(C;C) 20 61895920 2
12669 rs1493682(A;A) 4 121041286 1
12670 rs1550117(G;G) 2 25565907 DNMT3A 1
12671 rs1550404(A;A) 2 127330954 1
12672 rs1590305(G;G) 13 38035189 1
12673 rs16858621(C;C) 1 233214860 PCNXL2 1
12674 rs16866933(G;G) 2 180566678 ZNF385B 1
12675 rs16952059(C;C) 15 68718000 ITGA11 1



12676 rs17094273(G;G) 14 97103807 1
12677 rs17412740(G;G) 8 20246758 1
12678 rs17692896(G;G) 19 33089431 ANKRD27 1
12679 rs2032314(C;C) 21 35354523 1
12680 rs2043544(G;G) 2 2761141
12681 rs2069837(A;A) 7 22768027 IL6 13
12682 rs2241056(G;G) 7 20178865 MACC1 1
12683 rs2377339(A;A) 2 106457291 NCK2 1
12684 rs3733017(A;A) 3 187456709 BCL6 1
12685 rs3742330(A;A) 14 95553362 DICER1 7
12686 rs3746619(C;C) 20 54823805 MC3R 1
12687 rs3935740(C;C) 15 81626725 TMC3 1
12688 rs4146812(C;C) 16 6115826 A2BP1 1
12689 rs4301033(G;G) 3 150042618 1
12690 rs4345600(A;A) 8 18248208 NAT2 2
12691 rs4557213(A;A) 4 177689133 VEGFC 1
12692 rs4643574(G;G) 2 315215 1
12693 rs6085820(G;G) 20 6980635 1
12694 rs6538697(T;T) 12 96403610 LTA4H 3
12695 rs6733143(G;G) 2 46821640 PIGF 1

12696 rs6930337(C;C) 6 148788006 SASH1 1
12697 rs7118648(T;T) 11 96108428 CCDC82 1
12698 rs7144584(C;C) 14 64275812 RPS28P1 1
12699 rs738968(T;T) 22 34889097 1
12700 rs7532570(A;A) 1 216504269 USH2A 1
12701 rs7548864(G;G) 1 159267255 FCER1A 1
12702 rs7772593(C;C) 6 106345057 1
12703 rs7922424(G;G) 10 133316452 1



12704 rs795232(T;T) 11 30773321 1
12705 rs8105815(G;G) 19 41673848 CYP2A 1
12706 rs9333025(G;G) 1 47396903 CYP4A11 3
12707 rs977214(A;A) 1 71426260 PTGER3
12708 rs995322(G;G) 8 3427533 CSMD1 1
12709 rs856613(C;C) 1 52261130 NRD1 1
12710 rs1168987(G;G) 14 36397680 1
12711 rs1514928(C;C) 14 62678303 1
12712 rs285406(G;G) 8 87025013 1
12713 rs4905204(G;G) 14 94936107 SERPINA9 1
12714 rs6665776(C;C) 1 71427842 PTGER3 1
12715 rs11777116(C;C) 8 24044301 1
12716 rs16860281(T;T) 3 147995347 1
12717 rs17819300(A;A) 15 56210929 NEDD4 1
12718 rs2524276(G;G) 6 31408265 1
12719 rs312462(C;C) 17 6913652 ALOX12 2
12720 rs3775289(G;G) 4 71862674 DCK 1
12721 rs4646421(C;C) 15 75016192 CYP1A1 12
12722 rs6563695(G;G) 13 39903243 1
12723 rs6815916(A;A) 4 182553043 1
12724 rs1043261(C;C) 3 53899276 IL17RB 1
12725 rs10508727(C;C) 10 28025771 MKX 1
12726 rs10521233(A;A) 17 13559080 1
12727 rs11487077(A;A) 7 102746078 NAPEPLD 1
12728 rs11615016(A;A) 12 72415994 TPH2 1
12729 rs11815066(G;G) 10 38030983
12730 rs11889798(C;C) 2 228481419 C2orf83 1
12731 rs12091371(G;G) 1 240605052 FMN2 1
12732 rs12199775(A;A) 6 143898894 1



12733 rs12699683(G;G) 7 15133127 1
12734 rs1291846(A;A) 10 11107195 CELF2 2
12735 rs12960119(A;A) 18 23614703 SS18 1
12736 rs1321847(G;G) 6 80533187 C6orf7 1
12737 rs13432159(T;T) 2 67973887 1
12738 rs1392089(C;C) 6 119866141 1
12739 rs1542829(G;G) 3 130137471 COL6A5 1
12740 rs16861990(A;A) 1 169135127 NME7 2
12741 rs16904179(G;G) 8 130958951 FAM49B 1
12742 rs16943468(T;T) 17 57445109 YPEL2 1
12743 rs17065417(A;A) 6 105406274 LIN28B 1
12744 rs17177078(C;C) 16 24810681 TNRC6A 1
12745 rs17366743(T;T) 3 186572089 ADIPOQ 7
12746 rs17376328(G;G) normal 1 11876662 CLCN6
12747 rs17636071(T;T) 3 143005029 SLC9A9 1
12748 rs1779876(T;T) 10 36648040 1
12749 rs1797052(G;G) 1 145727683 PDZK1 4
12750 rs1801123(A;A) 2 227661043 IRS1 1
12751 rs2247549(G;G) 10 71546573
12752 rs2273206(G;G) 6 152382311 ESR1 2
12753 rs2774920(T;T) 1 94611300 1
12754 rs2994809(C;C) 1 120351977 REG4 1
12755 rs3181157(C;C) 12 6308523 CD9 1
12756 rs3826782(C;C) 19 6887736 EMR1 1
12757 rs3846635(T;T) 5 82960734 HAPLN1 1
12758 rs389884(T;T) 6 31940897 STK19 3
12759 rs4148887(T;T) 4 100055862 ADH4 1
12760 rs4489787(T;T) 12 48811100 OR8S21P 1



12761 rs482548(C;C) 11 61633182 FADS2 1
12762 rs4865047(C;C) 4 56821806 CEP135 1
12763 rs6871087(A;A) 5 30899517 1
12764 rs6922548(A;A) 6 35353523 PPARD 1
12765 rs7037276(T;T) 9 6247430 IL33 1
12766 rs943072(A;A) 6 43795968 1
12767 rs9518307(T;T) 13 101754161 NALCN
12768 rs9556711(G;G) 13 98016416 MBNL2 1
12769 rs974379(A;A) 15 33505067 1
12770 rs9810890(C;C) 3 128652553 ARHGAP11A 1
12771 rs9864370(T;T) 3 168916240 MECOM 1
12772 rs11854949(T;T) 15 50978341 TRPM7 1
12773 rs2229491(A;A) 1 22168801 HSPG2
12774 rs2229493(G;G) 1 22160043 HSPG2
12775 rs2254298(G;G) 3 8802228 OXTR 26
12776 rs10488(G;G) 11 102668022 COX6CP3 2
12777 rs12654739(T;T) 5 172412674 ATP6V0E1
12778 rs17027130(T;T) 2 41273631 1
12779 rs2904524(C;C) 12 70690085 CNOT2 1
12780 rs332951(C;C) 6 93306808 1
12781 rs7965445(G;G) 12 131862903 1
12782 rs12003612(C;C) 1 9 26940723 PLAA 1
12783 rs10512697(A;A) 5 3558538 1
12784 rs10747502(G;G) 1 99524047 PDE6G 1
12785 rs3782889(T;T) 12 111350655 MYL2 1
12786 rs8048207(C;C) 16 61778095 CDH8 1
12787 rs9804317(T;T) 10 130248926 1
12788 rs13088281(C;C) 3 53147576 RFT1 1
12789 rs2014357(A;A) 8 133103290 HHLA1 1



12790 rs2710201(T;T) 7 152924893 1
12791 rs4(A;A) 13 32447222 EEF1DP3 1
12792 rs4376189(A;A) 4 186612675 SORBS2 1
12793 rs4987852(A;A) 18 60793921 BCL2 2
12794 rs10067777(A;A) 5 109826296 TMEM232 1
12795 rs1014867(C;C) 4 126412891 FAT4 1
12796 rs10511400(G;G) 3 120043836 LRRC58 1
12797 rs10964759(A;A) 9 20925921 KIAA1797 1
12798 rs11162922(A;A) 2x risk 1 80572058 2
12799 rs11171806(G;G) 12 56733531 IL23A 4
12800 rs11225161(C;C) 11 102070494 YAP1 1
12801 rs11617740(G;G) 13 102680126 FGF14 1
12802 rs11930273(G;G) 4 150901757 1
12803 rs11933531(G;G) 4 92415529 CCSER1 1
12804 rs12038826(T;T) 1 230922951 CAPN9 1
12805 rs12112301(C;C) 7 29438109 CHN2 1
12806 rs12788102(A;A) 11 4790575 OR51F1 1
12807 rs12946942(G;G) 17 69236998 1
12808 rs13360927(A;A) 5 110035756 TMEM232 1
12809 rs13381277(A;A) 18 74318610 1
12810 rs1480380(C;C) 6 32913246 1

12811 rs16851771(A;A) 2 215188619 SPAG16 1
12812 rs16917302(A;A) 10 64261198 ZNF365 3
12813 rs16952065(C;C) 15 68718987 ITGA11 1
12814 rs17023900(A;A) 3 87134800 1
12815 rs17300539(G;G) normal 3 186559460 ADIPOQ 33
12816 rs17411949(C;C) 3 140099693 CLSTN2 1
12817 rs17601241(G;G) 15 51507874 CYP19A1 4



12818 rs17628931(T;T) 4 171030807 1
12819 rs17638544(C;C) 13 42956621 1
12820 rs17666538(T;T) 8 566207 1
12821 rs1894116(T;T) 11 102070639 YAP1 1
12822 rs1930961(T;T) 22 25875265 RPL23 1
12823 rs2073664(C;C) 8 42231786 DKK4 1
12824 rs2217262(A;A) 7 111796377 DOCK4 1
12825 rs2230009(G;G) 8 30921935 WRN 5
12826 rs2251844(T;T) 15 43836478 PPIP5K1 1
12827 rs2358817(C;C) 1 117690758 VTCN1 1
12828 rs2441727(A;A) 10 68224886 CTNNA3 1
12829 rs280523(G;G) 19 10477206 TYK2 4
12830 rs2842576(T;T) 1 52324228 NRD1 1
12831 rs3212752(A;A) 19 17948732 JAK3 1
12832 rs3749073(C;C) 2 231775094 GPR55 1
12833 rs3763679(C;C) 10 75234826 PPP3CB 2
12834 rs4379857(G;G) 11 133183604 OPCML 1
12835 rs4469412(G;G) 8 33565378 1
12836 rs4676049(C;C) 2 109635257 1
12837 rs4731120(A;A) 7 123411223 1
12838 rs4866334(T;T) 5 18483651 1
12839 rs4915077(T;T) 1 108366016 VAV3 1

12840 rs574773(C;C) 1 207032751 1
12841 rs689647(C;C) 15 43762196 TP53BP1 2
12842 rs7072122(C;C) 10 45034672 1
12843 rs7573065(C;C) 2 219246707 SLC11A1 1
12844 rs7801534(A;A) 7 49329680 1
12845 rs8021963(T;T) 14 90298275 EFCAB11 1



12846 rs894278(T;T) 4 90734535 SNCA 2
12847 rs9901675(G;G) 17 7484812 CD68 1
12848 rs1944866(T;T) 11 134482466 1
12849 rs11669576(G;G) 19 11222300 LDLR 2
12850 rs13183791(C;C) 5 64534641 ADAMTS6 1
12851 rs9322354(A;A) 6 152382014 ESR1 1
12852 rs1805016(T;T) 16 27374927 IL4R 7
12853 rs2119704(C;C) 14 88487689 1
12854 rs2192161(C;C) 21 15681994 1
12855 rs6097169(G;G) 20 51557161 1
12856 rs6758152(T;T) 2 104667738 1
12857 rs11859065(G;G) 16 77427715 ADAMTS18 1
12858 rs12606301(G;G) 18 40023782 CENPW 1
12859 rs17697305(T;T) 4 177606651 VEGFC 1
12860 rs662702(C;C) 11 31809070 PAX6 4
12861 rs6671200(C;C) 1 95697529 NUP210P3 1
12862 rs10012307(T;T) 4 137526584 1
12863 rs10446073(G;G) 21 19192772 C21orf91
12864 rs11112046(C;C) 12 104818192 1
12865 rs11252394(G;G) 10 4240870 1
12866 rs11810574(A;A) 1 240283736 FMN2 1
12867 rs11864477(T;T) 16 77427769 ADAMTS18 4
12868 rs12186641(C;C) 5 51164115 1

12869 rs131451(T;T) 22 24113544 MMP11 1
12870 rs13213285(C;C) 6 88329942 ORC3 1
12871 rs13231718(T;T) 7 95600368 DYNC1I1 1
12872 rs13263568(T;T) 8 72447418 1
12873 rs1438949(C;C) 5 152504929 1



12874 rs1659258(A;A) 2 88659588 2
12875 rs16945612(T;T) 16 77428972 ADAMTS18 1
12876 rs17231212(T;T) 7 134785741 AGBL3 1
12877 rs1723838(G;G) 11 73477045 1
12878 rs17614462(G;G) 5 16913855 MYO10 1
12879 rs2025934(C;C) 1 193734900 1
12880 rs2075799(G;G) 6 31778529 HSPA1L 4
12881 rs2228467(T;T) 3 42906116 CCBP2 1
12882 rs2291841(A;A) 11 5710896 TRIM22 1
12883 rs2484873(C;C) 10 24634956 KIAA1217 1
12884 rs28381552(T;T) 6 88377049 ORC3 1
12885 rs2854344(G;G) 13 48997693 RB1 6
12886 rs33972313(G;G) 5 138715502 SLC23A1 4
12887 rs3735590(C;C) 7 94927495 PON1 1
12888 rs3811321(T;T) 14 22481824 TRA@ 1
12889 rs4148441(C;C) 13 95898207 ABCC4 1
12890 rs4252314(A;A) 11 117868517 IL10RA 1
12891 rs438895(T;T) 1 8338355 1
12892 rs4669226(A;A) 2 8053597 1
12893 rs4890568(A;A) 18 43231622 SLC14A2 1
12894 rs582504(C;C) 13 101713334 NALCN 1
12895 rs6028466(G;G) 20 38129002 2
12896 rs6766510(T;T) 3 12551807 TSEN2 1
12897 rs6927706(A;A) 6 138539315 PBOV1 1

12898 rs7856675(A;A) 9 4555305 SLC1A1 1
12899 rs8057927(T;T) 16 82692812 CDH13 1
12900 rs8141797(A;A) 22 24582041 SUSD2 1
12901 rs1346987(G;G) 18 40102641 CENPW 1



12902 rs1635(G;G) 6 28227604 NKAPL 1
12903 rs17714988(A;A) 13 74995660 LINC00381 1
12904 rs2468844(A;A) 11 18267027 SAA2 1
12905 rs9646096(A;A) 13 38065446 1
12906 rs6271(C;C) 9 136522274 DBH 5
12907 rs7306642(C;C) 12 104139034 STAB2 1
12908 rs430397(G;G) 9 128001119 HSPA5 5
12909 rs6556547(C;C) 5 160760175 GABRB2 5
12910 rs17111051(C;C) 5 149594257
12911 rs2420371(A;A) 1 169491555 F5 1
12912 rs2589113(C;C) 2 55516323 CCDC88A 1
12913 rs4668356(T;T) 2 171822466 GORASP2 2
12914 rs4839680(T;T) 3 143902027 1
12915 rs10420685(A;A) 19 41235120 ITPKC 2
12916 rs1065297(T;T) 10 44865976 CXCL12 1
12917 rs10947261(G;G) 6 32373232 BTNL2 1
12918 rs11568819(C;C) 11 102401633 MMP7 1
12919 rs11569126(G;G) 4 110929653 EGF 1
12920 rs11571340(A;A) 17 6908219 ALOX12 1
12921 rs11731298(C;C) 4 148612488 1
12922 rs11988997(C;C) 8 119766194 1
12923 rs12044963(G;G) 1 112392360 KCND3 1
12924 rs12352279(T;T) 9 678837 KANK1 1
12925 rs12568010(A;A) 1 61831938 NFIA 1
12926 rs13042395(C;C) 20 754511 4

12927 rs13063872(G;G) 3 71464335 FOXP1 1
12928 rs13081855(G;G) 3 99481539 COL8A1 1
12929 rs13162612(A;A) 5 8043021 1



12930 rs13202464(A;A) 6 31344583 FGFR3P1 1
12931 rs13328933(C;C) 12 41353749 CNTN1 1
12932 rs16918958(C;C) 9 33036928 DNAJA1 1
12933 rs16946160(G;G) 13 92203813 GPC5 1
12934 rs16985493(G;G) 20 60293563 CDH4 1
12935 rs16997087(T;T) 20 16054982 1
12936 rs17053082(C;C) 5 155394230 1
12937 rs17090640(G;G) 4 180667647 1
12938 rs17103138(T;T) 10 123913330 TACC2 1
12939 rs17158675(G;G) 7 83782839 SEMA3A 1
12940 rs17348202(T;T) 2 222072178 1
12941 rs17538444(C;C) 13 43834270 ENOX1 1
12942 rs1861525(A;A) 7 25161602 CYCS 2
12943 rs1957757(C;C) 14 62196948 HIF1A 3
12944 rs2071214(A;A) 17 76219591 BIRC5 1
12945 rs2141279(C;C) 17 48273464 COL1A1 1
12946 rs2228612(A;A) 19 10273372 DNMT1 3
12947 rs2248663(A;A) 13 79207588 RNF219 1
12948 rs2275247(A;A) 1 35908451 KIAA0319L 1
12949 rs2275606(G;G) 6 146918950 C6orf103 1
12950 rs2304052(T;T) 5 151054227 SPARC 1
12951 rs2322734(A;A) 3 4633492 ITPR1 1
12952 rs240768(T;T) 6 100957344 ASCC3 1
12953 rs2875517(A;A) 13 67696145 PCDH9 1
12954 rs3021094(A;A) 1 206944952 IL10 7
12955 rs3134069(A;A) 8 119964988 TNFRSF11B 3
12956 rs3213758(C;C) 16 53639438 RPGRIP1L 3
12957 rs3760775(C;C) 19 5841356 FUT6 1
12958 rs3819025(G;G) 6 52051274 IL17A 4



12959 rs3843552(G;G) 8 101813268 1
12960 rs3847153(T;T) 8 101813156 1
12961 rs4986947(C;C) 6 52849230 GSTA4 1
12962 rs4988514(T;T) 3 187386831 SST 2
12963 rs533259(C;C) 1 182549019 RNASEL 3
12964 rs651821(T;T) 11 116662579 APOA5 16
12965 rs6599389(G;G) 4 939113 TMEM175 1
12966 rs752306(G;G) 11 637622 DRD4 2
12967 rs992564(G;G) 11 131336074 NTM 1
12968 rs2953983(T;T) 8 42213256 POLB 4
12969 rs3138167(G;G) 12 91572415 DCN 1
12970 rs406001(C;C) 7 52006415 1
12971 rs10121807(A;A) 9 85136884 1
12972 rs12570947(T;T) 10 109569850 1
12973 rs3218035(C;C) 19 30305449 CCNE1 2
12974 rs12041331(G;G) 1 156869714 PEAR1 1
12975 rs12444979(C;C) 16 19933600 2
12976 rs2020921(C;C) 8 42044965 PLAT 1
12977 rs2453274(C;C) 15 44774202 CTDSPL2 1
12978 rs5751168(C;C) 22 22845240 ZNF280B 1
12979 rs8090196(C;C) 18 40075956 CENPW 1
12980 rs893184(G;G) 19 58864479 A1BG 1
12981 rs13383928(T;T) 2 209578600 1
12982 rs16844489(T;T) 3 136812118 1
12983 rs16850360(A;A) 4 74872445 1
12984 rs17040430(G;G) 12 108742820 1
12985 rs17665021(T;T) 18 25222211 1
12986 rs2237781(G;G) 7 126675050 GRM8 1



12987 rs6807885(C;C) 3 15431443
12988 rs975369(G;G) 7 25612661 1
12989 rs12526196(T;T) 6 132263476 LOC100131774 2
12990 rs210359(C;C) 14 54167472 1
12991 rs36009(G;G) 16 55732620 SLC6A2 1
12992 rs3740938(G;G) 11 102587062 MMP8 1
12993 rs649057(G;G) 9 102234323 2
12994 rs877610(C;C) 17 3475490 TRPV1 1

12995 rs10211(A;A) 7 99302994 CYP3A7
CYP3AP1 3

12996 rs10435604(T;T) 8 62152674 1
12997 rs10508558(A;A) 10 18388434 1
12998 rs10513432(T;T) 3 152535365 ATP5LP5 1
12999 rs11770757(G;G) 7 133747946 EXOC4 2
13000 rs11779594(C;C) 8 28181755 PNOC 1
13001 rs11966463(A;A) 6 22003895 LINC00340 1
13002 rs12520016(T;T) 5 6767312 1
13003 rs12937080(A;A) 17 59929737 BRIP1 1
13004 rs1428030(A;A) 5 80008704 MSH3 2
13005 rs17172185(T;T) 7 43286839 HECW1 1
13006 rs17719439(G;G) 12 116211863 1
13007 rs1805110(C;C) 1 92327045 TGFBR3 4
13008 rs1874165(T;T) 5 23523348 PRDM9 1
13009 rs2233287(C;C) 5 150440097 TNIP1 3
13010 rs2273207(A;A) 6 152382325 ESR1 1
13011 rs2578189(C;C) 18 43680700 ATP5A1 1
13012 rs2658161(T;T) 5 8133694 1
13013 rs379440(A;A) 5 111693371 EPB41L4A 1
13014 rs3864670(G;G) 8 62152901 1



13015 rs3864671(T;T) 8 62153049 1
13016 rs4764039(C;C) 12 14064461 GRIN2B 1
13017 rs6435387(G;G) 2 149865250 KIF5C 1
13018 rs7323755(G;G) 13 45900267 1
13019 rs7525979(C;C) 1 247587408 NLRP3 2
13020 rs7590983(T;T) 2 174362349 2
13021 rs9368677(G;G) 6 31272321 1
13022 rs9914220(C;C) 17 76362890 1
13023 rs2518823(C;C) 22 19960188 ARVCF 1
13024 rs10924245(G;G) 1 245733608 KIF26B 1
13025 rs12905120(T;T) 15 50934343 TRPM7 1
13026 rs1368304(C;C) 5 147603067 1
13027 rs644242(G;G) 11 31812801 PAX6 3
13028 rs758386(C;C) 3 45817418 SLC6A20 1
13029 rs6956741(A;A) 7 112094743 IFRD1 1
13030 rs7209847(A;A) 17 12804550 ARHGAP44 1
13031 rs7744392(A;A) 6 35322763 PPARD 2
13032 rs10255299(G;G) 7 111527560 DOCK4 1
13033 rs10758892(A;A) 9 7734250 1
13034 rs10882280(C;C) 10 95359313 RBP4 1
13035 rs11117415(A;A) 16 85950686 IRF8 1
13036 rs11154851(C;C) 6 136368005 PDE7B 1
13037 rs11187545(A;A) 10 95357105 RBP4 1
13038 rs11232535(T;T) 11 80928809 1
13039 rs11951031(C;C) 5 88138731 MEF2C 1
13040 rs11969893(G;G) 6 101395407 1
13041 rs11987678(T;T) 8 81228826 1
13042 rs1206397(C;C) 2 51667739 1
13043 rs12355688(C;C) 10 81055626 ZMIZ1 1



13044 rs12413935(T;T) 10 85453920 1
13045 rs16865421(A;A) 2 224858093 SERPINE2 1
13046 rs17007761(C;C) 2 123225623 1
13047 rs17137734(C;C) 15 27507773 GABRG3 1
13048 rs17173608(T;T) normal 7 150036664 RARRES2 2
13049 rs17636747(C;C) 2 105877870 1
13050 rs2250402(A;A) 15 40322552 EIF2AK4 1
13051 rs2304921(G;G) 17 74574826 ST6GALNAC2 1
13052 rs2864527(T;T) 18 9288456 1
13053 rs3093059(T;T) 1 159685136 CRP 5
13054 rs3782724(A;A) 12 6466081 SCNN1A 1
13055 rs3807218(G;G) 7 154461112 DPP6 1
13056 rs3896439(C;C) 1 4668670 1
13057 rs4133274(A;A) 8 128676131 1
13058 rs4769873(C;C) 13 31312689 ALOX5AP 1
13059 rs5746647(T;T) 22 17057138 SNORA4 1
13060 rs6048205(A;A) 20 22559601 LINC00261 2
13061 rs667773(C;C) 11 31815362 PAX6 2
13062 rs7009219(C;C) 8 53214265 ST18 1
13063 rs7245858(A;A) 19 51430596 ZDHHC11B 1
13064 rs7308752(A;A) 12 91527181 1
13065 rs732949(T;T) 13 53517884 1
13066 rs7506045(C;C) 18 11987272 IMPA2 3
13067 rs7651446(G;G) 3 156406997 TIPARP 1
13068 rs7771466(C;C) 6 52104109 IL17F 1
13069 rs912062(T;T) 9 841152 DMRT1 1
13070 rs9311745(T;T) 3 60001825 FHIT 1
13071 rs9320598(A;A) 6 98019080 1
13072 rs9900808(G;G) 17 13062795 1



13073 rs1951681(C;C) 14 32851025 AKAP6 1
13074 rs2307214(A;A) 17 6909838 ALOX12 1
13075 rs305217(C;C) 1 89220472 PKN2 2
13076 rs4890109(G;G) 17 38508104 RARA 3
13077 rs4902141(T;T) 14 62968395 1
13078 rs6460013(G;G) 7 155252194 EN2 2
13079 rs9315050(A;A) 13 31336045 ALOX5AP 2
13080 rs9596905(G;G) 13 54633373 1
13081 rs9301951(T;T) 13 94952832 GPC6 1
13082 rs3800324(G;G) 6 28264681 PGBD1 5
13083 rs4673727(T;T) 2 200995687 1
13084 rs512555(G;G) 11 59863253 MS4A2 2
13085 rs10497324(A;A) 2 168159351 1
13086 rs170359(A;A) 16 57395664 CCL22 1
13087 rs1739654(G;G) 20 36977970 LBP 1
13088 rs2421847(A;A) 1 171557600 PRRC2C 1
13089 rs4265793(C;C) 16 19028549 TMC7 1
13090 rs9971637(G;G) 12 17373739 1
13091 rs10180496(A;A) 2 12968900 1
13092 rs10824310(C;C) 10 54028464 PRKG1 1
13093 rs11225148(A;A) 11 102009280 YAP1 1
13094 rs12210761(G;G) 6 10176036 1
13095 rs12234571(T;T) 7 77549906 PHTF2 1
13096 rs12351590(A;A) 9 12108916 2
13097 rs1261117(T;T) 18 52949657 TCF4 2
13098 rs1435867(T;T) 2 229510929 2

13099 rs1488193(C;C) 3 112681585 CD200R1 1
13100 rs1569175(G;G) 2 201021954 3



13101 rs1584468(G;G) 5 119937691 PRR16 1
13102 rs16918875(G;G) 8 54142154 OPRK1 1
13103 rs16930692(A;A) 12 26586006 ITPR2 1
13104 rs16970881(G;G) 16 21113272 DNAH3 1
13105 rs17166082(G;G) 7 131713360 1
13106 rs17826255(T;T) 17 29333516 ZNF41 1
13107 rs2122469(C;C) 8 20626321 1
13108 rs2172873(C;C) 12 103125690 1
13109 rs2229944(C;C) 5 160721319 GABRB2 1
13110 rs2769668(G;G) 1 108115145 VAV3 1
13111 rs35681285(T;T) 7 16326646 ISPD 1
13112 rs3752228(C;C) 19 1041164 ABCA7 1
13113 rs4419330(T;T) 22 36658855 APOL1
13114 rs4916321(G;G) 1 173284199 IGHVII151 1
13115 rs498422(A;A) 6 32286761 C6orf10 2
13116 rs5030882(T;T) 10 70452471 TET1 1 1
13117 rs6476030(A;A) 9 289061 DOCK8 1
13118 rs649224(C;C) 18 48458662 ME2 2
13119 rs732505(G;G) 19 5582535 1
13120 rs9468692(G;G) 6 30119890 TRIM10 2
13121 rs964170(A;A) 4 148695956 ARHGAP10 1
13122 rs965972(T;T) 1 193463850 4
13123 rs9976946(T;T) 21 36208062 RUNX1 1
13124 rs1893767(T;T) 11 123956466 1
13125 rs11232369(G;G) 11 80562738 1
13126 rs514207(C;C) 11 31079119 LOC100288976 1
13127 rs9825041(G;G) 3 45475993 LARS2 1

13128 rs4144242(G;G) 15 41006987 RAD51 2



13129 rs9662633(G;G) 1 3649562 TP73 1
13130 rs11188352(T;T) 10 97301004 SORBS1 1
13131 rs4150167(G;G) 16 84213684 TAF1C 2
13132 rs10194115(G;G) 2 47240012 TTC7A 1
13133 rs10494836(C;C) 1 202696878 KDM5B 1
13134 rs1079204(G;G) 2 219130514 AAMP 1
13135 rs11206226(A;A) 1 54320337 YIPF1 1
13136 rs11466653(T;T) 4 38776235 TLR10 1
13137 rs11838472(C;C) 13 73741149 1
13138 rs11890236(T;T) 2 104808712 1
13139 rs12105918(T;T) 2 145208193 ZEB2 1
13140 rs12286037(C;C) 11 116652207 ZNF259 6
13141 rs12327666(G;G) 19 14139921 RLN3 2
13142 rs1405262(T;T) 2 6134940 1
13143 rs17018765(A;A) 12 91509149 2
13144 rs17167484(T;T) 5 133706994 UBE2B 1
13145 rs17376826(C;C) 4 156130948 NPY2R 2
13146 rs1763500(T;T) 6 134544733 SGK1 1
13147 rs2701124(C;C) 12 52448157 NR4A1 2
13148 rs3181097(G;G) 2 204570139 CD28 1
13149 rs3740051(A;A) 10 69643959 SIRT1 1
13150 rs3750103(T;T) 7 29519929 CHN2 1
13151 rs3777373(A;A) 5 133727303 UBE2B 1
13152 rs3923564(T;T) 10 81735981 1
13153 rs42929(C;C) 22 30956419 GAL3ST1 1
13154 rs4742269(G;G) 9 6849317 KDM4C 1
13155 rs4806073(C;C) 19 35555190 HPN 1
13156 rs573542(A;A) 8 26723818 ADRA1A 1



13157 rs6750486(C;C) 2 35526918 1
13158 rs7636(C;C) 7 100490077 ACHE 1
13159 rs767531(A;A) 18 33357868 1
13160 rs8039584(C;C) 15 74305966 PML 1
13161 rs9383153(A;A) 6 16343056 ATXN1 1
13162 rs955943(G;G) 4 16514408 LDB2 1
13163 rs9981660(G;G) 21 43737938 1
13164 rs11941399(G;G) 4 167455493 1
13165 rs2173063(C;C) 15 93131632 1
13166 rs249935(A;A) 16 23625224 PALB2 2
13167 rs9364813(G;G) 6 166128638 1
13168 rs13407662(C;C) 2 53782559 1
13169 rs1486649(T;T) 8 62147995 1
13170 rs2853550(C;C) 2 113587121 IL1B 4
13171 rs379944(C;C) 1 29199999
13172 rs4148254(C;C) 4 115544713 UGT8 1
13173 rs4800279(G;G) 18 25070355 1
13174 rs5029937(G;G) 6 138195151 TNFAIP3 8
13175 rs6869366(T;T) normal 5 82371746 TMEM167A 10
13176 rs1143630(C;C) 2 113591655 IL1B 5
13177 rs11994937(C;C) 8 59508580 NSMAF 1
13178 rs10431397(C;C) 12 118106194 KSR2 1
13179 rs9836672(C;C) 3 191912870 FGF12 1
13180 rs10511052(C;C) 3 76725903 ROBO2 1
13181 rs1053667(T;T) 14 45543038 FAM179B 3
13182 rs1059234(C;C) 6 36653597 CDKN1A 4
13183 rs11103429(A;A) 9 137506578 1
13184 rs11826261(C;C) 11 58515163 MRPL23 1
13185 rs13088462(T;T) 3 51071713 DOCK3 1



13186 rs16840493(C;C) 1 240867476 1
13187 rs17133858(G;G) 11 74971557 ARRB1 1
13188 rs17194885(A;A) 20 36068389 1
13189 rs17450420(A;A) 13 105039146 2
13190 rs1850744(G;G) 4 9790712 2
13191 rs1861046(G;G) 1 4 15397906 C1QTNF7 1 1
13192 rs2236835(C;C) 1 18990251 PAX7 1
13193 rs304172(G;G) 3 62782468 CADPS 1
13194 rs363387(T;T) 10 119003564 SLC18A2 4
13195 rs3734729(A;A) 6 150570867 PPP1R14C 2
13196 rs3757458(G;G) 7 100881403 CLDN15 1
13197 rs3848445(T;T) 17 14294021 1
13198 rs4145462(G;G) 1 167718499 MPZL1 1
13199 rs445422(C;C) 8 17793093 PCM1 2
13200 rs4683505(C;C) 3 140247177 CLSTN2 1
13201 rs478665(A;A) 1 65515533 1
13202 rs6049375(C;C) 20 24058407 1
13203 rs6436122(G;G) 2 220036390 CNPPD1 1
13204 rs665440(A;A) 11 128582557 FLI1 1
13205 rs7187223(A;A) 16 82457733 4
13206 rs7538427(T;T) 1 89339422 GTF2B 2
13207 rs7748513(A;A) 6 41127972 TREM2 2
13208 rs7931462(G;G) 11 92784203 RPL26P31 1
13209 rs9469099(G;G) 6 32308908 C6orf10 1
13210 rs12602978(C;C) 17 25567080 ISCA1 1
13211 rs10409962(A;A) 19 51960940 SIGLEC8 1
13212 rs1048943(A;A) 15 75012985 CYP1A1 22
13213 rs10911390(C;C) 1 183616884 APOBEC4 1



13214 rs10968457(C;C) 9 2838470 KIAA0020 1
13215 rs1106693(A;A) 5 173352763 CPEB4 1
13216 rs11192423(G;G) 10 83839893 NRG3 1
13217 rs11218343(T;T) 11 121435587 SORL1 2
13218 rs11224899(G;G) 11 96959525 1
13219 rs11606345(T;T) 11 14218697 SPON1 1
13220 rs11945798(T;T) 4 12769232 1
13221 rs1209523(C;C) 20 22567942 FOXA2 2
13222 rs1473500(G;G) 6 168511016 1
13223 rs16901970(T;T) 8 128112715 2
13224 rs17323670(T;T) 5 112580290 MCC 1
13225 rs17680945(G;G) 15 29239817 APBA2 1
13226 rs17758761(A;A) 17 54054525 2
13227 rs2234715(A;A) 21 43638855 ABCG1 1
13228 rs241428(A;A) 6 32804070 TAP2 1
13229 rs254942(T;T) 16 14026007 ERCC4 1
13230 rs2779551(T;T) 9 101253226 GABBR2 1
13231 rs3(C;C) 13 32446842 EEF1DP3 5
13232 rs344924(T;T) 1 68105453 1
13233 rs4923918(G;G) 15 42160943 SPTBN5 1
13234 rs4952(C;C) 8 42587065 CHRNB3 5
13235 rs6788895(G;G) 3 150467808 SIAH2 1
13236 rs7634528(T;T) 3 177766464 1
13237 rs7704116(C;C) 5 133552454 PPP2CA 1
13238 rs7769153(T;T) 6 131256364 EPB41L2 1
13239 rs7951(C;C) 19 6681991 C3 1
13240 rs7979673(C;C) 12 66227257 HMGA2 1
13241 rs9389316(C;C) 6 136001003 LINC00271 1
13242 rs9652472(A;A) 15 58818783 LIPC 1



13243 rs9826022(A;A) 3 185357260
13244 rs689470(C;C) 1 186641058 PTGS2 10
13245 rs4901706(G;G) 14 57114385 TMEM260 2
13246 rs1429138(C;C) 4 148282342 1
13247 rs16976171(G;G) 18 40059621 LINC00907 1
13248 rs6661946(C;C) 1 236723108 HEATR1 1
13249 rs8015959(C;C) 14 33480922 NPAS3 1
13250 rs10497845(T;T) 2 200897897 2
13251 rs11223581(A;A) 11 100173537 CNTN5 1
13252 rs11536879(A;A) 9 120472211 TLR4 2
13253 rs11725509(A;A) 4 149311728 NR3C2 1
13254 rs11931532(T;T) 4 15725766 BST1 2
13255 rs12645693(G;G) 4 15729534 BST1 1
13256 rs12775535(C;C) 10 25918879 1
13257 rs1302019(A;A) 6 147971574 1
13258 rs16999165(A;A) 20 52807221 1
13259 rs1881539(A;A) 2 201043897 1
13260 rs1883901(G;G) 6 37631031 MDGA1 1
13261 rs2110166(G;G) 12 5751342 ANO2 1
13262 rs2228054(G;G) 11 117864113 IL10RA 4
13263 rs2283873(G;G) 22 31013296 TCN2 1
13264 rs2287780(C;C) 5 7889304 MTRR 1
13265 rs3211892(G;G) 7 80290369 CD36 4
13266 rs3750994(A;A) 11 4113470 STIM1 1
13267 rs3775572(A;A) 4 185369452 IRF2 2
13268 rs3776463(T;T) 5 7885227 MTRR
13269 rs543355(T;T) 18 6958609 LAMA1 1
13270 rs5956(G;G) 7 80292449 CD36 2



13271 rs6585436(T;T) 10 119210375 1
13272 rs9331949(A;A) 8 27454686 CLU 1
13273 rs16872248(C;C) 4 22021500 1
13274 rs16948098(G;G) 15 44219607 FRMD5 1
13275 rs17124610(C;C) 12 61549081 1
13276 rs275380(G;G) 12 43929996 ADAMTS20 1
13277 rs980952(G;G) 11 41225954 LRRC4C 1
13278 rs11572223(C;C) 1 60385743 CYP2J2 2
13279 rs16850885(G;G) 4 75170140 MTHFD2L 1
13280 rs1851024(A;A) 4 72707821 1
13281 rs4866(G;G) 7 2289586 NUDT1 3
13282 rs7086803(G;G) 10 114498476 VTI1A 1
13283 rs11032423(T;T) 11 33868607 1
13284 rs11111285(A;A) 12 102895256 1
13285 rs11575839(C;C) 6 31557791 NCR3 1
13286 rs11823728(C;C) 11 62676802 CHRM1 1
13287 rs16850864(C;C) 4 75160824 MTHFD2L 1
13288 rs17011478(C;C) 2 75792143 EVA1A 1
13289 rs17042688(G;G) 2 52511794 1
13290 rs2292101(C;C) 3 12434901 PPARG 2
13291 rs2298033(C;C) 10 15649710 ITGA8 1
13292 rs236670(T;T) 7 75059331 POM121C 1
13293 rs3752608(G;G) 1 167803823 ADCY10 1
13294 rs3775442(C;C) 4 90715231 SNCA 2
13295 rs6509541(T;T) 19 51951303 1
13296 rs6932056(T;T) 6 138242437 3
13297 rs7815944(A;A) 8 129427518 1
13298 rs9488238(A;A) 6 114017133 VN1R13P 1
13299 rs1439523(G;G) 1 242531654 PLD5 1



13300 rs3845905(C;C) 3 66525963 LRIG1 1
13301 rs6057648(C;C) 20 31384880 DNMT3B 1
13302 rs8050940(T;T) 16 62100211 1
13303 rs10195263(A;A) 2 151725792 1
13304 rs12059860(T;T) 1 47284923 CYP4B1 1
13305 rs16857178(G;G) 2 11257505 FLJ33534 1
13306 rs2499953(A;A) 11 5010905 MMP26 5
13307 rs3802457(C;C) 9 97741336 C9orf3 1
13308 rs542631(G;G) 2 33301947 LTBP1 1
13309 rs6119285(C;C) 20 31376995 DNMT3B 1
13310 rs6119286(G;G) 20 31395477 DNMT3B 1
13311 rs769177(G;G) 6 31547611 LTB 1
13312 rs9405098(G;G) 6 32379736 1
13313 rs3918018(G;G) 1 36937878 CSF3R 1
13314 rs10836945(C;C) 11 38285501 1
13315 rs13132688(G;G) 4 100011171 ADH5 1
13316 rs3823879(G;G) 7 73454791 ELN 1
13317 rs6413458(C;C) 2 21231592 APOB 1
13318 rs6518604(A;A) 22 20323211 1
13319 rs726002(G;G) 21 31051293 GRIK1
13320 rs788076(A;A) 10 29336849 1
13321 rs9907236(G;G) 17 69490073 1
13322 rs2705520(C;C) 3 112269287 ATG3 1
13323 rs10515260(T;T) 5 97076548 ZCCHC5 1
13324 rs10930046(T;T) 2 163137983 IFIH1 5
13325 rs11078697(C;C) 17 7469229 SENP3 1
13326 rs11115322(T;T) 12 83019188 1
13327 rs11465886(A;A) 3 10250783 IRAK2 1
13328 rs11635553(G;G) 15 73749608 C15orf60 1



13329 rs11653545(G;G) 17 7512074 FXR2 1

13330 rs11827962(C;C) 11 22312566 1
13331 rs12098564(A;A) 10 86953327 1
13332 rs16832011(A;A) 2 136545299 LCT 1
13333 rs16940655(C;C) 17 43893886 CRHR1 1
13334 rs1800124(A;A) 16 14042077 ERCC4 2
13335 rs3736638(C;C) 7 94047266 COL1A2 1
13336 rs4988345(C;C) 17 59924572 BRIP1 3
13337 rs6116492(G;G) 20 4698626 2
13338 rs643507(A;A) 18 2946291 LPIN2 2
13339 rs6457821(C;C) 6 35402805 1
13340 rs6721345(G;G) 2 242012729 SNED1 1
13341 rs6841898(C;C) 4 24578097 DHX15 1
13342 rs9267663(C;C) 6 31867253 ZBTB12 1
13343 rs9267665(C;C) 6 31870856 ZBTB12 1
13344 rs9850224(G;G) 3 140575287 1
13345 rs10463832(C;C) 5 127110486 LOC728586 1
13346 rs10502575(A;A) 18 29336591 1
13347 rs11038172(A;A) 11 44855597 TSPAN18 2
13348 rs12513840(A;A) 5 127059942 LOC728586 1
13349 rs12580240(A;A) 12 129646572 TMEM132D 1
13350 rs1388551(G;G) 3 22292571 CABP4 1
13351 rs1403155(G;G) 7 68050413 1
13352 rs1515641(G;G) 5 127139616 LOC728586 2
13353 rs174230(G;G) 2 160175310 BAZ2B
13354 rs2267369(C;C) 22 38565347 PLA2G6 1
13355 rs2276064(G;G) 11 118529703 TREH 1
13356 rs2548621(T;T) 5 53902339 1



13357 rs2579330(A;A) 4 72126889 SLC4A4 1
13358 rs2959656(G;G) 11 64572018 MEN1

13359 rs3087468(G;G) 16 2090234 NTHL1 1
13360 rs352038(T;T) 4 74918698 PPBPP2 2
13361 rs3781834(A;A) 11 121445940 SORL1 1
13362 rs4243229(G;G) 16 82085598 HSD17B2 1
13363 rs4438497(T;T) 2 167177359 SCN9A 1
13364 rs6020(G;G) 1 169519112 F5 2
13365 rs6457730(G;G) 6 33486732 1
13366 rs7077335(A;A) 10 6315794 1
13367 rs7355746(C;C) 2 145351821 1
13368 rs769224(G;G) 22 19951804 COMT 3
13369 rs7984606(A;A) 13 70455661 KLHL1 1
13370 rs893629(G;G) 4 154604968 TLR2 1
13371 rs10004839(C;C) 4 138154812 1
13372 rs12300729(A;A) 12 106895252 POLR3B
13373 rs16871226(A;A) 6 32915851 HLADMA 1
13374 rs3792683(A;A) 4 100510903 MTTP

13375 rs4979462(C;C) 1 Normal risk of developing primary biliary
cirrhosis 9 117567013 TNFSF15 1 2

13376 rs8082134(G;G) 17 56352626 MPO 2
13377 rs10237735(C;C) 7 32376748 1
13378 rs10270308(T;T) 7 105671267 CDHR3 1
13379 rs1042178(A;A) 6 33037522 HLADPA1 1
13380 rs11623713(G;G) 14 99240316 1
13381 rs11981919(G;G) 7 152669840 1
13382 rs12553612(A;A) 9 21408857 IFNA8 1
13383 rs13414205(C;C) 2 44662475 CAMKMT 1



13384 rs1372791(C;C) 13 106785265 1
13385 rs16948200(G;G) 17 47566312 1
13386 rs17057381(G;G) 8 27416801 1
13387 rs17089362(G;G) 18 72185638 CNDP2 1

13388 rs17142462(C;C) 7 119606632 1
13389 rs17879755(C;C) 3 3147981 IL5RA 1
13390 rs1801182(T;T) 7 94027699 COL1A2 1
13391 rs2039381(C;C) 9 21481483 IFNE 2
13392 rs2071282(C;C) 6 32188943 NOTCH4 1
13393 rs2389995(A;A) 7 18973018 HDAC9 1
13394 rs2442513(A;A) 8 6296550 MCPH1
13395 rs3747851(C;C) 9 124521260 DAB2IP 1
13396 rs3918001(G;G) 1 36932503 CSF3R 1
13397 rs6573333(G;G) 14 61308337 MNAT1 1
13398 rs6705628(C;C) 2 74208362 DGUOKAS1 1
13399 rs7105056(C;C) 11 112064431 BCO2 1
13400 rs7849581(C;C) 9 9924724 PTPRD 1
13401 rs902464(C;C) 4 155316122 DCHS2 1
13402 rs10162694(C;C) 15 35346541 1
13403 rs10500856(A;A) 11 19584502 NAV2 1
13404 rs11034653(C;C) 11 38288593 1
13405 rs11235667(A;A) 11 72863697 1
13406 rs11256676(A;A) 10 10601860 1
13407 rs11564024(T;T) 7 27335561 1
13408 rs12098946(C;C) 11 93093137 CCDC67 1
13409 rs12118390(G;G) 1 80911114 1
13410 rs12263766(A;A) 10 9996990 1
13411 rs12296063(C;C) 11 92920402 SLC36A4 1



13412 rs12322695(G;G) 12 117199414 RNFT2 1
13413 rs12542677(C;C) 8 56168059 XKR4 1
13414 rs12721054(A;A) 19 45422587 APOC1 2
13415 rs13339636(A;A) 16 298588 ITFG3 1
13416 rs13375391(G;G) 1 185794883 HMCN1 1

13417 rs1457595(C;C) 12 102985705 2
13418 rs16895057(T;T) 6 29520877 OR2I1P 1
13419 rs16912238(A;A) 9 125573030 1
13420 rs16912725(C;C) 9 28359782 LINGO2 1
13421 rs16950650(C;C) 13 95775432 ABCC4 1
13422 rs17000918(C;C) 22 49812502 1
13423 rs17115814(C;C) 14 45582164 PRPF39 1
13424 rs17155315(G;G) 5 102759658 1
13425 rs1800371(C;C) 17 7579548 TP53 4
13426 rs1801030(A;A) 16 28617485 SULT1A1 3
13427 rs2188524(A;A) 7 87230435 ABCB1 3
13428 rs2213169(C;C) 11 5303063 1
13429 rs2233083(C;C) 17 19286463 MFAP4 1
13430 rs2255327(C;C) 8 11409992 BLK 1
13431 rs2298804(A;A) 1 159273892 FCER1A 1
13432 rs25409(C;C) 15 27018841 GABRB3 1
13433 rs2636061(C;C) 15 29424755 FAM189A1 1
13434 rs2973662(C;C) 5 167210472 ODZ2 1
13435 rs326155(A;A) 5 7816645 ADCY2 1
13436 rs3741379(C;C) 11 65408708 SIPA1 1
13437 rs3749779(T;T) 5 140682891 SLC25A2 1
13438 rs3750996(T;T) 11 4113200 STIM1 1
13439 rs3803012(A;A) 12 131360715 RAN 2



13440 rs40593(A;A) 3 138122781 MRAS 1
13441 rs4149014(T;T) 12 21282953 SLCO1B1 1
13442 rs4149018(T;T) 12 21291561 SLCO1B1 1
13443 rs4149639(A;A) 12 6442001 TNFRSF1A 1
13444 rs430(G;G) 7 19106539 1
13445 rs4522784(A;A) 3 84202203 1

13446 rs4646422(G;G) 15 75015305 CYP1A1 2
13447 rs494558(T;T) 13 110929162 COL4A1 1
13448 rs561276(C;C) 6 33543116 BAK1 1
13449 rs6046346(C;C) 20 19802188 RPL12P12 1
13450 rs627871(C;C) 13 34906055 1
13451 rs6552182(C;C) 4 69432948 UGT2B17 1
13452 rs6778194(A;A) 3 153184656 1
13453 rs6820368(T;T) 4 100137494 SLC3A1 1
13454 rs7070038(G;G) 10 59724388 1
13455 rs7097577(T;T) 10 10296119 1
13456 rs7100749(C;C) 10 54531899 MBL2 3
13457 rs7203560(T;T) 16 184390 NPRL3 2
13458 rs7224438(T;T) 17 58966538 BCAS3 1
13459 rs7494275(A;A) 14 56231800 RPL13AP3 1
13460 rs7552806(A;A) 1 204784018 1
13461 rs7583665(C;C) 2 34721559 1
13462 rs7589998(A;A) 2 60924020 1
13463 rs7600502(A;A) 2 22297003 1
13464 rs7650621(A;A) 3 96682262 EPHA6 1
13465 rs7771911(C;C) 6 23437676 1
13466 rs7974425(T;T) 12 60735173 1
13467 rs805698(T;T) 10 105816916 COL17A1



13468 rs8096445(C;C) 18 48713040 MEX3C 1
13469 rs8193038(A;A) 6 52051382 IL17A 2
13470 rs859267(A;A) 17 15826021 1
13471 rs9282541(C;C) 9 107620835 ABCA1 4
13472 rs9362667(G;G) 6 90340187 ANKRD6 1
13473 rs9552911(G;G) 13 23864657 SGCG 1
13474 rs9858822(A;A) 3 12411238 PPARG 1
13475 rs9997524(A;A) 4 43052186 1
13476 i3000007(;A) Y
13477 i3000014(;G) Y
13478 i3000021(;A) Y
13479 i3000029(;A) Y
13480 i3000033(;A) Y 20327242 JARID1D
13481 i3000037(;A) Y
13482 i3000043(;G)
13483 i3000056(;T) Y
13484 i3000057(;C) Y
13485 i3000059(;G) Y
13486 i3000060(;T) Y
13487 i3000065(;C) Y
13488 i3000074(;A) Y
13489 i3000078(;A) Y
13490 i3000536(;A)
13491 i3000564(;T) MT 1
13492 i3000566(;T)
13493 i3000613(;G)
13494 i3000634(;G)
13495 i3000715(;G)
13496 i3000728(;T) MT



13497 i3000733(;T) MT 8473
13498 i3000735(;A) MT 8512
13499 i3000758(;G)
13500 i3000759(;A)
13501 i3000769(;G)
13502 i3000806(;G) MT 9123 1
13503 i3000812(;A) MT 9150 1
13504 i3000846(;A)
13505 i3000889(;T)
13506 i3000897(;C) MT
13507 i3000917(;G)
13508 i3000918(;T)
13509 i3000951(;A) MT 10754
13510 i3000954(;T) MT 10810 1
13511 i3000977(;A) MT 11002
13512 i3000989(;C) MT 11140 1
13513 i3001044(;G)
13514 i3001141(;G)
13515 i3001153(;G)
13516 i3001154(;A)
13517 i3001155(;T) MT 12957 1
13518 i3001165(;A)
13519 i3001187(;T)
13520 i3001191(;T) MT 13404 1
13521 i3001203(;A)
13522 i3001204(;C)
13523 i3001207(;C)
13524 i3001221(;G) MT



13525 i3001250(;A) MT 14053
13526 i3001306(;G)
13527 i3001312(;A)
13528 i3001330(;C)
13529 i3001333(;C) MT 14902
13530 i3001413(;A) MT 15766
13531 i3001448(;G)
13532 i3001450(;C)
13533 i3001458(;G) MT
13534 i3001460(;C)
13535 i3001461(;A)
13536 i3001464(;G) MT
13537 i3001469(;T)
13538 i3001474(;A) MT 5460
13539 i3001481(;C)
13540 i3001487(;T)
13541 i3001494(;T)
13542 i3001497(;T)
13543 i3001512(;T)
13544 i3001518(;A)
13545 i3001523(;G)
13546 i3001551(;G)
13547 i3001552(;A) MT
13548 i3001561(;C)
13549 i3001578(;T) MT 16093 1
13550 i3001603(;T)
13551 i3001729(;A) MT 16235
13552 i3001735(;A)
13553 i3001767(;T) MT 16263 1



13554 i3001785(;G) MT 16274 1
13555 i3001790(;C)
13556 i3001794(;A)
13557 i3001798(;T)
13558 i3001800(;C) MT 16290
13559 i3001801(;C) MT 16291
13560 i3001813(;T) MT

13561 i3001815(;A)
13562 i3001840(;G)
13563 i3001876(;C) MT 16354 1
13564 i3001881(;T) MT 16356 1
13565 i3001888(;T) MT 16362 1
13566 i3001925(;A)
13567 i3001933(;A)
13568 i3001940(;G) MT 711 MTRNR1
13569 i3001957(;G) MT 951 1
13570 i3001989(;G)
13571 i3001992(;A) MT 1618
13572 i3002085(;A)
13573 i3002088(;T)
13574 i3002089(;G) MT
13575 i3002103(;G)
13576 i3002114(;A) MT 1
13577 i3002141(;T)
13578 i3002159(;A) MT
13579 i3002160(;C)
13580 i3002167(;T) MT 4452 1
13581 i3002170(;G)



13582 i3002187(;A)
13583 i3002193(;A)
13584 i3002214(;T)
13585 i3002221(;C)
13586 i3002236(;G)
13587 i3002517(T;T)
13588 i3003397(C;C)
13589 i3003398(G;G)

13590 i3003399(G;G)
13591 i3003400(G;G)
13592 i3003401(G;G)
13593 i3003403(T;T)
13594 i3003404(C;C)
13595 i3003405(T;T)
13596 i4000076(;D) Y
13597 i4000092(;A) Y
13598 i4000101(;T) Y
13599 i4000136(;C) Y
13600 i4000138(;C) Y
13601 i4000140(;G) Y
13602 i4000146(;C) Y 2.5
13603 i4000164(;G) Y
13604 i4000166(;T) Y 2.5
13605 i4000169(;G) Y
13606 i4000171(;C) Y
13607 i4000175(;C) Y
13608 i4000176(;C) Y
13609 i4000178(;G) Y 1



13610 i4000186(;C) Y 12994387 ARSDP
13611 i4000188(;G) Y
13612 i4000189(;T) Y 1
13613 i4000209(;G) Y
13614 i4000218(;A) Y
13615 i4000235(;G) Y
13616 i4000244(;C) Y 21717383
13617 i4000259(;G) Y
13618 i4000281(;C) Y

13619 i4000291(C;C)
13620 i4000292(I;I)
13621 i4000294(G;G)
13622 i4000295(G;G)
13623 i4000296(C;C)
13624 i4000297(G;G)
13625 i4000299(G;G)
13626 i4000300(G;G)
13627 i4000301(G;G)
13628 i4000302(T;T)
13629 i4000306(C;C)
13630 i4000307(G;G)
13631 i4000308(C;C)
13632 i4000311(C;C)
13633 i4000313(I;I)
13634 i4000314(G;G)
13635 i4000315(G;G)
13636 i4000316(I;I)
13637 i4000317(G;G)



13638 i4000318(G;G)
13639 i4000319(I;I)
13640 i4000320(G;G) 1
13641 i4000321(G;G)
13642 i4000322(I;I)
13643 i4000323(I;I)
13644 i4000324(D;D)
13645 i4000325(C;C)
13646 i4000334(A;A)
13647 i4000336(T;T)

13648 i4000339(G;G)
13649 i4000381(T;T)
13650 i4000383(I;I)
13651 i4000391(D;D)
13652 i4000393(C;C)
13653 i4000397(G;G)
13654 i4000398(G;G)
13655 i4000399(T;T)
13656 i4000400(C;C)
13657 i4000403(G;G)
13658 i4000406(T;T)
13659 i4000407(T;T)
13660 i4000409(C;C)
13661 i4000410(C;C)
13662 i4000412(G;G)
13663 i4000413(I;I)
13664 i4000425(A;A)
13665 i4000430(G;G)



13666 i4000434(I;I)
13667 i4000435(I;I)
13668 i4000436(C;C)
13669 i4000438(C;C)
13670 i4000440(G;G)
13671 i4000442(G;G)
13672 i4000462(I;I)
13673 i4000467(C;C)
13674 i4000470(G;G)
13675 i4000472(A;A)
13676 i4000473(G;G)

13677 i4000474(C;C)
13678 i4000475(A;A)
13679 i4000476(G;G)
13680 i4000477(A;A)
13681 i4000478(C;C)
13682 i4000479(G;G)
13683 i4000481(C;C)
13684 i4000650(;A) MT 9066 1
13685 i4000738(;G) MT 6446
13686 i4000743(;T) MT 7309 1
13687 i4000745(;C)
13688 i4000793(;T)
13689 i4000829(;C) MT
13690 i4000844(;A)
13691 i4000857(;T)
13692 i4000870(;A)
13693 i4000935(;A) MT 4793 MTND2



13694 i4000953(;G) MT 2098
13695 i4001063(;C)
13696 i4001106(;T)
13697 i4001108(;G) MT 15323
13698 i4001187(;G)
13699 i4001195(;A)
13700 i4001201(;T)
13701 i4001242(;C) MT 6173
13702 i4001275(;C) MT 12858 1
13703 i4001291(;A) MT
13704 i4001298(;T) MT
13705 i4001316(;T)
13706 i4001451(G;G)
13707 i4001469(C;C)
13708 i5002295(C;C)
13709 i5005855(;T)
13710 i5005856(;G)
13711 i5012573(I;I)
13712 i5012678(I;I) 1
13713 i5012679(C;C)
13714 i5012680(G;G)
13715 i5012770(I;I)
13716 rs10018902(G;G) 4 121862501 1
13717 rs1003484(A;G) 11 2167618 IGF2
13718 rs1005041(;G) Y 7570822 TTTY16
13719 rs1008805(C;C) 15 51549599 CYP19A1 7
13720 rs1019385(G;G) 12 14134843 GRIN2B 5
13721 rs10249788(C;C) 7 17338147 AHR 2
13722 rs1029272(;T) MT 6185 MTCOI



13723 rs1033182(A;G) 6 152195034 ESR1 4
13724 rs10417628(C;C) 19 2251817 AMH
13725 rs1042571(C;C) 2 25383887 POMC 7
13726 rs1042711(C;T) 5 148206348 ADRB2 8
13727 rs1042858(A;A) 11 4159466 RRM1 1
13728 rs1048047(A;G) 11 2924610 SLC22A18 1
13729 rs1049216(T;T) 4 185550089 CASP3 6
13730 rs10521339(;T) X 66508386 1
13731 rs10521432(;A) X 43633740 MAOB 1
13732 rs10521792(;A) X 138117409 FGF13 1
13733 rs10530050(I;I) 4 66341845 EPHA5 1
13734 rs1053360(A;G) 1 25628088 RHD 1
13735 rs1057868(C;C) normal 7 75615006 POR 7 1.6
13736 rs1059004(A;C) 21 34400463 OLIG2 7
13737 rs10757274(A;G) ~1.2x increased risk for heart disease 9 22096055 CDKN2BAS1 37
13738 rs10789230(G;T) 1 67730628 2
13739 rs1079598(T;T) 11 113296274 DRD2 4
13740 rs1080983(G;G) 22 42528568 CYP2D6 0.1
13741 rs1080989(G;G) 22 42527793 CYP2D6
13742 rs1080996(A;A) 22 42526573 CYP2D6
13743 rs1081000(A;A) 22 42526549 CYP2D6
13744 rs10836235(C;C) 11 34460704 CAT 3
13745 rs10856240(;C) X 151655562 1
13746 rs10861192(C;T) 12 104705424 TXNRD1 1
13747 rs10889160(A;A) 1 60362121 CYP2J2 2
13748 rs10893081(C;T) normal 11 123613030 ZNF202 1
13749 rs10917670(T;T) 1 163032842 7
13750 rs10918594(C;G) average QT interval 1 162030688 NOS1AP 8



13751 rs10934490(G;G) 3 119030960 ARHGAP31 1
13752 rs10949483(G;G) 6 18122506 NHLRC1
13753 rs10954213(A;G) 7 128589427 IRF5 10
13754 rs10967213(G;T) 9 2625172 VLDLR 1
13755 rs11003124(T;T) 10 54531891 MBL2 4
13756 rs11003125(C;G) 10 54532014 MBL2 15
13757 rs11030103(A;A) 11 27682333 BDNF 2
13758 rs11042725(A;A) 11 10325325 ADM 4
13759 rs11188072(C;T) 10 96519061 3
13760 rs11216158(G;G) 11 116711350 2
13761 rs1126616(C;C) 4 88903853 SPP1 3
13762 rs11274804(I;I) 2 40482197 SLC8A1 1
13763 rs1129038(G;G) brown eye color more likely 15 28356859 HERC2 13
13764 rs1129424(C;C) 8 22926313 TNFRSF10B
13765 rs1137070(;C) X 43603391 MAOA 15
13766 rs1143642(C;C) 2 113588553 IL1B 3
13767 rs11465802(A;C) 1 67685598 IL23R 1
13768 rs11465955(C;T) 12 66603399 IRAK3 4
13769 rs1149374(;C) X 150389931 1
13770 rs11536891(T;T) 9 120479337 TLR4 6
13771 rs11545077(G;G) 8 63951237 GGH 1
13772 rs11548103(G;G) 1 153588340 S100A14 1
13773 rs1155974(;T) X 99853281 TNMD 2
13774 rs11567685(T;T) 5 35856575 IL7R 1
13775 rs11571297(A;A) 2 204745003 6
13776 rs11571302(C;C) 2 204742934 10
13777 rs11575945(C;C) 4 122617745 ANXA5 1
13778 rs11640851(C;C) 16 56673227 MT1A 1
13779 rs11655505(A;G) 17 41278377 NBR2 3



13780 rs11661859(C;T) 18 9098487 1
13781 rs11685480(A;G) 2 102927086 IL1RL1 2
13782 rs1169279(G;G) 12 121455873 C12orf43
13783 rs11693809(C;T) 2 11890138 LPIN1 3
13784 rs11708896(G;G) 3 7837624 1
13785 rs11796357(;A) X 68798703 1
13786 rs11799152(;A) Y 14993358 1
13787 rs11799226(;C) Y 15654428
13788 rs1181275(;C) X 43506535 1
13789 rs1184860(T;T) 6 137340604 IL20RA 1
13790 rs12010175(;G) X 152862638 FAM58A 2
13791 rs12012519(;T) X 87190349 1

13792 rs12012704(;G) X 49957346 AKAP4
13793 rs12012834(;G) X 146462981
13794 rs12014762(;C) X 106183670 MORC4 1
13795 rs12067936(C;C) 1 66088701 LEPR 1
13796 rs1207463(;G) X 47670421 1
13797 rs12150053(T;T) 17 1664469 SERPINF1 6
13798 rs12185692(A;A) 2 171670826 GAD1 1
13799 rs12268840(C;C) 10 131325299 MGMT 3
13800 rs1227732(G;G) 19 18498808 GDF15 1
13801 rs1230399(T;T) 17 41845403 DUSP3 1
13802 rs12316150(A;T) 12 10312291 OLR1 2
13803 rs12388359(;G) X 10231691 1
13804 rs12395818(;T) X 145184723
13805 rs12421995(A;G) 11 44331309 ALX4 1
13806 rs12449782(G;G) 17 61576249 ACE 3
13807 rs12449783(A;C) 17 28527653 SLC6A4 1



13808 rs12459358(C;T) 19 9151030 TRNAQ45P 3
13809 rs12487736(T;T) 3 47459679 SCAP 1
13810 rs12510359(A;G) 4 169677392 PALLD 2
13811 rs12539800(T;T) 7 129479138 UBE2H 1
13812 rs12559632(;A) X 22160992 PHEX 1
13813 rs1263177(T;T) 11 116690712 APOA4 2
13814 rs12688128(;T) X 103992452 IL1RAPL2 1
13815 rs12688220(;C) X 106244767 MORC4 1
13816 rs12704795(G;T) 7 95054007 PON2 1
13817 rs12714145(C;C) 2 85787341 GGCX 6
13818 rs12730735(C;T) 1 114381457 PTPN22 1
13819 rs12762303(C;T) 10 45869171 ALOX5 3
13820 rs12768894(C;T) 10 14974905 DCLRE1C

13821 rs12817159(A;A) 12 87689406 1
13822 rs12931267(C;G) 16 89818732 FANCA 1
13823 rs1295371(T;T) 7 9856470 LOC340268 1
13824 rs13150562(T;T) 4 115957593 NDST4 1
13825 rs13167280(G;G) 5 1280477 TERT 3
13826 rs13210554(C;C) 6 46704339 PLA2G7 1
13827 rs13277254(A;G) 8 42549982 7
13828 rs13303755(;G) Y 23612197
13829 rs13304168(;C) Y 14641193
13830 rs13304625(;A) Y 19077409
13831 rs1334512(G;T) decreased risk for severe malaria 7 80267904 CD36
13832 rs1337080(;A) X 66878919 AR 7
13833 rs1343879(;C) X 75004529 MAGEE2 1
13834 rs13440581(;A) X 150349871 GPR50 3
13835 rs13447345(;A) Y 22746689 EIF1AY



13836 rs13447347(;G) Y 22748506 EIF1AY
13837 rs13447348(;G) Y 22749198 EIF1AY
13838 rs13447352(;A) Y 22749853 EIF1AY
13839 rs13447353(;C) Y 22750174 EIF1AY
13840 rs13447354(;G) Y 22750951 EIF1AY 1
13841 rs13447360(;I) Y 22754671 EIF1AY
13842 rs13447361(;G) Y 2821786 ZFY
13843 rs13447367(;G) Y 21878762 KDM5D
13844 rs13447368(;G) Y 21878708 KDM5D
13845 rs13447369(;C) Y 21878825 KDM5D
13846 rs13447372(;T) Y 22744993 EIF1AY
13847 rs13447373(;T) Y 15467785 UTY
13848 rs13447374(;T) Y 15030767 DDX3Y
13849 rs13447375(;C) Y 15030878 DDX3Y

13850 rs13447376(;C) Y 15469740 UTY
13851 rs13447377(;C) Y 21867718 KDM5D
13852 rs13447378(;G) Y 22741740 EIF1AY
13853 rs13447379(;G) Y 22741799 EIF1AY
13854 rs13447442(;A) Y 22753079 EIF1AY
13855 rs1385699(;T) X 65824986 EDA2R 5 2
13856 rs1403543(;A) X 115302192 AGTR2 5
13857 rs1414334(;G) X 114138144 HTR2C 8 2
13858 rs1456737(;A) X 32225255 DMD 1
13859 rs1463132(G;G) 16 10183087 GRIN2A 1
13860 rs1474563(;C) X 78649193 2
13861 rs1501899(G;G) 3 121907328 CASR 4
13862 rs1540283(;T) X 22148051 PHEX 1
13863 rs1557501(;C) X 153197130 NAA10 1



13864 rs1558843(;C) Y 22750583 EIF1AY 2
13865 rs1569686(G;T) 20 31367079 DNMT3B 6
13866 rs1570360(A;G) 3x risk 6 43737830 VEGFA 22
13867 rs15705(A;A) 20 6759980 BMP2 2
13868 rs1571019(C;C) 10 90773303 FAS 2
13869 rs1599988(;T) MT 4216 MTND1
13870 rs1618355(A;C) 21 45826462 TRPM2 2
13871 rs162049(A;A) 5 7893121 MTRR 3
13872 rs1635529(C;C) 12 48395102 COL2A1 2
13873 rs165722(C;T) 22 19949013 COMT 6
13874 rs16851254(A;A) 3 140979411 ACPL2 1
13875 rs16862847(A;A) 2 175629600 CHRNA1 1
13876 rs1687390(G;G) 9 117089888 ORM1 4
13877 rs168753(A;T) 5 76028124 F2R 2
13878 rs16888997(G;G) 8 117876408 RAD21 1

13879 rs16889040(G;G) 8 117878691 RAD21 1
13880 rs16902094(A;A) 8 128320346 2
13881 rs16980370(;A) Y 16478552
13882 rs16980391(;A) Y 18578476
13883 rs16980394(;G) Y 19236447
13884 rs16980396(;T) Y 19349615
13885 rs16980406(;T) Y 21646058 BCORP1
13886 rs16980426(;T) Y 22214221
13887 rs16980459(;A) Y 16906683 NLGN4Y
13888 rs16980473(;C) Y 14159846
13889 rs16980478(;C) Y 14199284
13890 rs16980495(;A) Y 18178091
13891 rs16980502(;C) Y 17294958



13892 rs16980548(;C) Y 22918577 RPS4Y2
13893 rs16980558(;A) Y 15579215 UTY
13894 rs16980586(;G) Y 16251357
13895 rs16980588(;G) Y 16253694
13896 rs16980589(;C) Y 16374426
13897 rs16980598(;G) Y 19370916
13898 rs16980601(;A) Y 15415115 UTY
13899 rs16980610(;G) Y 23634362 TSPY14P
13900 rs16980621(;A) Y 14060308
13901 rs16980641(;A) Y 19279765
13902 rs16981290(;C) Y 7568568 TTTY16
13903 rs16981293(;C) Y 8796078 2
13904 rs16981311(;C) Y 6965215
13905 rs16988013(;T) X 27856393 1
13906 rs17000900(A;C) 21 42798030 MX1 3
13907 rs17001266(I;I) normal 22 39916630 ATF4 1 2

13908 rs17003221(;C) X 50659280 BMP15 2
13909 rs17018757(I;I) 12 91505865 LUM 2
13910 rs1704(C;C) 6 29798581 HLAG 9
13911 rs17174794(C;G) 6 154411110 OPRM1 1
13912 rs17174801(A;A) 6 154411124 OPRM1 1
13913 rs17221964(;G) Y 15517851 UTY
13914 rs17222244(;G) Y 16699334 NLGN4Y
13915 rs17222279(;G) Y 16839499 NLGN4Y
13916 rs17222419(;C) Y 17508337
13917 rs17222842(A;G) 13 31340117 ALOX5AP 3
13918 rs17222919(G;T) 13 31308329 ALOX5AP 2
13919 rs1722419(T;T) 2 16882850



13920 rs17235416(I;I) 2 219259814 SLC11A1 2
13921 rs172378(A;G) 1 22965438 C1QA 5
13922 rs17249141(C;C) 19 11200008 LDLR 1
13923 rs17250121(;C) Y 20837553 OFD1P6Y
13924 rs17250163(;G) Y 21225770 TTTY14
13925 rs17250887(;T) Y 8558969
13926 rs17250992(;C) Y 8845380
13927 rs17252936(;A) X 149635295 MAMLD1 1
13928 rs17261572(;A) X 119760629 C1GALT1C1 2
13929 rs17269816(;C) Y 17053771 CYCSP46
13930 rs17269928(;A) Y 18647042
13931 rs17306657(;G) Y 13992338
13932 rs17306671(;A) Y 14031334
13933 rs17306699(;G) Y 14144593
13934 rs17307070(;G) Y 15590342 UTY
13935 rs17307294(;G) Y 16638804 NLGN4Y
13936 rs17307398(;C) Y 17285993
13937 rs17307656(;A) Y 18028661
13938 rs17307677(;T) Y 18162834
13939 rs17315680(;C) Y 18747493
13940 rs17315723(;G) Y 18888200
13941 rs17315758(;A) Y 18964263
13942 rs17315772(;C) Y 19038302
13943 rs17315821(;C) Y 19166861
13944 rs17315926(;C) Y 19375294
13945 rs17316007(;A) Y 14001232
13946 rs17316592(;T) Y 18560005
13947 rs17316597(;G) Y 7548915 1
13948 rs17316729(;A) Y 8353707



13949 rs17316910(;T) Y 24475669
13950 rs17321050(;G) X 9613099 TBL1X 1
13951 rs17324272(;T) X 132137156 1
13952 rs1734787(;A) X 153325446 MECP2 1
13953 rs1734791(;A) X 153330920 MECP2 2
13954 rs1734792(;C) X 153341060 MECP2 1
13955 rs17373080(C;G) 19 50879524 NR1H2 3
13956 rs17435(;A) X 153311980 MECP2 3 2
13957 rs17443013(C;T) 4 41135544 APBB2 2
13958 rs17523802(G;G) 1 8021740 PARK7 1
13959 rs17525488(I;I) 12 96429438 LTA4H 1
13960 rs17549193(C;C) 9 137779026 FCN2 3
13961 rs17593068(G;T) 11 67350932 GSTP1 1
13962 rs17599165(A;T) 4 46940215 GABRA4 3
13963 rs17840761(C;C) 9 128003979 HSPA5 4
13964 rs17842387(;A) Y 8424089
13965 rs17842518(;G) Y 23443971
13966 rs17846866(G;T) 3 186570746 ADIPOQ 1
13967 rs17853500(A;A) 12 91502250 LUM 2
13968 rs1785437(C;T) 21 45821794 TRPM2 1
13969 rs1785467(C;T) 21 45838632 TRPM2 3
13970 rs17856697(G;G) 17 7348625 CHRNB1 1
13971 rs17859821(G;G) 16 55512053 MMP2 2
13972 rs17860508(D;D) 5 158760200 FBXO44 13
13973 rs17878362(D;D) 17 7579644 TP53 16
13974 rs17880887(C;C) 16 31110501 4
13975 rs17883323(C;C) 17 7579619 TP53 3
13976 rs17885289(G;G) 10 44881660 CXCL12 1



13977 rs179008(;A) X 12903659 TLR7 9
13978 rs179010(;C) X 12902885 TLR7 2
13979 rs1799735(I;I) 1 110280254 GSTM3 8
13980 rs1799750(D;D) 11 102670496 MMP1 40
13981 rs1799762(I;I) 7 100769706 SERPINE1 4
13982 rs1799768(D;D) 7 100769706 SERPINE1 23
13983 rs1799774(I;I) 6 132203471 ENPP1 6
13984 rs1799796(G;G) 14 104165927 KLC1 6
13985 rs1799837(G;G) 11 116708253 APOA1 4
13986 rs1800321(;A) X 38226603 OTC 2
13987 rs1800541(T;T) 6 12289219 EDN1 4
13988 rs1800787(C;C) 4 155484015 FGB 8
13989 rs1800857(T;T) 4 26491111 CCKAR 3
13990 rs1800875(A;A) 14 24979338 CMA1 4
13991 rs1800925(C;T) 5 131992809 IL13 65
13992 rs1801181(C;C) 21 44480616 CBS 8
13993 rs1801475(C;C) 20 62038277 KCNQ2
13994 rs182549(C;T) 1 Can digest milk. 2 136616754 MCM6 9 2
13995 rs183130(C;T) lower HDL cholesterol 16 56991363 CETP 2
13996 rs1844089(C;C) 3 112217734 BTLA 1
13997 rs1861972(A;A) 7 155253993 EN2 15
13998 rs1863800(C;C) 2 204702660 2
13999 rs189037(A;A) 11 108093833 ATM 16
14000 rs1895302(T;T) 5 169542600 1
14001 rs1912960(C;G) 4 46953881 GABRA4 3
14002 rs1922892(C;T) None 7 147576411 CNTNAP2
14003 rs1935058(C;C) 13 106111350 DAOAAS1 2
14004 rs1935062(A;C) 13 106128136 DAOA 9
14005 rs1938901(C;C) 11 102661665 MMP1 4



14006 rs1957106(G;G) 14 35873770 NFKBIA 2
14007 rs1974047(A;G) 13 19704915 CENPIP1 2
14008 rs1980459(;C) X 142351893
14009 rs1996656(A;A) 12 102751962 5
14010 rs2000974(;C) MT 1048 MTRNR1
14011 rs2001030(;G) MT 1438 MTRNR1 1
14012 rs2005172(G;G) 17 61996255 GH1 2
14013 rs2011162(;G) X 115590299 SLC6A14 2
14014 rs2015062(;C) MT 7028 MTCOI 1
14015 rs2015586(C;T) 10 119021737 SLC18A2 1
14016 rs20320(;G) Y 14898163 USP9Y
14017 rs20321(;G) Y 14902414 USP9Y
14018 rs2032589(;D) Y 15031110 DDX3Y
14019 rs2032590(;T) Y 15019613 DDX3Y
14020 rs2032591(;C) Y 15030682 DDX3Y
14021 rs2032592(;A) Y 15031385 DDX3Y
14022 rs2032594(;T) Y 14813717 USP9Y

14023 rs2032595(;T) Y 14813991 USP9Y
14024 rs2032596(;C) Y 14838700 USP9Y
14025 rs2032597(;C) Y 14847792 USP9Y 1
14026 rs2032598(;T) Y 14850341 USP9Y
14027 rs2032599(;T) Y 14851554 USP9Y
14028 rs2032600(;A) Y 14888783 USP9Y
14029 rs2032601(;C) Y 14869076 USP9Y
14030 rs2032602(;T) Y 14954280 USP9Y
14031 rs2032603(;A) Y 14968527 USP9Y
14032 rs2032604(;T) Y 14969634 USP9Y
14033 rs2032605(;C) Y 14924869 USP9Y



14034 rs2032606(;G) Y 14945705 USP9Y
14035 rs2032607(;C) Y 14904859 USP9Y
14036 rs2032608(;G) Y 21926112
14037 rs2032609(;C) Y 21936138
14038 rs2032610(;T) Y 15025598 DDX3Y
14039 rs2032611(;A) Y 21866424 KDM5D
14040 rs2032612(;C) Y 21866491 KDM5D
14041 rs2032613(;A) Y 21931638
14042 rs2032615(;I) Y 21930263
14043 rs2032616(;C) Y 21896216 KDM5D
14044 rs2032617(;G) Y 21896261 KDM5D
14045 rs2032619(;T) Y 21925500
14046 rs2032620(;G) Y 21869264 KDM5D
14047 rs2032621(;T) Y 21872738 KDM5D
14048 rs2032623(;D) Y 21878072 KDM5D
14049 rs2032624(;A) Y 15026424 DDX3Y
14050 rs2032626(;A) Y 21903383 KDM5D
14051 rs2032627(;A) Y 21881573 KDM5D

14052 rs2032629(;G) Y 21865821 KDM5D
14053 rs2032630(;T) Y 21866840 KDM5D
14054 rs2032631(;G) Y 21867787 KDM5D 1
14055 rs2032632(;T) Y 21868672 KDM5D
14056 rs2032633(;T) Y 21868726 KDM5D
14057 rs2032634(;I) Y 21888874 KDM5D
14058 rs2032636(;G) Y 15027529 DDX3Y
14059 rs2032637(;A) Y 21894407 KDM5D 2.5
14060 rs2032638(;C) Y 21894447 KDM5D
14061 rs2032639(;G) Y 21890177 KDM5D



14062 rs2032640(;C) Y 21892572 KDM5D
14063 rs2032641(;C) Y 21873287 KDM5D
14064 rs2032642(;I) Y 21898363 KDM5D
14065 rs2032643(;T) Y 21905917 KDM5D
14066 rs2032644(;T) Y 21906109 KDM5D
14067 rs2032645(;A) Y 21900849 KDM5D
14068 rs2032646(;C) Y 21924329
14069 rs2032647(;A) Y 21938158
14070 rs2032648(;T) Y 21904023 KDM5D
14071 rs2032649(;T) Y 15029492 DDX3Y
14072 rs2032650(;C) Y 21938444
14073 rs2032651(;D) Y 21907538 KDM5D
14074 rs2032652(;T) Y 21917313
14075 rs2032653(;G) Y 15591537 UTY
14076 rs2032654(;A) Y 15467824 UTY
14077 rs2032657(;T) Y 15587509 UTY
14078 rs2032658(;A) Y 15581983 UTY
14079 rs2032659(;C) Y 15576203 UTY
14080 rs2032660(;A) Y 15575780 UTY

14081 rs2032663(;C) Y 15544614 UTY
14082 rs2032664(;C) Y 15526695 UTY
14083 rs2032665(;C) Y 15526751 UTY
14084 rs2032666(;C) Y 15437564 UTY 1
14085 rs2032667(;G) Y 15436316 UTY
14086 rs2032668(;A) Y 15437333 UTY
14087 rs2032669(;T) Y 15436915 UTY
14088 rs2032671(;C) Y 15437063 UTY
14089 rs2032672(;A) Y 21893881 KDM5D



14090 rs2032673(;T) Y 21894058 KDM5D 1
14091 rs2032674(;T) Y 15471925 UTY
14092 rs2032675(;I) Y 21894174 KDM5D
14093 rs2032676(;I) Y 15014505 DDX3Y
14094 rs2032677(;T) Y 15014550 DDX3Y
14095 rs2032678(;I) Y 15508706 UTY
14096 rs2032679(;T) Y 21932935
14097 rs2032680(;A) Y 15016536 DDX3Y
14098 rs2032681(;I) Y 14923461 USP9Y
14099 rs2038137(A;A) 6 24645943 KIAA0319 6
14100 rs20544(C;T) 20 44645010 TRIM78P 2
14101 rs2068150(;C) Y 18839375
14102 rs2069763(G;G) 4 123377482 IL2 12
14103 rs2069803(C;C) 5 131400433 IL3 2
14104 rs2069912(C;T) sepsis risk in East Asians 2 128178191 PROC 2
14105 rs2069919(G;G) 2 128179553 PROC 4
14106 rs207044(;C) X 39551303 1
14107 rs2070584(;G) X 47446519 SYN1 3
14108 rs2071430(G;T) 21 42798065 MX1 5
14109 rs2071566(A;A) 14 65407000 GPX2 1

14110 rs2071942(G;G) 6 12294993 EDN1 2
14111 rs2072560(C;C) 11 116661826 APOA5 7
14112 rs2072621(;C) X 150345859 GPR50 4
14113 rs2072661(A;G) 1 154548880 CHRNB2 9
14114 rs2073163(;C) X 99849051 TNMD 2
14115 rs2076380(G;G) 20 36793529 TGM2 1
14116 rs2082033(;C) Y 16492547
14117 rs2159767(;T) X 147381021 1



14118 rs2178500(;T) Y 23973594 1
14119 rs2196155(;A) Y 22665262 TTTY10
14120 rs2227291(;C) X 77268502 ATP7A 1
14121 rs2228149(C;C) 10 6063508 IL2RA 1
14122 rs2228387(G;G) 11 111782284 CRYAB 3
14123 rs2228478(A;G) 16 89986608 MC1R 6
14124 rs2230949(C;C) 11 2154188 IGF2 1
14125 rs2231801(G;G) 14 23829490 EFS 1
14126 rs2234889(I;I) 1 171178257 FMO2 1
14127 rs2234918(C;T) 1 29189597 OPRD1 2
14128 rs2235373(G;G) 1 209963803 IRF6 1
14129 rs2236609(A;G) 21 35822111 KCNE1 2
14130 rs2237895(C;C) 11 2857194 KCNQ1 23
14131 rs2238296(C;C) 15 89875329 POLG 1
14132 rs2239185(T;T) 12 48244559 VDR 9
14133 rs2240338(G;G) 1 17674185 PADI4 1
14134 rs2243471(T;T) 1 114406002 PTPN22 1
14135 rs2248374(A;G) 5 96235896 ERAP2 2
14136 rs2250747(;A) X 117863748 IL13RA1 1
14137 rs2256882(;G) X 151129822 GABRE 1
14138 rs2266879(;A) X 153035798 PLXNB3 1

14139 rs2267801(;T) Y 2828196 ZFY
14140 rs2267802(;A) Y 2828425 ZFY
14141 rs2269368(;C) X 153189819 ARHGAP4 4
14142 rs2269648(C;T) 1 169556050 F5 1
14143 rs2273504(A;G) 20 61988061 CHRNA4 10
14144 rs2273953(T;T) 1 3598900 TP73 6
14145 rs2276288(A;T) 11 76912636 MYO7A 2



14146 rs2276455(T;T) 12 48376137 COL2A1 4
14147 rs2277438(A;A) 13 43155168 TNFSF11 10
14148 rs2279115(A;A) 18 60986837 BCL2 7
14149 rs2280883(;C) X 49109128 FOXP3 4
14150 rs2280964(;C) X 70838054 CXCR3 3
14151 rs2281983(T;T) 10 103991381 PITX3 8
14152 rs2283725(;G) X 43559976 MAOA 2
14153 rs2283729(;A) X 43678042 MAOB 4
14154 rs2284031(C;C) 22 37321080 CSF2RB 2
14155 rs228406(;C) X 32503194 DMD 1
14156 rs2285053(C;C) 16 55512377 MMP2 9
14157 rs2289116(C;C) 16 56938290 SLC12A3 2
14158 rs2290083(T;T) 2 187533741 ITGAV 1
14159 rs2291569(A;G) 7 128488734 FLNC
14160 rs2296675(A;G) 10 131564998 MGMT 1
14161 rs2297339(G;G) 6 135375991 HBS1L 1
14162 rs2300403(C;T) 21 48021054 S100B 3
14163 rs2302217(A;G) 19 498524 MADCAM1 1
14164 rs2302615(C;T) 2 10588138 ODC1 3
14165 rs2306799(G;G) 19 44274041 KCNN4 1
14166 rs2307981(I;I) 3 12064428 SYN2 3
14167 rs2308169(D;D) 3 12087105 SYN2 3
14168 rs2315122(;A) X 153421844 OPN1LW
14169 rs2315123(;T) X 153421847 OPN1LW
14170 rs2319818(;A) Y 16354708 1
14171 rs2323019(G;G) 8 28390970 FZD3 3
14172 rs234713(G;G) 21 44487891 CBS 1
14173 rs2361689(C;T) 7 155255332 EN2 3
14174 rs2405942(;A) X 9814135 SHROOM2 1



14175 rs2407992(;G) X 12939112 TLR8 2
14176 rs2414096(G;G) 15 51529779 CYP19A1 9
14177 rs2427827(C;T) 1 159271811 FCER1A 3
14178 rs2430212(;T) X 117088056 KLHL13 2
14179 rs2435357(A;A) possible risk for Hirschsprung disease 10 43582056 RET 15
14180 rs2480256(C;C) 10 135352514 CYP2E1 1
14181 rs2494732(C;T) 14 105239192 AKT1 16 2.1
14182 rs2494876(T;T) 1 50666515 ELAVL4 1
14183 rs2497938(;T) X 66563018 2
14184 rs2501432(C;C) 1 24201920 CNR2 4
14185 rs2506004(T;T) 10 43582273 RET 2
14186 rs2517951(T;T) 17 37853097 ERBB2 3
14187 rs251864(A;A) 19 39897293 ZFP36 2
14188 rs2519152(A;A) 9 136509634 DBH 7
14189 rs2534636(;C) Y 2657176 SRY
14190 rs2538852(;T) Y 9726023
14191 rs2566671(;C) Y 5755550 TUSC2P1
14192 rs2569191(C;T) 5 140013903 CD14 4
14193 rs2573905(;C) X 91402220 PCDH11X 3
14194 rs2606345(A;A) 15 75017176 CYP1A1 18
14195 rs2617266(C;C) 2 38302544 CYP1B1 6
14196 rs2637204(;G) X 77583587 CYSLTR1 2
14197 rs266085(C;C) 10 44874253 CXCL12 3
14198 rs2660898(G;T) 12 96425997 LTA4H 5
14199 rs2664170(;A) X 153945602 GAB3 1
14200 rs266882(A;G) 19 51358013 KLK3 8
14201 rs2670660(A;G) 2.96x 17 5519006 6
14202 rs2695121(C;T) 19 50880741 NR1H2 9



14203 rs2701175(A;A) 12 121391671 1
14204 rs2710057(;G) X 86192003 2
14205 rs2727784(A;A) 11 116711141 2
14206 rs2734647(;C) X 153292180 MeCP2 2
14207 rs2735940(C;C) 5 1296486 TERT 8
14208 rs2738450(A;C) 19 11228965 LDLR 1
14209 rs2740980(;G) Y 14432928 ARSFP1 1
14210 rs2740981(;G) Y 14433100 ARSFP1
14211 rs2747022(;T) X 131260872 FRMD7 1
14212 rs2758346(C;T) 6 160115421 SOD2 1
14213 rs2761884(G;T) 14 54421052 BMP4 1
14214 rs2768759(C;C) 1 156852463 NTRK1 1
14215 rs2779249(C;C) 17 26128581 NOS2 5
14216 rs2790(G;G) 18 673086 ENOSF1 2
14217 rs2794521(T;T) 1 159685096 CRP 25
14218 rs2814778(A;A) 1 Duffypositive 1 159174683 DARC 23 1
14219 rs28357092(I;I) 1 27699671 FCN3 4
14220 rs28357094(T;T) 4 88896797 SPP1 4
14221 rs28357372(;A) MT 15607 MTCYB
14222 rs28357670(;C) MT 14167 MTCYB
14223 rs28357675(;T) MT 14318 MTCYB
14224 rs28357680(;T) MT 14783 MTCYB
14225 rs28357681(;T) MT 14798 MTCYB
14226 rs28357968(;G) MT 3666 MTND1
14227 rs28357976(;A) MT 4715 MTND2
14228 rs28357979(;C) 1 565433 LOC100131754
14229 rs28357983(;G) 1 565596 LOC100131754
14230 rs28358278(;C) MT 10400 MTND3
14231 rs28358279(;T) MT 10463 MTTR



14232 rs28358280(;A) MT 10550 MTND4L
14233 rs28358285(;T) MT 11299 MTND4
14234 rs28358286(;C) MT 11674 MTND4
14235 rs28358574(;A) MT 1736 MTRNR2
14236 rs28358576(;A) MT 1811 MTRNR2
14237 rs28358577(;G) MT 1888 MTRNR2
14238 rs28358582(;T) MT 3308 ANKRD20A19P
14239 rs28358584(;A) MT 3480 MTND1
14240 rs28359172(;A) MT 12612 MTND5
14241 rs28359175(;A) MT 13263 MTND5
14242 rs28359178(;G) MT 13708 MTND5 1
14243 rs28359179(;T) MT 13789 MTND5
14244 rs28360317(D;D) 5 82619560 XRCC4 9
14245 rs28360521(C;C) 22 42528976 LOC100287153 3
14246 rs28362692(C;T) 7 30951658 AQP1 2
14247 rs28364072(A;G) 19 7755285 FCER2 3
14248 rs283696(C;C) 1 165376043 RXRG 1
14249 rs28371695(I;I) 22 42526837 CYP2D6
14250 rs28371699(G;G) 22 42526484 CYP2D6
14251 rs28371703(C;C) 22 42525821 CYP2D6
14252 rs28371720(I;I) 22 42524178 CYP2D6 1
14253 rs28371730(G;G) 22 42523209 CYP2D6

14254 rs28384199(;C) MT 11777 METTL21D
14255 rs28397767(;G) MT 12501 MTND5
14256 rs28399444(I;I) 19 41354190 CYP2A6 1 2
14257 rs28405897(;T) MT 4248 MTND1
14258 rs28416813(C;G) 19 39735644 IL28B 4
14259 rs28461189(;C) MT 6489 COX1



14260 rs28464073(;C) MT 3936 MTND1
14261 rs28491442(;T) MT 7389 MTCOI
14262 rs28499516(;C) MT 8794 MTATP6
14263 rs28521337(C;G) 15 88521280 NTRK3 4
14264 rs2853487(;G) MT 10589 MTND4L
14265 rs2853488(;G) MT 10688 MTND4L
14266 rs2853493(;A) MT 11467 MTND4 1
14267 rs2853496(;G) MT 11914 MTND4
14268 rs2853497(;G) MT 12007 MTND4
14269 rs2853498(;A) MT 12308 MTL2 1.5
14270 rs2853499(;G) MT 12372 MTND5 1
14271 rs2853500(;A) MT 12720 MTND5
14272 rs2853501(;A) MT 13105 MTND5
14273 rs2853502(;A) MT 13276 MTND5
14274 rs2853508(;G) MT 15326 MTCYB
14275 rs2853513(;C) MT 16223
14276 rs2853514(;A) MT 16230
14277 rs2853515(;G) MT 263 MTRNR1
14278 rs2853518(;G) MT 750 BIRC6 1
14279 rs2853815(;C) MT 14365 MTCYB
14280 rs2853824(;A) MT 9347 MTCO3
14281 rs2853826(;A) MT 10398 MTND3
14282 rs2854116(A;A) 11 116700169 APOC3 15

14283 rs2854117(G;G) 11 116700142 APOC3 16
14284 rs2854121(;C) MT 10664 MTND4L
14285 rs2854122(;C) MT 12705 MTND5
14286 rs2854125(;C) MT 16148
14287 rs2854128(;A) MT 2706 MTRNR2 1 1



14288 rs2854130(;T) MT 2885 MTRNR2
14289 rs2854134(;C) MT 3594 MTND1
14290 rs28546855(;A) 1 567697 LOC100288578
14291 rs2856980(;G) MT 2758 MTRNR2
14292 rs2856981(;T) MT 3423 MTND1
14293 rs2857284(;T) MT 10873 MTND4
14294 rs2857285(;T) MT 10915 MTND4 1
14295 rs2857287(;C) MT 13506 MTND5
14296 rs2857657(C;G) 17 32583132 CCL2 4
14297 rs28625645(;T) MT 489 MTRNR1
14298 rs28679680(;G) MT 6930 COX1
14299 rs28680494(C;C) 22 42528851 CYP2D6
14300 rs28722151(C;G) 11 27681176 BDNF 1
14301 rs28730619(A;A) 4 99999225 ADH5
14302 rs2880415(G;G) 4 156136027 NPY2R 6
14303 rs28928873(;C) X 120182358 GLUD2
14304 rs28930072(G;G) 21 47418087 COL6A1
14305 rs28933690(;T) X 37587260 XK 1
14306 rs28933691(;G) X 47774581 ZNF81 1
14307 rs2893397(C;C) 1 98800142 1
14308 rs28935174(;G) X 48385644 EBP 1
14309 rs28935177(;A) X 79282359 TBX22 1
14310 rs28935496(;C) X 153171297 AVPR2 1
14311 rs28936070(;G) X 68059552 EFNB1 1

14312 rs28936071(;A) X 68059572 EFNB1 1
14313 rs28936072(;T) X 153993747 DKC1 2
14314 rs2902440(A;G) 1 67670916 IL23R 2
14315 rs2960436(G;G) 7 45977282 LOC100287349 3



14316 rs2981745(C;C) normal 10 124320194 DMBT1 2 1.6
14317 rs2986017(A;A) 10 105218252 CALHM1 18
14318 rs3008621(A;A) 1 222804046 MIA3 2
14319 rs30107(A;G) 5 123092501 1
14320 rs3020605(;C) MT 9042 MTATP6
14321 rs3021086(;G) MT 4769 MTND2 1
14322 rs3021089(;G) MT 8251 MTCO2
14323 rs3024791(G;G) 2 85895704 SFTPB 2
14324 rs3024998(C;T) 6 43745577 VEGFA 3
14325 rs3025020(C;C) 6 43749110 VEGFA 6
14326 rs3025021(C;T) 6 43749163 VEGFA 3
14327 rs3025786(T;T) normal 14 73664718 PSEN1 1
14328 rs3026682(A;G) 22 38452482 PICK1 2
14329 rs3027400(;G) X 43592763 MAOA 1
14330 rs3027898(;A) X 153275890 IRAK1 5
14331 rs3027935(;C) X 153304468 MECP2 3
14332 rs3087456(A;G) 16 10970902 CIITA 21
14333 rs3088309(;C) MT 15452 MTCYB
14334 rs3092952(;A) X 135726950 1
14335 rs3093158(G;G) 19 16000166 CYP4F2 1
14336 rs3093301(C;C) 16 27440830 IL21R 2
14337 rs3093467(C;T) X 155229189 IL9R 1
14338 rs314308(G;G) 7 100420878 EPHB4 1
14339 rs3176336(A;T) ? 6 36648816 CDKN1A 3
14340 rs321029(;A) X 77583746 CYSLTR1 5

14341 rs3212236(A;A) higher risk for dyslexia 6 24648455 TTRAP 3
14342 rs3212287(;T) Y 21899888 KDM5D
14343 rs3212290(;A) Y 21938532



14344 rs3212291(;C) Y 14851526 USP9Y
14345 rs3212292(;T) Y 14851538 USP9Y 1
14346 rs3212294(;C) Y 15030650 DDX3Y
14347 rs3212337(G;G) 15 27011111 GABRB3 3
14348 rs3212780(C;C) 19 17940842 JAK3 1
14349 rs3212879(D;I) 11 69463479 CCND1 1
14350 rs3213849(G;G) 8 38326046 FGFR1 1
14351 rs33933482(C;C) 1 206231264 AVPR1B 1
14352 rs33964002(C;C) 7 124538615 POT1 1
14353 rs33977706(G;G) 16 11350155 SOCS1 2
14354 rs33988592(A;G) 3 121415610 GOLGB1
14355 rs34043621(;T) Y 14486667 ARSDP1
14356 rs34116584(C;T) 2 241808314 AGXT 2
14357 rs34134567(;C) Y 15604899
14358 rs34137545(;C) Y 6958165 TBL1Y
14359 rs34179999(;G) Y 16019072 KALP
14360 rs34201045(D;D) 3 189507518 TP63 4
14361 rs34218295(I;I) 11 5254224 HBD 3
14362 rs34289137(;C) Y 21751449 CYorf15A
14363 rs34297606(;C) Y 14498990 ARSDP1
14364 rs34334142(;C) Y 16660759 NLGN4Y
14365 rs34383403(I;I) 11 5246839 HBB 2
14366 rs34424835(I;I) 17 42427545 GRN 3
14367 rs34442126(;T) Y 14922583 USP9Y
14368 rs344782(A;A) 19 44172890 PLAUR 1
14369 rs34482796(C;C) 5 147477551 SPINK5

14370 rs34581739(;G) Y 22921768 RPS4Y2
14371 rs34677591(A;G) 11 111957665 SDHD 1



14372 rs34738655(;G) Y 2892150 LINC00278
14373 rs34799580(;T) MT 16311 1

14374 rs34815109(I;I) effects of higher bilirubin; irinotecan
toxicity; tranilast toxicity 2 234668880 UGT1A10 1

14375 rs34857375(I;I) 7 100769706 SERPINE1 1
14376 rs34889882(I;I) 11 5248234 HBB
14377 rs34893929(;G) Y 15999244 KALP
14378 rs34967813(A;G) 1 237841390 RYR2 1
14379 rs34983651(I;I) 2 234668879 UGT1A10
14380 rs35104847(;G) X 153459237 OPN1MW
14381 rs35180395(I;I) 6 100836232 SIM1 1
14382 rs35195174(;G) Y 7235379 PRKY
14383 rs35251548(;A) Y 17937365
14384 rs35284970(;C) Y 2734854 RPS4Y1
14385 rs35303484(A;A) 19 41497346 CYP2B6 1
14386 rs35394227(;C) Y 16936081 NLGN4Y
14387 rs35400405(G;G) 9 130616621 ENG 1
14388 rs35441642(C;G) 10 14976727 DCLRE1C
14389 rs35452098(D;D) 11 5247894 HBB 2
14390 rs35463555(A;G) 19 50877680 NR1H2 3
14391 rs35474563(;C) Y 22917995 RPS4Y2 1
14392 rs35547782(;T) Y 18700150
14393 rs35557642(;G) Y 17663478 STSP1
14394 rs35569394(I;I) 6 43736418 VEGFA 5
14395 rs35576928(G;G) 16 11374994 PRM1 2
14396 rs35600288(D;I) 2 234668880 UGT1A10
14397 rs35617575(;C) Y 14028148
14398 rs35623864(;C) Y 6954470 TBL1Y
14399 rs35652124(C;T) 2 178130073 NFE2L2 4



14400 rs35750865(I;I) 1 156109103 LMNA
14401 rs35753505(C;T) 8 31474141 10 2
14402 rs35760092(;T) Y 15116138
14403 rs35816667(;C) Y 14653101 SHROOM2P1
14404 rs35906235(;G) Y 14924643 USP9Y
14405 rs35929607(A;A) 2 169035736 STK39 3
14406 rs36035572(I;I) 10 95353243 RBP4 1
14407 rs360719(A;A) 11 112036149 IL18 9
14408 rs36111323(A;G) 11 101359750 TRPC6 1
14409 rs3734703(C;C) 6 44201734 SLC29A1 1
14410 rs3740400(A;A) 10 104629465 AS3MT 1
14411 rs3761935(G;T) 1 114372528 PTPN22 1
14412 rs3763304(C;C) 6 32369355 BTNL2 1
14413 rs3764880(;A) X 12924826 TLR8 2 1.6
14414 rs3773643(A;A) 3 30710243 TGFBR2 1
14415 rs3775290(G;G) 4 187004217 TLR3 6
14416 rs3782219(C;T) 12 117788240 NOS1 3
14417 rs3787137(A;G) 20 61979100 CHRNA4 1
14418 rs3789608(C;T) 1 114397788 PTPN22 2
14419 rs3790419(C;T) 1 66067109 LEPR 1
14420 rs3810254(C;C) 19 14586892 PTGER1 1
14421 rs3813928(;G) X 113818282 HTR2C 3
14422 rs3813929(;C) X 113818520 HTR2C 13
14423 rs3814637(C;C) 10 96521045 CYP2C19 1
14424 rs3822086(C;T) 4 90664794 SNCA 2
14425 rs3831308(D;D) 1 201029719 CACNA1S 1
14426 rs3832043(D;I) 2 234580454 UGT1A10 2
14427 rs3832406(I;I) 6 151219984 MTHFD1L 2
14428 rs3832694(I;I) 10 96796974 CYP2C8 1



14429 rs3834458(D;I) 11 61594921 FADS2 8
14430 rs3838646(;I) Y 21153068 CD24P4 5
14431 rs3840795(D;I) 12 111800832 FAM109A 1
14432 rs3840858(I;I) 17 74582341 ST6GALNAC2 1
14433 rs3841324(I;I) 15 78857813 CHRNA5 8
14434 rs3842570(I;I) 2 241534293 CAPN10 4
14435 rs3888511(;T) MT 961 MTRNR1 1
14436 rs3896(;C) Y 21609946
14437 rs3898(;C) Y 4078217
14438 rs3899(;G) Y 7291534
14439 rs3899498(;G) MT 13368 MTND5
14440 rs3900(;C) Y 21730257 CYorf15A 1
14441 rs3901(;T) Y 21722998
14442 rs3902(;A) Y 21730647 CYorf15A
14443 rs3903(;G) Y 7583480 RFTN1P1
14444 rs3904(;G) Y 21722098
14445 rs3905(;T) Y 21722268
14446 rs3906(;D) Y 21724699
14447 rs3908(;I) Y 21733168 CYorf15A 1
14448 rs3909(;D) Y 21733162 CYorf15A
14449 rs3910(;T) Y 21733231 CYorf15A
14450 rs3911(;A) Y 21733454 CYorf15A
14451 rs3912(;A) Y 21732339 CYorf15A 2.5
14452 rs3913(;A) Y 14790163 TTTY15
14453 rs3915952(;A) MT 11251 MTND4
14454 rs3916965(A;A) 13 106103360 9
14455 rs3917643(A;A) 1 95001867 F3 3
14456 rs3917733(G;G) 1 169580510 SELP 1

if a smoker, somewhat more likely to



14457 rs3918396(G;G) develop COPD 20 3651765 ADAM33 9

14458 rs3928305(;G) MT 1719 MTRNR2 3
14459 rs3928306(;A) MT 3010 MTRNR2 1
14460 rs3937039(;A) MT 663 MTRNR1
14461 rs40433(A;A) 16 2164808 PKD1
14462 rs4116820(;G) Y 22072097
14463 rs4116821(;C) Y 22072340
14464 rs41295061(A;C) 10 6114660 RPL32P23 17
14465 rs41297579(G;G) 5 156486408 HAVCR1 4
14466 rs41303343(I;I) 7 99250393 CYP3A5 2 3
14467 rs41305353(;T) X 31496431 DMD 1
14468 rs41307258(;T) X 79270113 TBX22 1
14469 rs41310709(;G) X 100611100 BTK 1
14470 rs4132871(;T) X 134602373 1
14471 rs41348645(G;G) 4 123815363 FGF2 1
14472 rs41362547(;A) MT 10044 MTTG
14473 rs4141564(;A) Y 8685083 TTTY11
14474 rs4141666(;G) Y 3696607
14475 rs4141886(;A) Y 14197867
14476 rs41442247(;T) MT 477 MTRNR1 1
14477 rs41466049(;A) MT 16162 1
14478 rs4148405(T;T) 17 48713568 ABCC3 1
14479 rs41528348(;C) MT 295 MTRNR1
14480 rs4252209(;G) X 91091180 PCDH11X
14481 rs4252338(I;I) 14 76432118 TGFB3 2
14482 rs4271113(;A) X 34892503 1
14483 rs4332(T;T) 17 61564281 ACE 1
14484 rs4359(T;T) faster responder 17 61572343 ACE



14485 rs439154(A;G) 2 113884401 IL1RN 1
14486 rs440446(C;G) increased risk in men for biliary conditions 19 45409167 APOE 4
14487 rs4431523(C;T) 7 147597166 CNTNAP2 1
14488 rs44707(A;A) 20 3651226 ADAM33 12
14489 rs4481791(;G) Y 21409706
14490 rs4520(C;T) 11 116701535 APOC3 10
14491 rs45454293(G;G) 1 173177236 TNFSF4 2
14492 rs4559365(;T) X 121967359 1
14493 rs4568761(;T) X 91439067 PCDH11X 2
14494 rs4589047(;T) Y 16242316
14495 rs4630(T;T) 22 24376322 GSTT1 2
14496 rs4645978(G;G) 1 15852034 CASP9 3
14497 rs4646953(A;G) 10 94333955 IDE 5
14498 rs4646954(A;G) 10 94333827 IDE 1
14499 rs4712524(A;G) 6 20657865 CDKAL1 3
14500 rs4713580(C;T) 6 32659994 1
14501 rs4713916(G;G) 6 35669983 FKBP5 10
14502 rs4738824(A;G) 8 61690321 CHD7 1
14503 rs4807542(G;G) 19 1104078 GPX4 2
14504 rs4811528(A;A) 20 36787429 TGM2 1
14505 rs481775(A;G) 11 100994675 PGR 2
14506 rs4825476(;A) X 122441479 GRIA3 5 2
14507 rs4826508(;T) X 56811695 RNF11P2 1
14508 rs4827947(;C) X 97864354 1
14509 rs4844096(;A) X 68805318 1
14510 rs4892247(T;T) 18 72247278 CNDP1 1
14511 rs4898(;C) X 47444985 SYN1 4
14512 rs5030655(I;I) normal 22 42525086 CYP2D6 3 3



14513 rs5030738(C;C) 1 161599654 FCGR3B 1
14514 rs5031002(;G) X 66942625 AR 2
14515 rs5049(G;G) 1 230850083 AGT 3
14516 rs5069(C;C) 11 116708254 APOA1 3
14517 rs507666(A;G) 9 136149399 ABO 5

14518 rs5092(A;A) less likely to gain weight if taking
olanzapine 11 116693464 APOA4 4

14519 rs5104(A;A) 11 116692334 APOA4 4
14520 rs5194(;G) X 115304830 AGTR2 4
14521 rs5276(G;G) 1 186642987 PTGS2 1
14522 rs5441(A;G) 12 6949026 GNB3 1
14523 rs545659(A;A) 11 60619657 GPR44 5
14524 rs551397(G;G) 1 196642072 CFH 4
14525 rs551492(;T) X 73571989
14526 rs556477(A;A) 11 94179806 MRE11A 2
14527 rs55754655(A;A) 2 201526330 AOX1 2
14528 rs55853698(T;T) 15 78857939 CHRNA5 5
14529 rs56061388(T;T) 12 21327529 SLCO1B1
14530 rs56164415(G;G) 11 27721735 BDNF 5
14531 rs56771886(I;I) 1 156105714 LMNA
14532 rs5743293(D;D) 16 50763781 NOD2 8
14533 rs5743551(A;A) 4 38807654 TLR1 8
14534 rs5744080(;C) X 12937804 TLR8 2
14535 rs574584(A;A) 8 26723684 ADRA1A 2
14536 rs5787121(I;I) normal 10 96612514 CYP2C19
14537 rs582054(A;T) 3 159710001 IL12A 5
14538 rs5839491(I;I) 2 234668885 UGT1A10 1
14539 rs5853517(D;D) 3 151057585 P2RY12 1
14540 rs5861422(D;I) 4 120243337 FABP2 2



14541 rs58920878(C;G) 18 46449565 SMAD7 1
14542 rs58933950(;C) X 9727372 GPR143 1

14543 rs5904726(;A) X 146322623 1
14544 rs5904818(;C) X 147042774 1
14545 rs5905587(;C) X 43833996 NDP 1
14546 rs5905613(;C) X 43507300 2
14547 rs5906883(;C) X 43526943 MAOA 1
14548 rs5906957(;G) X 43547310 MAOA 2
14549 rs5907577(;C) X 139166683 1
14550 rs5910235(;G) X 116869914 1
14551 rs5910578(;C) X 118567702 SLC25A43 1
14552 rs5912838(;C) X 78497118 2
14553 rs5916144(;A) X 5479611 1
14554 rs5916687(;G) X 4596138 1
14555 rs5918007(;C) X 40457085 ATP6AP2 2
14556 rs5919432(;T) X 67021550 1
14557 rs5922838(;A) X 82871195 1
14558 rs5934505(;T) X 8913826 2
14559 rs5934683(;C) X 9751474 1
14560 rs5934953(;T) X 11048692 1
14561 rs5935970(;C) X 15433536 PIR 1
14562 rs5936487(;G) X 68892916 EDA 1
14563 rs5937496(;A) X 75347434 1
14564 rs5940(G;G) 2 188331704 TFPI 2
14565 rs5941047(;T) X 91431385 PCDH11X 2
14566 rs5941436(;C) X 89288227 1
14567 rs5943057(;G) X 109939205 CHRDL1 1
14568 rs5944185(;T) X 25853614 1



14569 rs5945175(;T) X 153358757 MECP2 2
14570 rs5945372(;C) X 152665914 LOC649238 1
14571 rs5945572(;A) X 51229683 10

14572 rs5945619(;C) X 51241672 6
14573 rs5951698(;A) X 22134658 PHEX 1
14574 rs5953210(;A) X 43514046 MAOA 2
14575 rs5955543(;A) X 17698397 NHS 1
14576 rs5959408(;A) X 78914271 1
14577 rs5961794(;A) X 5574328 1
14578 rs5963409(;A) X 38210969 OTC 2
14579 rs5968205(;T) X 82954490 1
14580 rs5968255(;T) X 83254692 1 1.5
14581 rs5978649(;G) X 13615118 EGFL6 1
14582 rs5979785(;T) X 12971524 3
14583 rs5980075(;G) X 14950531 1
14584 rs5982533(;C) X 111646464 ZCCHC16 2
14585 rs5984894(;G) X 91393737 PCDH11X 3
14586 rs5987027(;C) X 154014107 MPP1 1
14587 rs5987201(;C) X 153330042 MECP2 3
14588 rs599021(A;A) 1 209960922 IRF6 3
14589 rs5990417(;T) X 95079870 1
14590 rs5995288(C;T) 22 36762634 MYH9 2
14591 rs5996696(A;A) 22 24827622 ADORA2A 2
14592 rs600879(G;G) 10 108923118 SORCS1 6
14593 rs6022662(C;C) 20 52304627 1
14594 rs6023526(T;T) 20 36783582 TGM2 1
14595 rs6048(;A) X 138633280 F9 3 1.2
14596 rs605059(T;T) 17 40706906 HSD17B1 4



14597 rs613120(T;T) 11 100974278 PGR 2
14598 rs613808(G;G) 11 116710968 2
14599 rs6151267(;I) X 23799992 SAT1 1
14600 rs6152(;G) X 66765627 AR 12 4

14601 rs617040(A;C) 18 10549362 NAPG 1
14602 rs61749665(G;T) 17 7906519 GUCY2D 1
14603 rs61749700(;A) X 18602444 CDKL5 1
14604 rs61752063(;A) X 18665351 CDKL5 1
14605 rs61752067(;G) X 18665333 CDKL5 1
14606 rs61752068(;C) X 18665332 CDKL5 1
14607 rs61752561(A;G) 19 51361382 KLK3 1
14608 rs61888800(G;T) 11 27722278 BDNF 5
14609 rs6220(A;A) 12 102794515 IGF1 6
14610 rs62408925(C;C) 3 136790539 2
14611 rs62508727(I;I) 12 103288579 PAH
14612 rs62641235(;T) X 18593543 CDKL5 1
14613 rs6269(A;G) 22 19949952 COMT 28
14614 rs6294(G;G) 5 63257253 HTR1A 3
14615 rs6323(;T) X 43591036 MAOA 13
14616 rs63749804(I;I) 3 37035090 MLH1
14617 rs63749816(I;I) 3 37035069 MLH1
14618 rs63749821(I;I) 2 48030585 MSH6
14619 rs63749832(I;I) 2 47639653 MSH2
14620 rs63749845(I;I) 3 37067423 MLH1
14621 rs63749850(D;D) 2 47657001 MSH2
14622 rs63749874(I;I) 2 48026756 MSH6
14623 rs63749878(I;I) 2 47703571 MSH2
14624 rs63749897(I;I) 2 47639594 MSH2



14625 rs63749913(I;I) 2 47705490 MSH2
14626 rs63749926(I;I) 3 37061870 MLH1
14627 rs63749929(I;I) 2 47702390 MSH2
14628 rs63749938(I;I) 2 48028106 MSH6
14629 rs63749942(I;I) 2 48033420 MSH6
14630 rs63749965(I;I) 3 37067239 MLH1
14631 rs63749975(I;I) 2 47707905 MSH2
14632 rs63749981(I;I) 3 37067432 MLH1
14633 rs63749983(I;I) 2 47705588 MSH2
14634 rs63750008(I;I) 2 47707883 MSH2
14635 rs63750035(I;I) 3 37089061 MLH1
14636 rs63750039(I;I) 2 47656943 MSH2
14637 rs63750046(I;I) 2 47641537 MSH2
14638 rs63750049(I;I) 7 6029554 PMS2
14639 rs63750069(I;I) 2 47637384 MSH2
14640 rs63750071(I;I) 3 37067443 MLH1
14641 rs63750081(I;I) 3 37035075 MLH1
14642 rs63750086(I;I) 2 47657030 MSH2
14643 rs63750087(I;I) 2 47630496 MSH2
14644 rs63750091(I;I) 2 47641454 MSH2
14645 rs63750094(I;I) 2 47693862 MSH2
14646 rs63750104(I;I) 2 47693880 MSH2
14647 rs63750106(D;D) 7 6027089 PMS2
14648 rs63750115(I;I) 3 37090082 MLH1
14649 rs63750122(D;D) 16 226989 HBA2 1
14650 rs63750149(I;I) 2 47705535 MSH2
14651 rs63750150(I;I) 3 37089109 MLH1
14652 rs63750233(I;I) 2 47705547 MSH2
14653 rs63750250(D;D) 7 6026564 PMS2



14654 rs63750262(I;I) 2 48033613 MSH6
14655 rs63750282(I;I) 3 37090405 MLH1
14656 rs63750293(I;I) 3 37067350 MLH1
14657 rs63750334(D;D) 2 47630475 MSH2
14658 rs63750346(I;I) 2 47705494 MSH2
14659 rs63750357(I;I) 2 48027736 MSH6
14660 rs63750362(I;I) 2 47690277 MSH2
14661 rs63750375(D;D) 3 37089056 MLH1
14662 rs63750377(I;I) 2 48030706 MSH6
14663 rs63750401(I;I) 2 47637282 MSH2
14664 rs63750408(I;I) 2 47637274 MSH2
14665 rs63750426(I;I) 2 47639603 MSH2
14666 rs63750496(I;I) 2 47656948 MSH2
14667 rs63750533(I;I) 3 37061910 MLH1
14668 rs63750545(I;I) 2 47703641 MSH2
14669 rs63750551(I;I) 2 47637396 MSH2
14670 rs63750581(I;I) 3 37035099 MLH1
14671 rs63750586(I;I) 2 47657007 MSH2
14672 rs63750589(I;I) 2 47630359 MSH2
14673 rs63750614(I;I) 2 47630364 MSH2
14674 rs63750633(I;I) 2 47698118 MSH2
14675 rs63750644(I;I) 2 47630475 MSH2
14676 rs63750645(I;I) 3 37045926 MLH1
14677 rs63750658(I;I) 3 37045940 MLH1
14678 rs63750662(D;D) 2 47693925 MSH2
14679 rs63750675(I;I) 2 47693913 MSH2
14680 rs63750682(I;I) 2 47637453 MSH2
14681 rs63750690(I;I) 2 47639624 MSH2



14682 rs63750701(I;I) 2 47641469 MSH2
14683 rs63750715(I;I) 3 37067190 MLH1
14684 rs63750722(D;D) 2 47703660 MSH2
14685 rs63750731(I;I) 2 48032835 MSH6
14686 rs63750738(I;I) 2 47693864 MSH2
14687 rs63750740(I;I) 3 37090414 MLH1
14688 rs63750745(I;I) 3 37035047 MLH1
14689 rs63750748(I;I) 3 37067399 MLH1
14690 rs63750749(I;I) 3 37067279 MLH1
14691 rs63750767(I;I) 2 48033746 MSH6
14692 rs63750786(I;I) 2 47637458 MSH2
14693 rs63750803(I;I) 2 47705561 MSH2
14694 rs63750806(I;I) 2 47702263 MSH2
14695 rs63750845(I;I) 2 47693873 MSH2
14696 rs63750854(D;D) 2 48026544 MSH6
14697 rs63750885(I;I) 2 47641514 MSH2
14698 rs63750896(I;I) 2 47705505 MSH2
14699 rs63750904(I;I) 2 48027841 MSH6
14700 rs63750933(I;I) 2 47637379 MSH2
14701 rs63750940(D;D) 2 48027973 MSH6
14702 rs63750945(I;I) common in clinvar 11 5248004 HBB 1
14703 rs63750955(I;I) 2 48025773 MSH6
14704 rs63750960(I;I) 2 47702293 MSH2
14705 rs63750962(I;I) 3 37061838 MLH1
14706 rs63750971(I;I) 3 37092027 MLH1
14707 rs63751015(D;D) 3 37067299 MLH1
14708 rs63751056(I;I) 2 47630440 MSH2
14709 rs63751090(I;I) 2 48026702 MSH6
14710 rs63751115(I;I) 2 47641496 MSH2



14711 rs63751129(I;I) 2 47702213 MSH2
14712 rs63751131(I;I) 3 37035082 MLH1
14713 rs63751142(I;I) 2 47657026 MSH2
14714 rs63751143(I;I) 2 47705495 MSH2
14715 rs63751158(I;I) 2 47635583 MSH2

14716 rs63751167(D;D) 2 48027082 MSH6
14717 rs63751169(I;I) 2 47656996 MSH2
14718 rs63751192(I;I) 2 47657023 MSH2
14719 rs63751200(D;D) 3 37090087 MLH1
14720 rs63751219(I;I) 2 47656932 MSH2
14721 rs63751240(I;I) 3 37089090 MLH1
14722 rs63751247(I;I) 3 37089130 MLH1
14723 rs63751259(I;I) 3 37061855 MLH1
14724 rs63751301(I;I) 3 37090064 MLH1
14725 rs63751319(I;I) 2 48033629 MSH6
14726 rs63751327(I;I) 2 48032124 MSH6
14727 rs63751435(I;I) 3 37070356 MLH1
14728 rs63751447(I;I) 2 47707878 MSH2
14729 rs63751453(I;I) 2 47703635 MSH2
14730 rs63751639(I;I) 3 37089162 MLH1
14731 rs63751652(I;I) 3 37090504 MLH1
14732 rs63751653(I;I) 3 37053353 MLH1
14733 rs6387(A;A) 8 143958427 CYP11B1 3
14734 rs6465084(A;A) 7 86403475 GRM3 8
14735 rs6489188(C;T) 12 122660776 LRRC43 1
14736 rs6511435(T;T) 19 10214492 ANGPTL6 1
14737 rs6520278(;T) X 47447924 SYN1 1
14738 rs6521038(;A) X 45632816 1



14739 rs6521054(;C) X 45734351
14740 rs6526342(;A) X 23799738 SAT1 4
14741 rs6526555(;A) X 26369899 1
14742 rs6530605(;T) Y 14598808 XGPY
14743 rs6591255(A;T) 11 67349548 GSTP1 2
14744 rs6591838(A;G) 11 63959356 STIP1 1

14745 rs6609257(;A) X 43612708 MAOA 3
14746 rs6610953(;G) X 44400186 FUNDC1 2
14747 rs6611365(;A) X 47174276 1
14748 rs6622126(;G) X 106200202 MORC4 1
14749 rs6624304(;C) X 66875756 AR 1
14750 rs6625163(;A) X 66510984 2 1.2
14751 rs6627057(;T) X 144141319 1
14752 rs6628506(;G) X 30119777 1
14753 rs6630351(;A) X 27105085 1
14754 rs6651806(;C) X 43688964 MAOB 1
14755 rs66550389(;G) X 38229107 OTC 2
14756 rs66554220(I;I) 6 29798582 HLAG 2
14757 rs66564822(;C) X 38260642 OTC 2
14758 rs66642398(;G) X 38262916 OTC 2
14759 rs66677059(;T) X 38226624 OTC 1
14760 rs6668(C;T) 7 27138183 HOTAIRM1 1
14761 rs66693137(;G) X 38226683 OTC 2
14762 rs6669582(A;A) 1 67730055 2
14763 rs66724222(;G) X 38268241 OTC 2
14764 rs66737144(;G) X 38240683 OTC 1
14765 rs66741318(;G) X 38260585 OTC 2
14766 rs66851495(;G) X 38268048 OTC 2



14767 rs66867430(;A) X 38260644 OTC 2
14768 rs6692804(A;G) 1 110108742 GNAI3
14769 rs670(G;G) 11 116708413 APOA1 7
14770 rs67016166(;T) X 38260584 OTC 2
14771 rs6706649(C;C) 2 178130071 NFE2L2 3
14772 rs67077695(;G) X 38212027 OTC 2
14773 rs67120076(;C) X 38268005 OTC 2

14774 rs67156896(;C) X 38268202 OTC 2
14775 rs6715729(A;G) 2 75425728 TACR1 1
14776 rs6721961(G;G) 2 178130037 NFE2L2 14
14777 rs67284661(;T) X 38262907 OTC 1
14778 rs67294955(;G) X 38262913 OTC
14779 rs67330615(;G) X 38268168 OTC 1
14780 rs67333670(;C) X 38268196 OTC 2
14781 rs67367843(;T) X 38260683 OTC 2
14782 rs67414444(;T) X 38271191 OTC 1
14783 rs674351(G;G) 18 48387956 1
14784 rs67468335(;T) X 38271154 OTC 2
14785 rs67486158(;G) X 38226614 OTC 2
14786 rs67501347(;C) X 38271161 OTC 2
14787 rs67651903(;G) X 38240613 OTC 2
14788 rs67752076(;A) X 38211950 OTC 2
14789 rs67839036(;G) X 38267994 OTC 3
14790 rs67890094(;G) X 38260604 OTC 2
14791 rs67939655(;A) X 38226606 OTC 2
14792 rs67954347(;T) X 38260620 OTC 2
14793 rs6797312(A;T) 2x higher stroke risk in Caucasian women 3 167487303 SERPINI1
14794 rs67993095(;A) X 38271152 OTC 2



14795 rs68026851(;G) X 38260563 OTC 3
14796 rs68033093(;A) X 38260665 OTC 2
14797 rs68058881(;G) X 38229131 OTC 2
14798 rs68170503(;G) X 38262994 OTC 2
14799 rs6867641(C;C) 5 33985857 SLC45A2 3
14800 rs6958571(A;C) 7 30485710 NOD1 4
14801 rs697829(;G) X 108867177 KCNE1L 1
14802 rs6994992(C;T) 1 8 31495581 NRG1 12 1

14803 rs7050529(;G) X 111155233 TRPC5 2
14804 rs7055196(;A) X 44104538 EFHC2 2
14805 rs7066737(;G) X 77583367 CYSLTR1 3
14806 rs7067305(;G) Y 14231292
14807 rs7067418(;G) Y 8467053
14808 rs7078(T;T) 22 36677914 MYH9 7
14809 rs709158(A;G) 3 12463176 PPARG 4
14810 rs712829(G;T) 7 55086755 EGFR 4
14811 rs7196161(A;A) 16 31110981 4
14812 rs722207(G;G) 6 152323192 ESR1 2
14813 rs724226(A;G) 7 86325374 GRM3 1
14814 rs7249320(A;C) 19 7763045 FCER2
14815 rs72547513(A;A) 15 75042637 CYP1A2 1 2
14816 rs72552295(;T) X 38211951 OTC
14817 rs72552296(;G) X 38211952 OTC
14818 rs72552297(;D) X 38211977 OTC
14819 rs72552298(;I) X 38211989 OTC
14820 rs72552299(;I) X 38212002 OTC
14821 rs72552300(;C) X 38212016 OTC
14822 rs72552301(;A) X 38212030 OTC



14823 rs72552302(;G) X 38212031 OTC
14824 rs72554303(;C) X 38226541 OTC
14825 rs72554304(;C) X 38226560 OTC
14826 rs72554305(;C) X 38226572 OTC
14827 rs72554306(;G) X 38226581 OTC
14828 rs72554308(;G) X 38226585 OTC 1
14829 rs72554310(;C) X 38226597 OTC
14830 rs72554311(;C) X 38226599 OTC
14831 rs72554312(;T) X 38226600 OTC 1

14832 rs72554313(;I) X 38226601 OTC
14833 rs72554315(;T) X 38226609 OTC
14834 rs72554316(;A) X 38226611 OTC
14835 rs72554317(;A) X 38226621 OTC
14836 rs72554318(;A) X 38226622 OTC
14837 rs72554319(;T) X 38226629 OTC
14838 rs72554320(;T) X 38226633 OTC
14839 rs72554321(;T) X 38226636 OTC
14840 rs72554322(;G) X 38226640 OTC
14841 rs72554323(;C) X 38226645 OTC
14842 rs72554324(;T) X 38226654 OTC
14843 rs72554325(;T) X 38226666 OTC
14844 rs72554326(;C) X 38226671 OTC
14845 rs72554327(;G) X 38229048 OTC
14846 rs72554328(;T) X 38229059 OTC
14847 rs72554329(;G) X 38229063 OTC
14848 rs72554330(;C) X 38229064 OTC
14849 rs72554331(;G) X 38229068 OTC 2
14850 rs72554332(;A) X 38229070 OTC



14851 rs72554333(;G) X 38229072 OTC
14852 rs72554334(;D) X 38229075 OTC
14853 rs72554335(;T) X 38229077 OTC
14854 rs72554336(;G) X 38229079 OTC
14855 rs72554337(;G) X 38229080 OTC
14856 rs72554338(;G) X 38229091 OTC 1
14857 rs72554339(;A) X 38229096 OTC
14858 rs72554340(;A) X 38229100 OTC
14859 rs72554341(;G) X 38229101 OTC
14860 rs72554342(;T) X 38229102 OTC
14861 rs72554343(;I) X 38229103 OTC
14862 rs72554344(;A) X 38229109 OTC
14863 rs72554345(;G) X 38229113 OTC 2
14864 rs72554346(;T) X 38229116 OTC
14865 rs72554347(;G) X 38229124 OTC
14866 rs72554348(;G) X 38229135 OTC
14867 rs72554350(;C) X 38240601 OTC
14868 rs72554351(;G) X 38240610 OTC
14869 rs72554352(;G) X 38240612 OTC
14870 rs72554353(;I) X 38240623 OTC
14871 rs72554355(;I) X 38240660 OTC
14872 rs72554356(;C) X 38240670 OTC
14873 rs72554357(;I) X 38240671 OTC
14874 rs72554358(;A) X 38240673 OTC
14875 rs72554359(;T) X 38240684 OTC
14876 rs72554649(;C) X 77284768 ATP7A 1
14877 rs72554652(;G) X 77284886 ATP7A 1
14878 rs72556251(;I) X 38260531 OTC
14879 rs72556252(;T) X 38260533 OTC



14880 rs72556253(;T) X 38260535 OTC
14881 rs72556255(;I) X 38260544 OTC
14882 rs72556256(;C) X 38260545 OTC
14883 rs72556257(;A) X 38260548 OTC
14884 rs72556258(;G) X 38260550 OTC
14885 rs72556259(;T) X 38260557 OTC
14886 rs72556260(;G) X 38260559 OTC
14887 rs72556261(;T) X 38260566 OTC
14888 rs72556262(;A) X 38260571 OTC
14889 rs72556263(;C) X 38260578 OTC
14890 rs72556264(;I) X 38260590 OTC
14891 rs72556265(;T) X 38260593 OTC
14892 rs72556266(;C) X 38260596 OTC
14893 rs72556267(;G) X 38260601 OTC 1
14894 rs72556268(;C) X 38260605 OTC
14895 rs72556269(;T) X 38260617 OTC
14896 rs72556270(;A) X 38260622 OTC
14897 rs72556272(;G) X 38260626 OTC
14898 rs72556273(;T) X 38260631 OTC
14899 rs72556274(;C) X 38260632 OTC
14900 rs72556275(;G) X 38260634 OTC
14901 rs72556276(;T) X 38260645 OTC
14902 rs72556277(;C) X 38260646 OTC
14903 rs72556278(;C) X 38260647 OTC
14904 rs72556279(;A) X 38260655 OTC
14905 rs72556280(;C) X 38260657 OTC
14906 rs72556281(;G) X 38260661 OTC
14907 rs72556282(;T) X 38260667 OTC



14908 rs72556283(;A) X 38260668 OTC
14909 rs72556284(;C) X 38260674 OTC
14910 rs72556285(;I) X 38260673 OTC
14911 rs72556286(;T) X 38260677 OTC
14912 rs72556287(;G) X 38260681 OTC
14913 rs72556288(;G) X 38260682 OTC
14914 rs72556289(;A) X 38262869 OTC
14915 rs72556290(;A) X 38262872 OTC
14916 rs72556291(;A) X 38262875 OTC
14917 rs72556292(;T) X 38262877 OTC
14918 rs72556293(;A) X 38262878 OTC
14919 rs72556294(;G) X 38262892 OTC
14920 rs72556295(;G) X 38262893 OTC
14921 rs72556296(;C) X 38262901 OTC
14922 rs72556297(;T) X 38262902 OTC
14923 rs72556301(;G) X 38262919 OTC
14924 rs72556302(;G) X 38262920 OTC
14925 rs72558185(I;I) 10 96541656 CYP2C19
14926 rs72558403(;A) X 38262923 OTC
14927 rs72558404(;C) X 38262924 OTC
14928 rs72558405(;A) X 38262925 OTC
14929 rs72558406(;A) X 38262926 OTC
14930 rs72558407(;T) X 38262932 OTC
14931 rs72558408(;C) X 38262934 OTC
14932 rs72558409(;A) X 38262935 OTC
14933 rs72558410(;C) X 38262938 OTC
14934 rs72558411(;A) X 38262943 OTC
14935 rs72558412(;T) X 38262947 OTC 1
14936 rs72558414(;G) X 38262950 OTC



14937 rs72558415(;C) X 38262951 OTC
14938 rs72558416(;G) X 38262952 OTC
14939 rs72558417(;C) X 38262956 OTC
14940 rs72558418(;A) X 38262958 OTC
14941 rs72558420(;C) X 38262970 OTC
14942 rs72558421(;C) X 38262973 OTC
14943 rs72558422(;I) X 38262975 OTC
14944 rs72558425(;C) X 38262988 OTC
14945 rs72558426(;C) X 38262989 OTC
14946 rs72558427(;T) X 38262995 OTC

14947 rs72558428(;C) X 38268004 OTC
14948 rs72558429(;C) X 38268029 OTC
14949 rs72558430(;G) X 38268031 OTC
14950 rs72558431(;T) X 38268050 OTC 1
14951 rs72558432(;A) X 38268051 OTC
14952 rs72558433(;A) X 38268127 OTC
14953 rs72558435(;C) X 38268136 OTC
14954 rs72558437(;C) X 38268151 OTC
14955 rs72558439(;I) X 38268170 OTC
14956 rs72558440(;A) X 38268175 OTC
14957 rs72558441(;T) X 38268190 OTC
14958 rs72558442(;G) X 38268198 OTC
14959 rs72558443(;A) X 38268199 OTC
14960 rs72558444(;A) X 38268201 OTC
14961 rs72558445(;T) X 38268204 OTC
14962 rs72558446(;G) X 38268205 OTC
14963 rs72558447(;G) X 38268206 OTC
14964 rs72558448(;A) X 38268210 OTC



14965 rs72558449(;T) X 38268214 OTC
14966 rs72558451(;C) X 38268219 OTC
14967 rs72558452(;I) X 38268228 OTC
14968 rs72558453(;I) X 38268229 OTC
14969 rs72558454(;C) X 38268240 OTC 1
14970 rs72558456(;G) X 38268278 OTC
14971 rs72558457(;I) X 38271122 OTC
14972 rs72558458(;I) X 38271129 OTC
14973 rs72558459(;I) X 38271136 OTC
14974 rs72558460(;I) X 38271139 OTC
14975 rs72558461(;G) X 38271140 OTC

14976 rs72558462(;A) X 38271150 OTC
14977 rs72558463(;C) X 38271151 OTC
14978 rs72558464(;G) X 38271155 OTC
14979 rs72558466(;G) X 38271175 OTC
14980 rs72558467(;A) X 38271176 OTC
14981 rs72558469(;I) X 38271187 OTC
14982 rs72558470(;G) X 38271190 OTC
14983 rs72558471(;T) X 38271194 OTC
14984 rs72558472(;C) X 38271200 OTC
14985 rs72558473(;C) X 38271205 OTC
14986 rs72558474(;G) X 38271206 OTC
14987 rs72558475(;C) X 38271209 OTC
14988 rs72558476(;G) X 38271223 OTC
14989 rs72558477(;G) X 38271229 OTC
14990 rs72558478(;A) X 38271235 OTC
14991 rs72558479(;A) X 38271238 OTC
14992 rs72558480(;T) X 38271241 OTC



14993 rs72558481(;G) X 38271242 OTC
14994 rs72558482(;G) X 38271243 OTC
14995 rs72558483(;G) X 38271253 OTC
14996 rs72558484(;T) X 38271254 OTC
14997 rs72558485(;C) X 38280273 OTC
14998 rs72558487(;G) X 38280279 OTC
14999 rs72558488(;G) X 38280285 OTC
15000 rs72558489(;T) X 38280288 OTC
15001 rs72558490(;T) X 38280292 OTC
15002 rs72558491(;C) X 38280298 OTC
15003 rs72558492(;A) X 38280304 OTC
15004 rs72558493(;C) X 38280309 OTC

15005 rs72558494(;C) X 38280312 OTC
15006 rs72558495(;T) X 38280331 OTC
15007 rs72558496(;I) X 38212029 OTC
15008 rs7258846(G;T) 19 1389064 NDUFS7
15009 rs72664205(I;I) 16 16297265 ABCC6
15010 rs72664226(I;I) 16 16297305 ABCC6 1
15011 rs72664227(I;I) 16 16276736 ABCC6 1
15012 rs72664228(I;I) 16 16276732 ABCC6 1
15013 rs72664229(I;I) 16 16272748 ABCC6 1
15014 rs72664230(I;I) 16 16259678 ABCC6 1
15015 rs72664231(D;D) 16 16257011 ABCC6 1
15016 rs72664235(I;I) 16 16251520 ABCC6 1
15017 rs72664237(I;I) 16 16248589 ABCC6 1
15018 rs72664239(I;I) 16 16244503 ABCC6 1
15019 rs72689236(T;T) 3
15020 rs7270785(T;T) 20 36791619 TGM2 1



15021 rs7323281(A;G) 13 33627760 KL 1
15022 rs7387(A;T) 5 79924791 DHFR 1
15023 rs739398(A;C) 9 136516570 DBH 2
15024 rs74315109(D;D) 16 16244526 ABCC6 1
15025 rs74315158(D;D) 16 16276766 ABCC6 1
15026 rs7501477(G;G) 17 76926276 2
15027 rs750332(A;A) 6 31607050 BAT3 3
15028 rs750841(;A) X 151465718 GABRA3 1
15029 rs751229(C;C) 1 231768539 DISC1 3 2
15030 rs754203(T;T) 14 100157967 CYP46A1 6
15031 rs7542281(C;C) 1 169536439 F5 1
15032 rs7543618(C;T) 1 169711326 1
15033 rs7583463(A;C) 2 224849109 SERPINE2 1

15034 rs759853(A;G) 7 134143958 AKR1B1 2
15035 rs760282(T;T) 17 40338292 HCRT 2
15036 rs762624(A;C) 6 36645588 CDKN1A 7
15037 rs7684318(C;T) 4 90655003 SNCA 4
15038 rs7702919(C;C) 5 156486591 HAVCR1 3
15039 rs7702920(G;G) 5 7096500 1
15040 rs7764472(C;G) 6 35479574 TULP1 1
15041 rs7814403(C;C) 8 36459454 1
15042 rs7852970(A;A) 9 139820421 TRAF2 1
15043 rs7861779(C;C) 9 137309461 RXRA 2 2
15044 rs7871490(G;G) 9 101913690 TGFBR1 2
15045 rs7879933(;C) X 118716987 UBE2A 1
15046 rs7884160(;G) X 125161775 1
15047 rs7885458(;T) X 6220474 2
15048 rs7890586(;G) X 99837824 TNMD 1



15049 rs7892812(;A) X 8394253 1
15050 rs7892889(;A) Y 15668070
15051 rs7892893(;T) Y 8590752
15052 rs7892900(;T) Y 7628484 RFTN1P1
15053 rs7892988(;T) Y 14692227 1
15054 rs7893015(;A) Y 16626617
15055 rs7893033(;T) Y 16199051
15056 rs7893103(;T) Y 16202267
15057 rs7893107(;A) Y 6995523
15058 rs8023462(T;T) 15 78914734 CHRNA3 5
15059 rs80338732(;T) X 106884169 PRPS1 2
15060 rs8034190(A;G) 15 47681367 SEMA6D 1
15061 rs805296(A;A) 6 31622893 APOM 2
15062 rs8058696(C;G) 16 16278869 ABCC6 1

15063 rs8073069(C;G) 17 76209773 BIRC5 6
15064 rs8073782(C;C) 17 26134711 1
15065 rs8073903(C;C) 17 76209754 BIRC5 2
15066 rs8078340(G;G) 17 26129212 NOS2 3
15067 rs8126(T;T) 14 103603569 TNFAIP2 2
15068 rs8135424(G;G) 22 29085792 CHEK2 2
15069 rs8176741(C;C) 9 136131461 ABO 1
15070 rs8179021(;C) Y 15018582 DDX3Y
15071 rs8179022(;G) Y 15018459 DDX3Y
15072 rs8181264(;G) Y 17881230
15073 rs819134(A;A) 20 32873619 AHCY
15074 rs819171(T;T) 20 32867984 AHCY
15075 rs8192288(G;G) normal 4 24796678 SOD3 3
15076 rs8192780(G;G) 10 135354125 CYP2E1 1



15077 rs822395(A;A) 3 186566807 ADIPOQ 8
15078 rs82334(A;C) 4 3225371 HTT 2
15079 rs838895(C;G) 12 125269692 SCARB1 1
15080 rs854563(G;G) 7 94948009 PON1 2
15081 rs860458(A;G) 5 142696036 NR3C1 1
15082 rs870995(A;C) 3 178913006 PIK3CA 1
15083 rs877756(;T) Y 18719565
15084 rs880213(G;G) 17 74136936 FOXJ1 2
15085 rs883484(G;G) 9 125125027 2
15086 rs884225(A;A) 7 55274084 EGFR 3
15087 rs890293(G;G) 1 60392494 CYP2J2 5
15088 rs891407(;C) Y 21843090
15089 rs895530(;T) Y 7963031
15090 rs903506(A;A) 17 37879762 ERBB2 1
15091 rs909706(G;G) 6 15660871 DTNBP1 10
15092 rs915927(A;A) 19 44057227 XRCC1 3
15093 rs917759(;C) Y 15754313
15094 rs920520(T;T) 2 44452390 PPM1B 1
15095 rs925013(T;T) 19 51353601 5
15096 rs9278(G;G) 7 150750980 CDK5 1
15097 rs9306841(;C) Y 21778998 1
15098 rs9306845(;A) Y 6941218 TBL1Y
15099 rs9306848(;C) Y 8474189
15100 rs9332131(I;I) normal 10 96709039 CYP2C9 5 2.5
15101 rs9340969(T;T) 6 152332130 ESR1 1
15102 rs9341274(;C) Y 15591445 UTY 2.5
15103 rs9341275(;C) Y 15591447 UTY
15104 rs9341278(;G) Y 15469724 UTY
15105 rs9341290(;T) Y 15020578 DDX3Y



15106 rs9341296(;C) Y 15022707 DDX3Y 1
15107 rs9341301(;C) Y 15023364 DDX3Y 1
15108 rs9341303(;G) Y 15025506 DDX3Y
15109 rs9341308(;A) Y 22738775 EIF1AY
15110 rs9341310(;C) Y 22737801 EIF1AY
15111 rs9341312(;T) Y 22741728 EIF1AY
15112 rs9341313(;T) Y 22741818 EIF1AY
15113 rs9341314(;G) Y 22741821 EIF1AY
15114 rs9341317(;T) Y 22744945 EIF1AY
15115 rs9341318(;T) Y 22745051 EIF1AY
15116 rs9341319(;C) Y 22745121 EIF1AY
15117 rs9380142(A;G) 6 29798794 HLAG 1
15118 rs9386126(T;T) 6 100836022 SIM1 1
15119 rs942793(A;A) 10 81048158 ZMIZ1 2
15120 rs9610449(T;T) 22 36611233
15121 rs9666584(A;G) 11 69589959 FGF4 2
15122 rs974276(A;A) 6 152382420 ESR1 2
15123 rs9743(;T) MT 9698 MTCO3
15124 rs9770242(A;A) 7 105926331 NAMPT 6
15125 rs9785659(;A) Y 18248698
15126 rs9785694(;G) Y 8267895
15127 rs9785702(;G) Y 18656508
15128 rs9785717(;G) Y 7771131
15129 rs9785740(;A) Y 8334875
15130 rs9785756(;G) Y 21610831
15131 rs9785865(;C) Y 22487098
15132 rs9785905(;A) Y 18097251
15133 rs9785908(;G) Y 23040647



15134 rs9785940(;C) Y 17394111
15135 rs9785959(;C) Y 17782178
15136 rs9786025(;G) Y 15021522 DDX3Y
15137 rs9786035(;G) Y 18601274
15138 rs9786043(;C) Y 15472863 UTY
15139 rs9786076(;T) Y 17844018
15140 rs9786095(;C) Y 24359931 TSPY23P
15141 rs9786126(;A) Y 17420017
15142 rs9786139(;G) Y 6753519
15143 rs9786140(;G) Y 8502236
15144 rs9786142(;T) Y 2842212 ZFY
15145 rs9786153(;T) Y 22739367 EIF1AY
15146 rs9786191(;G) Y 14804077 TTTY15
15147 rs9786197(;T) Y 21117888 TTTY14
15148 rs9786232(;T) Y 21166358 TTTY14
15149 rs9786261(;G) Y 23035132
15150 rs9786274(;G) Y 15810962
15151 rs9786283(;A) Y 18907236
15152 rs9786301(;G) Y 16338537
15153 rs9786326(;A) Y 17678693 STSP1
15154 rs9786357(;G) Y 19500107
15155 rs9786489(;G) Y 9851457
15156 rs9786502(;T) Y 21618856 BCORP1
15157 rs9786581(;T) Y 15983014 KALP
15158 rs9786634(;G) Y 14664631
15159 rs9786636(;C) Y 17311975
15160 rs9786640(;A) Y 14639427 1
15161 rs9786706(;C) Y 14698928 1
15162 rs9786707(;C) Y 8680661 TTTY11



15163 rs9786714(;A) Y 7173143 PRKY
15164 rs9786781(;G) Y 17470112 LOC100287953
15165 rs9786819(;G) Y 14197977
15166 rs9786893(;C) Y 16846439 NLGN4Y
15167 rs9826507(A;G) 3 136791386 1
15168 rs985081(;T) X 148538099 1
15169 rs9898186(C;T) 17 48278507 COL1A1 1
15170 rs9937(A;G) 11 4159457 RRM1 1
15171 rs9940825(C;T) 16 16291971 ABCC6
15172 rs9982010(A;G) 21 30568176 NCRNA00189 1
15173 rs9988642(T;T) 1 67726104 IL23R 2
15174 rs9994887(A;G) 4 69537475 UGT2B15 2
15175 rs1000735(C;G) 9 93654616 SYK 1
15176 rs1030868(C;T) 16 55516767 MMP2 1
15177 rs1034428(;C) X 122437048 GRIA3 1

15178 rs10370(A;C) 6 160101532 SOD2 1
15179 rs1040079(C;T) 6 163214027 PACRG 6
15180 rs1042157(C;T) 16 28617057 SULT1A1 2
15181 rs1042579(C;T) 20 23028724 THBD 4
15182 rs1044165(;C) X 65241726 VSIG4 2
15183 rs1044397(A;G) 20 61981104 CHRNA4 8
15184 rs1048118(;C) X 47483800 CFP 1
15185 rs1050757(;A) X 153759858 G6PD 2
15186 rs1050829(;A) X 153763492 G6PD 2 2.2
15187 rs1059702(;C) X 153284192 IRAK1 8
15188 rs1064039(A;G) 20 23618427 CST3 3
15189 rs1109324(A;C) 6 43729755 3
15190 rs1118473(;G) Y 17716251



15191 rs1137282(C;T) 12 25362777 KRAS 1
15192 rs1141608(;T) X 148582549 IDS 1
15193 rs1143639(A;G) 2 113588793 IL1B 1
15194 rs11569562(C;T) ? 19 6678753 C3 2
15195 rs11575897(;C) Y 2655180 SRY
15196 rs1163763(A;C) 12 17720768 1
15197 rs1204038(;C) X 66788225 AR 7
15198 rs1206634(;C) X 95557379 1
15199 rs1236440(;G) Y 15333149
15200 rs1263237(;C) X 73572096
15201 rs12722495(A;G) 10 6097283 IL2RA 5
15202 rs1310182(C;T) 1 114373503 PTPN22 3
15203 rs13312840(C;T) 8 90997909 NBN 2
15204 rs1511061(;A) X 66316124
15205 rs1573036(;A) X 109820068 1
15206 rs1698064(C;T) 21 33155607

15207 rs1776180(C;G) 1 242011344 EXO1 1
15208 rs17887200(A;G) 17 7571071 TP53 3
15209 rs179012(;C) X 12901562 TLR7 1
15210 rs179019(;G) X 12889969 TLR7 2
15211 rs1799732(D;I) 2 1.3x increased adenoma recurrence risk 11 113346251 DRD2 39 2
15212 rs1799836(;G) X 43627999 MAOB 12
15213 rs1799913(A;C) 11 18047255 TPH1 3 1.1
15214 rs1800012(G;T) normal 17 48277749 COL1A1 22
15215 rs1800278(;A) X 31496426 DMD 2 0.5
15216 rs1800280(;G) X 31496350 DMD
15217 rs1800498(C;T) 11 113291588 DRD2 9
15218 rs1800592(A;G) 4 141493961 2



15219 rs1800692(C;T) 12 6442346 TNFRSF1A 4
15220 rs1800801(A;G) 12 15038788 MGP 8
15221 rs1800861(A;C) 10 43613843 RET 7
15222 rs1800866(A;C) 9 34637690 SIGMAR1 2
15223 rs1801187(;A) X 32380996 DMD
15224 rs1801581(A;G) 1 94512565 ABCA4 1
15225 rs1832196(C;T) 10 94268334 IDE 4
15226 rs1839123(A;G) 2 187543374 ITGAV 1
15227 rs1934177(;C) X 50191591 DGKK
15228 rs2020934(C;T) 17 28561460 SLC6A4 2
15229 rs2064070(;A) X 43608682 3
15230 rs2069707(C;G) 12 68554288 IFNG 4
15231 rs2072743(;G) X 43599521 MAOA 3
15232 rs2073658(A;G) 1 161010762 USF1 12
15233 rs2074533(A;G) 12 48134695 RAPGEF3 1
15234 rs2075181(;C) Y 7546726 RBMY2HP
15235 rs2075822(C;T) 7 30490760 NOD1 2

15236 rs2132570(A;C) 7 45962463 IGFBP3 6
15237 rs2223841(;A) X 66570171 2
15238 rs2227098(;A) X 122494962 GRIA3 1
15239 rs2227501(A;C) 12 68643959 IL22 1
15240 rs2228014(C;T) 2 136873084 CXCR4 7
15241 rs2230037(;C) X 153760654 G6PD 1
15242 rs2234036(;G) X 105279368 SERPINA7 1
15243 rs2235186(;C) X 43595428 MAOA 2
15244 rs2238135(C;G) ? 12 48278190 VDR 6
15245 rs2239557(C;G) 14 74551970 LIN52 1
15246 rs2244613(A;C) 16 55844609 CES1 1



15247 rs2268588(;T) Y 24510581
15248 rs2268591(;C) Y 24464597 WAC
15249 rs2276736(C;T) 3 148425873 AGTR1 3
15250 rs2293657(A;T) 12 66605006 IRAK3 1
15251 rs2295632(A;C) 1 46879562 FAAH 3
15252 rs235754(C;G) 20 6767677 BMP2 1
15253 rs242941(G;T) normal 17 43892520 CRHR1 8
15254 rs2440(C;T) 2 217070766 XRCC5 2
15255 rs2538991(G;T) None 7 147579619 CNTNAP2 1
15256 rs2540475(C;T) 12 96441293 3

15257 rs25532(C;T) may be part of a haplotype associated with
OCD 17 28564170 SLC6A4 6

15258 rs2631367(C;G) Increased risk for Crohn's Disease 5 131705458 SLC22A5 18
15259 rs2652510(A;G) 5 1447860 2
15260 rs2652511(C;T) 5 1446389 SLC6A3 9
15261 rs2672598(A;G) 10 124220682 HTRA1 3
15262 rs2736109(A;G) 5 1296759 TERT 3
15263 rs279871(A;G) 4 46305733 GABRA2 12
15264 rs2806489(;G) X 77583448 CYSLTR1 3

15265 rs28933668(;C) X 154194797 F8 1 3
15266 rs28933669(;T) X 154194798 F8 1 3
15267 rs28933670(;T) X 154194758 F8 1 3
15268 rs28933671(;A) X 154194746 F8 1 3
15269 rs28933673(;G) X 154158896 F8 1 3
15270 rs28933675(;C) X 154133142 F8 1 3
15271 rs28933676(;A) X 154133139 F8 1 3
15272 rs28933677(;C) X 154133114 F8 1 3
15273 rs28933679(;A) X 154132786 F8 1 3
15274 rs28933680(;C) X 154132768 F8 1 2



15275 rs28933681(;G) X 154132676 F8 1 3
15276 rs28933682(;A) X 154132357 F8 1 3
15277 rs28933685(;A) X 43817891 NDP 1
15278 rs28933688(;G) X 105280653 SERPINA7 1
15279 rs28933689(;T) X 105280703 SERPINA7 1
15280 rs28934611(;T) X 10417535 MID1 1
15281 rs28934904(;C) X 153296882 MECP2 6
15282 rs28934905(;T) X 153296815 MECP2 1
15283 rs28934907(;C) X 153297719 MECP2 2
15284 rs28934908(;C) X 153296860 MECP2 7
15285 rs28935168(;C) X 153297737 MECP2 1
15286 rs28935171(;G) X 20173553 RPS6KA3 1
15287 rs28935203(;A) X 154156969 F8 1 2
15288 rs28935468(;C) X 153296363 MECP2 2
15289 rs28935470(;G) X 153595873 FLNA 1
15290 rs28935473(;C) X 153588567 FLNA 3
15291 rs28935474(;C) X 2852911 ARSE 2 2
15292 rs28935475(;C) X 53459034 HSD17B10 2
15293 rs28935476(;C) X 53459058 HSD17B10 1

15294 rs28935477(;C) X 49107902 FOXP3 1
15295 rs28935479(;G) X 25031256 ARX 1
15296 rs28935480(;G) X 47486219 CFP 1
15297 rs28935481(;A) X 30322790 NR0B1 1
15298 rs28935482(;G) X 30326608 NR0B1 1 2
15299 rs28935485(;C) X 100653522 GLA 1
15300 rs28935486(;A) X 100653783 GLA 1
15301 rs28935487(;A) X 100653777 GLA 1
15302 rs28935489(;C) X 100653467 GLA 1



15303 rs28935490(;G) X 100653420 GLA 2
15304 rs28935491(;C) X 100653378 GLA 1
15305 rs28935492(;G) X 100653374 GLA 1
15306 rs28935493(;G) X 100653062 GLA 1
15307 rs28935494(;G) X 100653006 GLA 1
15308 rs28935495(;A) X 100653542 GLA 1
15309 rs28935497(;G) X 54482666 FGD1 1
15310 rs28935499(;G) X 154194800 F8 1
15311 rs28937272(;A) X 154194357 F8 1 3
15312 rs28937282(;C) X 154185254 F8 1 3
15313 rs28937285(;G) X 154159850 F8 1 3
15314 rs28937287(;T) X 154134745 F8 1 3
15315 rs28937289(;G) X 154134732 F8 1 3
15316 rs28937312(;T) X 105279259 SERPINA7 1
15317 rs2963238(A;C) 5 1444427 SLC6A3 1
15318 rs3024492(A;T) 1 206944112 IL10 5
15319 rs3027172(C;T) 17 8055723 PER1 1
15320 rs3027802(;C) X 111007515 1
15321 rs3087742(;T) MT 73 MTRNR1
15322 rs3091244(C;T) 1 159684665 CRP 13
15323 rs320995(;C) X 77528317 CYSLTR1 4
15324 rs33910054(;G) X 49061742 CACNA1F
15325 rs34078768(;C) Y 21868863 KDM5D
15326 rs34283263(;C) Y 22178569
15327 rs35040605(;C) Y 7400278
15328 rs35169834(;C) Y 21628300 BCORP1
15329 rs35247789(;G) Y 21869923 KDM5D
15330 rs35474657(;C) X 115304504 AGTR2 1
15331 rs35594137(A;G) 1 147245497 GJA5 1



15332 rs35815655(;G) Y 6736443 AMELY
15333 rs36101366(;A) X 154064493 F8 1
15334 rs3730358(C;T) 14 105246407 AKT1 6
15335 rs3740058(C;T) 10 101655982 DNMBP 2
15336 rs3748067(A;G) 6 52055339 IL17A 4
15337 rs3761547(;A) X 49118461 FOXP3 2
15338 rs3761548(;A) X 49118241 FOXP3 15
15339 rs3761549(;C) X 49117345 FOXP3 5
15340 rs3763463(C;G) 7 108097491 NRCAM 1
15341 rs3764885(;T) X 23801593 SAT1
15342 rs3772622(A;G) 3 148435753 AGTR1 2
15343 rs3772627(C;T) 3 148430254 AGTR1 2
15344 rs3772630(A;G) 3 148426472 AGTR1 2
15345 rs3772633(A;G) 3 148418168 AGTR1 2
15346 rs3780422(A;G) 9 101142804 GABBR2 1
15347 rs3788766(;C) X 115566839 CXorf61 1
15348 rs3788848(;A) X 129199812 ELF4 1
15349 rs3788853(;G) X 128870791 XPNPEP2 3
15350 rs379742(;C) X 105493919 1
15351 rs3800779(G;T) 7 150671214 KCNH2 1
15352 rs3808330(A;G) 7 155256007 EN2 1
15353 rs3810682(;G) X 50653775 BMP15 4
15354 rs381365(;C) X 145748908 1
15355 rs3813932(;T) X 118220720 KIAA1210 1
15356 rs3816659(C;T) 5 1317820 CLPTM1L 1
15357 rs3827440(;G) X 78426988 GPR174 1
15358 rs3834129(D;I) 2 202097532 CASP8 18
15359 rs3848982(;G) Y 21717208



15360 rs3853054(;C) Y 8679843 TTTY11
15361 rs3894(;C) Y 19096363 1
15362 rs3895(;A) Y 2744628
15363 rs3897(;T) Y 18571026
15364 rs3917356(A;G) 2 113592363 IL1B 4
15365 rs414960(;C) X 53521570 1
15366 rs45450798(C;G) 18 12792940 PTPN2 1
15367 rs471205(;G) X 66238317 1
15368 rs4742(C;T) 4 183815688 DCTD 1
15369 rs495484(A;T) 18 10535060 NAPG 2
15370 rs497068(C;T) 4 46250677 GABRA2
15371 rs498177(;T) X 113824690 HTR2C 1
15372 rs498207(;T) X 113818116 HTR2C 1
15373 rs5030656(D;I) 2 carrier of one CYP2D6*9 allele 22 42524176 CYP2D6 1 2
15374 rs518147(;C) X 113818582 HTR2C 4
15375 rs518329(;A) X 23695236 PRDX4 1
15376 rs521018(;A) X 113817908 HTR2C 1
15377 rs52812045(;C) Y 21154426 CD24P4 1
15378 rs530501(;A) X 148567451 IDS 1
15379 rs5516(C;G) 19 51323473 KLK1 4
15380 rs5744455(C;T) 5 140013307 CD14 3
15381 rs61748392(;A) X 153296869 MECP2 1
15382 rs61748396(;C) X 153296856 MECP2 2
15383 rs61748408(;C) X 153296811 MECP2
15384 rs61748421(;C) X 153296777 MECP2 2
15385 rs61749715(;C) X 153296605 MECP2 2
15386 rs61749721(;C) X 153296516 MECP2 2
15387 rs61749724(;C) X 153296668 MECP2
15388 rs61749747(;C) X 153296549 MECP2



15389 rs61750240(;C) X 153296471 MECP2 2
15390 rs61750241(;I) X 153296473 MECP2
15391 rs61751362(;C) X 153296399 MECP2 2 2.5
15392 rs61751370(;G) X 153296381 MECP2 1
15393 rs61751439(;C) X 153296370 MECP2 1
15394 rs61751445(;C) X 153296347 MECP2 1
15395 rs61751449(;C) X 153296315 MECP2 1
15396 rs61753965(;C) X 153296063 MECP2 1
15397 rs61753971(;G) X 153295997 MECP2 1
15398 rs62626305(;G) X 53458393 HSD17B10 2
15399 rs62638632(;A) X 38182200 RPGR
15400 rs62638634(;G) X 38182174 RPGR 1
15401 rs62638644(;T) X 38178162 RPGR 1
15402 rs62642057(;G) X 38163999 RPGR 1
15403 rs6295(C;G) 5 63258565 HTR1A 55
15404 rs63094662(;G) X 153296099 MECP2
15405 rs6413429(G;T) 5 1447027 SLC6A3 4
15406 rs680(A;G) 11 2153634 IGF2 6
15407 rs689465(A;G) slight increased risk for mild asthma 1 186650846 PTGS2 1
15408 rs708272(C;T) 16 56996288 CETP 33

15409 rs710968(C;T) 7 73497728 LIMK1 1
15410 rs72554634(;T) X 74291351 ABCB7 2
15411 rs72554664(;G) X 153760472 G6PD 1
15412 rs753482(G;T) 7 150706383 NOS3 4
15413 rs766420(;G) X 153554404 TKTL1 2
15414 rs7982(C;T) 8 27462481 CLU 3
15415 rs8176719(D;I) 9 136132908 ABO 10
15416 rs8192935(C;T) 16 55861794 CES1 1



15417 rs827422(C;T) 6 152156728 ESR1 1
15418 rs851797(C;T) 1 242053042 EXO1 4
15419 rs885945(A;G) 6 29696852 LOC285830 1
15420 rs8896(;C) MT 8269 MTATP6
15421 rs909525(;A) X 43553202 MAOA 5 2
15422 rs925391(;C) X 66340437 3
15423 rs938059(;T) X 66336727
15424 rs962458(;T) X 66745964 7
15425 rs998424(C;T) 16 55731946 SLC6A2 5
15426 rs12339210(C;C) 9 117170241 DFNB31 1
15427 rs2268494(A;A) 3 8802046 OXTR 5
15428 rs315951(C;C) 2 113890586 IL1RN 9
15429 rs3743078(G;G) 15 78894759 CHRNA3 10
15430 rs684513(G;G) 15 78858400 CHRNA5 2
15431 rs10502289(A;A) 18 676789 ENOSF1 1
15432 rs1834481(C;C) 11 112023827 IL18 2
15433 rs1452928(G;G) 11 84822321 DLG2 1
15434 rs1978237(C;C) 19 5209641 PTPRS 2
15435 rs1859767(T;T) 7 108088323 NRCAM 1
15436 rs380092(T;T) 2 113888900 IL1RN 8
15437 rs7708392(C;C) 5 150457485 TNIP1 4

15438 rs2298581(C;C) 18 677931 ENOSF1 1
15439 rs3887954(G;G) 12 53186088 KRT3
15440 rs915654(T;T) 6 31538497 LTA 3
15441 rs7746082(C;C) 6 106435269 3
15442 rs163182(C;C) 11 2844216 KCNQ1 1
15443 rs1572899(G;G) 1 231825490 DISC1 3
15444 rs3916874(C;C) 19 45856926 ERCC2 2



15445 rs11653(A;A) 7 128409580 CALU 2
15446 rs497768(C;C) 11 117750740 3
15447 rs945635(G;G) 1 157670290 FCRL3 6
15448 rs266093(C;C) 10 44866208 CXCL12 3
15449 rs2736155(G;G) 6 31605199 BAT2 1
15450 rs6997956(A;A) 8 136484390 KHDRBS3 1
15451 rs1234314(G;G) 1 173177392 TNFSF4 6
15452 rs3740199(C;C) 10 128019025 ADAM12 3
15453 rs11695471(A;A) 2 25457708 DNMT3A
15454 rs2067085(G;G) 16 50733859 NOD2 3
15455 rs198844(C;C) 6 26108282 HIST1H1T 1
15456 rs7326018(T;T) 1.8x increased risk for multiple sclerosis 13 90365922
15457 rs987106(T;T) 5 35875593 IL7R 4
15458 rs1884679(A;A) 14 92843562 SLC24A4 1
15459 rs11959928(A;A) 5 39397132 DAB2 1
15460 rs1853883(C;C) 1 196881600 CFHR4 4
15461 rs2033547(A;A) 15 100214958 MEF2A
15462 rs283566(G;G) 6 51058721 1
15463 rs7635818(C;C) 3 74783476 3
15464 rs8043757(A;A) 16 53813450 FTO 2
15465 rs1363364(A;A) 19 35308340 LOC400685 2
15466 rs228589(A;A) 11 108093208 NPAT 5

15467 rs2853209(A;A) 20 3651472 ADAM33 7
15468 rs133946(C;C) 22 33403278 SYN3 2
15469 rs665691(C;C) 1 22960354 1
15470 rs12520799(A;A) 5 134782450 C5orf20 3
15471 rs1558902(T;T) 16 53803574 FTO 20
15472 rs878945(C;C) 3 15509327 COLQ



15473 rs2848745(G;G) 18 39057725
15474 rs12936231(G;G) 17 38029120 ZPBP2 3
15475 rs1495377(G;G) 1.5x risk 12 71577101 3
15476 rs2073524(A;A) 6 33290547 DAXX 2
15477 rs2605593(G;G) 11 93206897 1
15478 rs7574920(G;G) 2 31585649 XDH 1
15479 rs4916041(T;T) 1 65782658 DNAJC6 1
15480 rs590688(C;C) 11 100975974 PGR 2
15481 rs6672420(T;T) 1 25291010 RUNX3 1
15482 rs7568458(T;T) 2 85788175 GGCX 2
15483 rs624366(C;C) 11 108154097 ATM 5
15484 rs12986413(A;A) 19 2170954 DOT1L 2
15485 rs458046(T;T) 9 127952648 PPP6C 3
15486 rs342293(C;C) 7 106372219 5
15487 rs9912468(C;C) 17 64318357 PRKCA 1
15488 rs1165205(T;T) 1 normal 6 25870542 SLC17A3 8 1.5
15489 rs1612122(A;A) 10 29291898 1
15490 rs2296545(C;C) 10 90342837 RNLS 5
15491 rs1878672(G;G) 1 206943713 IL10 4
15492 rs1183201(A;A) 6 25823444 SLC17A1 3
15493 rs1062033(G;G) 15 51547938 CYP19A1 4
15494 rs17189632(T;T) 9 104368002 GRIN3A 1
15495 rs4958803(G;G) 5 154794480

15496 rs1378810(T;T) 3 132254090 DNAJC13
15497 rs4251513(C;C) 12 44174204 IRAK4 3
15498 rs10761670(T;T) 10 64612114 1
15499 rs8041863(T;T) 15 89359689 ACAN 1
15500 rs13194995(T;T) 6 56470551 DST



15501 rs135745(C;C) 22 38683637 6
15502 rs324981(A;A) 7 34818113 NPSR1 14
15503 rs7047636(C;C) 9 102579467 1
15504 rs2235617(G;G) 20 48554977 RNF114 4
15505 rs1264511(G;G) 6 30413972 2
15506 rs8191992(A;A) 7 136701308 CHRM2 2
15507 rs874881(C;C) 1 17660499 PADI4 7
15508 rs4646406(T;T) 17 17417169 PEMT 2
15509 rs7299940(G;G) 12 131390754 2
15510 rs10882102(G;G) 10 94466495 1
15511 rs5335(G;G) >1.19x risk for hypertension 4 148463840 EDNRA 3
15512 rs1989754(G;G) 8 16858475 FGF20 1
15513 rs4766578(A;A) 12 111904371 ATXN2 1
15514 rs2071888(G;G) 6 33272855 TAPBP 3
15515 rs11739135(G;G) 5 131733397 IBD5 8
15516 rs10797919(G;G) 1 183852914 RGL1 2
15517 rs335251(C;C) 8 18647338 PSD3 1
15518 rs3747532(G;G) 9 14722477 CER1 1
15519 rs7139166(C;C) 12 48300334 VDR 3
15520 rs4919621(T;T) 10 103998671 PITX3 10
15521 rs13117504(C;C) 4 110658856 1
15522 rs2115763(T;T) 11 112051169 BCO2 1
15523 rs4760820(C;C) 12 72396996 TPH2 3
15524 rs1466113(G;G) 17 71165318 SSTR2 3

15525 rs416603(A;A) 16 11364079 TNP2 2
15526 rs12164089(G;G) 7 126633169 GRM8 1
15527 rs9929635(A;A) 16 79100559 WWOX 2
15528 rs9309413(G;G) highest sphingomyelin values 2 68570772 2



15529 rs3802905(C;C) 11 124749584 ROBO3 1
15530 rs9574(G;G) normal risk for VTE 20 33764632 PROCR 3
15531 rs1049434(A;A) 1 113456546 SLC16A1 2
15532 rs244960(T;T) 5 155351261 1
15533 rs2293152(G;G) 17 40481529 STAT3 16
15534 rs179997(A;A) 6 16318633 ATXN1 1
15535 rs2068330(G;G) 2 163237390 KCNH7 7
15536 rs2548003(G;G) 5 28747323 2
15537 rs7447815(C;C) 5 1240757 SLC6A18 1
15538 rs17221417(C;C) normal 16 50739582 NOD2 1 2
15539 rs760805(T;T) normal 1 25251923 RUNX3 3
15540 rs2235375(G;G) 1 209965587 IRF6 2
15541 rs323149(T;T) 7 78322653 MAGI2 1
15542 rs3753395(A;A) 1 196686652 CFH 2
15543 rs2254287(G;G) 6 33143948 COL11A2 3
15544 rs4806173(C;C) 19 36024925 GAPDHS 3
15545 rs6296(G;G) 6 78172260 HTR1B 19
15546 rs1064074(C;C) 11 17519742 USH1C
15547 rs13156930(G;G) 5 44698035 1

15548 rs2710117(A;A) higher risk of speech development delay
and/or impairment 7 147601772 CNTNAP2 1

15549 rs3763978(C;C) 12 71533534 TSPAN8 1
15550 rs11649653(C;C) 16 30918487 LOC100289419 1
15551 rs10168349(G;G) 2 46360907 PRKCE 1
15552 rs1993508(G;G) 12 13532331 1
15553 rs6080699(G;G) 20 17434286 PCSK2 1
15554 rs10735781(C;C) >1.11x risk 1 93121107 EVI5 3
15555 rs12526453(C;C) 6 12927544 PHACTR1 6
15556 rs1748195(C;C) 1 63049593 DOCK7 10



15557 rs287474(A;A) 13 69275960 1
15558 rs308379(A;A) 4 123782896 FGF2 1
15559 rs1553318(G;G) 5 156479323 HAVCR1 1
15560 rs1043618(G;G) 6 31783507 HSPA1A 12
15561 rs1788799(G;G) 18 21124945 NPC1 2
15562 rs1800883(G;G) 7 154862591 HTR5A 1
15563 rs2857597(T;T) 6 31585000 BAT2 1
15564 rs3775948(G;G) 4 9995182 SLC2A9 2
15565 rs4693075(C;C) 4 84192168 COQ2 2
15566 rs805305(G;G) 6 31697387 DDAH2 7
15567 rs6680578(A;A) >1.11x risk 1 93176878 EVI5 3
15568 rs857721(T;T) 1 158612548 SPTA1 1
15569 rs958546(G;G) 13 46833717 LRRC63 2
15570 rs1799810(A;A) 2 128176040 PROC 3
15571 rs2445142(G;G) 1 22225743 HSPG2 2
15572 rs4778137(C;C) 15 28327835 OCA2 1
15573 rs602201(T;T) 18 11882268 GNAL 1
15574 rs1400544(T;T) 1 189861404 1
15575 rs2236316(G;G) 14 51224417 NIN
15576 rs3087879(G;G) 9 4586808 SLC1A1 4
15577 rs344550(C;C) 19 6682953 C3 3
15578 rs560191(G;G) 15 43767774 TP53BP1 4
15579 rs1985242(T;T) 11 113848273 HTR3A 1
15580 rs12444268(T;T) 16 20342572 UMOD 2
15581 rs1621005(C;C) 1 17662751 PADI4 1
15582 rs975833(G;G) 4 100201739 ADH1A 6
15583 rs1054486(C;C) 19 12774208 MAN2B1
15584 rs1113990(C;C) 8 28702799 INTS9 1
15585 rs2802808(C;C) 1 204966428 NFASC 2



15586 rs3911238(C;C) 2 187470344 ITGAV 2
15587 rs11670734(G;G) 19 30071031
15588 rs14133(C;C) 11 111782697 CRYAB 7
15589 rs2165738(C;C) 2 24692809 3
15590 rs4129148(G;G) common X 990180 CSF2RA 4 2
15591 rs2617160(T;T) 12 10545597 KLRK1 1
15592 rs1029047(T;T) 6 1135939 1
15593 rs1256196(A;A) 3 122359922 3
15594 rs2260863(C;C) 1 226019774 EPHX1 3
15595 rs2304865(G;G) 4 187525363 FAT1 2
15596 rs2306987(T;T) 4 187516655 FAT1 2
15597 rs34750(C;C) 5 96142806 ERAP1 1
15598 rs479632(G;G) 5 134364518 PITX1 2
15599 rs521674(A;A) 10 112835590 ADRA2A 2
15600 rs999905(C;C) 15 88563871 NTRK3 1
15601 rs17038182(G;G) 1 118868405 2
15602 rs2255543(T;T) 3 120389316 HGD
15603 rs7539542(C;C) 0.51x decreased breast cancer risk 1 202909974 ADIPOR1 6
15604 rs10493485(A;A) 1 72071129 NEGR1 2
15605 rs1077861(A;A) 16 50759547 NOD2 2
15606 rs4143815(G;G) 9 5468257 CD274 1
15607 rs10508198(G;G) 13 108942788 TNFSF13B 2
15608 rs1721082(A;A) 8 16850132 FGF20 1
15609 rs2228314(G;G) 22 42276742 SREBF2 4
15610 rs263930(G;G) 13 22238662 1
15611 rs389566(T;T) 3 148446382 AGTR1 2
15612 rs770189(G;G) 5 88088439 MEF2C 2
15613 rs9372078(A;A) 6 150913961 2
15614 rs403029(C;C) 10 8090001 1



15615 rs2471551(G;G) 7 45957055 IGFBP3 5
15616 rs4775041(G;G) highest phosphatidylethanolamine values 15 58674695 14
15617 rs761926(C;C) 2 31590785 XDH 1
15618 rs2043211(A;A) 19 48737706 CARD8 18
15619 rs2227310(C;C) 10 115489152 CASP7 6
15620 rs874040(C;C) 4 26108197 2
15621 rs10492681(G;G) 13 40807483 1
15622 rs17655(C;C) 13 103528002 ERCC5 26
15623 rs2372536(C;C) 2 216190020 ATIC 5
15624 rs8702(C;C) average 14 104152352 KLC1 2
15625 rs1049793(C;C) 7 150557665 ABP1 3
15626 rs3091312(T;T) 3 46308472 CCR3 4
15627 rs4506565(A;A) 1.9x increased risk for type2 diabetes 10 114756041 TCF7L2 24
15628 rs7944584(A;A) 11 47336320 MADD 4
15629 rs2631372(C;C) 5 131703578 SLC22A5 2
15630 rs7197068(C;C) 16 86037476 1
15631 rs2248690(A;A) 3 186330088 AHSG 5
15632 rs189897(A;A) 3 37518545 ITGA9 1
15633 rs17651507(A;A) 17 44059010 MAPT
15634 rs4290270(T;T) 12 72416235 TPH2 14
15635 rs6446482(G;G) 4 6295693 WFS1 8
15636 rs867529(G;G) 2 88913273 EIF2AK3 2
15637 rs938886(G;G) 14 20837701 TEP1 1
15638 rs12190776(C;C) 6 124302543 NKAIN2 1
15639 rs2544677(G;G) 1.6x risk 5 86399262

15640 rs7297073(G;G) 12 85345642 1
15641 rs10483639(G;G) 14 55306457 GCH1 5
15642 rs12150214(G;G) 17 28550888 SLC6A4 2



15643 rs13058338(T;T) 22 37632770 RAC2 2
15644 rs2073342(G;G) 14 21360216 RNASE3 6
15645 rs2239610(G;G) 14 81422257 TSHR 1
15646 rs27044(C;C) normal risk 5 96118852 ERAP1 16
15647 rs7154773(G;G) 14 60749118 PPM1A 1
15648 rs1113132(C;C) 11 44253403 EXT2 11
15649 rs7192086(A;A) 16 13061611 SHISA9 5
15650 rs991258(C;C) 3 101774043 1
15651 rs7922846(A;A) 10 88641501 BMPR1A 2
15652 rs2857656(G;G) 17 32582007 CCL2 3
15653 rs3783641(T;T) 14 55360139 GCH1 10
15654 rs11145338(T;T) 9 79826327 VPS13A
15655 rs17411031(C;C) 8 19852310
15656 rs17489268(T;T) 8 19852045
15657 rs2061634(G;G) 9 100105782 C9orf174
15658 rs13409348(G;G) 2 79539988 1
15659 rs7255721(C;C) 19 8669931 ADAMTS10 1
15660 rs9319321(T;T) 13 27415673 2
15661 rs10865710(C;C) 3 12353198 PPARG 9
15662 rs11594656(T;T) 10 6122009 22
15663 rs1793004(C;C) increased risk for Crohn's disease 11 20698929 NELL1 2
15664 rs1401417(G;G) 11 45880110 CRY2 3
15665 rs2304000(C;C) 8 38286811 FGFR1 1
15666 rs3024731(T;T) 13 113818708 PROZ 3
15667 rs3112562(G;G) 16 52608263 LOC643714 1
15668 rs3931914(C;C) 5 74628014 3

15669 rs540825(A;A) 6 154414446 OPRM1 5
15670 rs6000200(C;C) 22 36612258



15671 rs17641078(G;G) 9 1056959 DMRT2 1
15672 rs9316233(C;C) 13 47433355 HTR2A 2
15673 rs17408391(G;G) 4 25101584 1
15674 rs3793427(G;G) 8 17143830 VPS37A 1
15675 rs7096206(C;C) 10 54531685 MBL2 19
15676 rs255100(T;T) 7 30728908 LOC100506602 1
15677 rs12711445(C;C) 1 114853507 2
15678 rs3933331(G;G) 9 4389941 1
15679 rs2270669(C;C) 2 238243464 COL6A3 1
15680 rs3793917(G;G) 10 124219275 HTRA1 6
15681 rs390659(C;C) 6 42666164 PRPH2 1
15682 rs393548(T;T) 19 18197744 IL12RB1 4
15683 rs632148(G;G) 2 31806031 SRD5A2 4
15684 rs744154(C;C) 16 14015081 ERCC4 8
15685 rs11724368(A;A) 4 23862933 PPARGC1A 1
15686 rs2234689(G;G) 11 113278483 DRD2 1
15687 rs4638289(T;T) 11 18285774 SAA1 6
15688 rs522444(C;C) 1 170043904 KIFAP3 1
15689 rs7582694(G;G) normal 2 191970120 STAT4 4
15690 rs1884613(C;C) 20 42980415 R3HDML 8
15691 rs17036314(G;G) normal 3 12376745 PPARG 1
15692 rs1743(T;T) 7 81328481 1
15693 rs10983238(C;C) 9 119333683 ASTN2 3
15694 rs459552(T;T) 5 112176756 APC 12
15695 rs10263447(G;G) 7 34859989 NPSR1 1
15696 rs1402467(C;C) 2 108994808 SULT1C4 1
15697 rs2746073(T;T) 1 192779227 RGS2 1

15698 rs2488457(G;G) 1 114415368 PTPN22 5



15699 rs2953145(G;G) 2.1x risk 2 241515596 RNPEPL1 2
15700 rs4729189(A;A) 7 95057959 PON2 1
15701 rs4831(C;C) 3 186330969 AHSG 1
15702 rs2304207(G;G) 19 50167726 IRF3 1
15703 rs3755557(T;T) 3 119814957 GSK3B 5
15704 rs4148686(C;C) 7 117134517 CFTR 1
15705 rs4604727(C;C) 1 172090738 DNM3 1
15706 rs523349(C;C) 2 31805706 SRD5A2 15
15707 rs6787344(G;G) 3 186339841 AHSG 1
15708 rs727162(G;G) 7 34874038 NPSR1 2
15709 rs5277(G;G) 1 186648197 PTGS2 7
15710 rs10181656(C;C) normal 2 191969879 STAT4 9
15711 rs4963(C;C) 4 2916762 ADD1 1
15712 rs7040561(A;A) 9 128528978 PBX3 3
15713 rs7761731(A;A) 6 46563817 CYP39A1 1
15714 rs10515148(C;C) 5 71716928 1
15715 rs1113129(G;G) 10 96811045 CYP2C8 2
15716 rs600718(T;T) 3 101570375 NFKBIZ 1
15717 rs8052688(G;G) 16 1372183 UBE2I 2
15718 rs16998073(A;A) 4 81184341 7
15719 rs1106684(C;C) 7 131453665 GABRA5 2
15720 rs412050(G;G) 22 22307519 PPM1F 1
15721 rs11200012(T;T) 10 123332415 FGFR2 1
15722 rs3800855(G;G) 7 157985149 PTPRN2
15723 rs1154865(C;C) 12 73989837 2
15724 rs8008319(A;A) 14 35695181 KIAA0391 1
15725 rs1713239(G;G) 1 207037475 IL20 3
15726 rs2049045(G;G) 11 27694241 BDNF 8



15727 rs4590817(G;G) 10 63467553 C10orf107 1
15728 rs4711279(C;C) 6 31802465 C6orf48 1
15729 rs6720173(G;G) 2 44040401 ABCG5 4
15730 rs7177008(C;C) 15 77965200 1
15731 rs1522305(G;G) slightly increased risk for schizophrenia 12 103280756 PAH
15732 rs9657362(G;G) 8 1833801 ARHGEF10
15733 rs17374983(A;A) 1 163847340
15734 rs4750316(G;G) 10 6393260 DKFZp667F0711 5
15735 rs10423928(T;T) 19 46182304 GIPR 8
15736 rs2360997(C;C) 14 76812491 2
15737 rs594242(C;C) 13 47458052 HTR2A 3
15738 rs1059369(A;A) 19 18497141 GDF15 2
15739 rs10968280(T;T) 9 28011645 LINGO2 1
15740 rs1230025(T;T) 4 100186376 LOC100507053 4
15741 rs34259(G;G) 12 109551233 2
15742 rs6463524(G;G) 7 6036980 PMS2 1
15743 rs11609582(A;A) 12 9242623 A2M 1
15744 rs2109505(T;T) 7 87079406 ABCB4 1
15745 rs12211228(G;G) 6 408833 IRF4 2
15746 rs12225230(G;G) 11 116728630 SIK3 2
15747 rs2075818(C;C) 7 30496382 NOD1 3
15748 rs2148073(C;C) 13 43163799 TNFSF11 1
15749 rs2371685(A;A) 5 40392226 1
15750 rs3748338(A;A) 14 21167576 RNASE4 1
15751 rs9290663(A;A) 3 178429939 KCNMB2 1
15752 rs2826340(A;A) 21 21885302 2
15753 rs650439(A;A) 13 33635939 KL 3
15754 rs2257167(G;G) 21 34715699 IFNAR1 6
15755 rs10846744(G;G) 12 125312425 SCARB1 7



15756 rs877776(C;C) 1 152178018 OR4R2P 2
15757 rs4740294(G;G) 9 134473021 RAPGEF1
15758 rs2272127(C;C) 2 103039873 IL18RAP 1
15759 rs840617(T;T) 2 188230333 CALCRL 1
15760 rs11202222(C;C) 10 88602486 BMPR1A 2
15761 rs509208(C;C) 3 166014469 2
15762 rs1412488(G;G) 9 97780363 C9orf3 1
15763 rs3093135(T;T) 19 16004371 CYP4F2 4
15764 rs3740393(G;G) 10 104636655 AS3MT 3
15765 rs7915663(T;T) 10 87914036 GRID1 1
15766 rs1063539(G;G) 3 186575392 ADIPOQ 5
15767 rs11515(C;C) 9 21968199 CDKN2A 14
15768 rs11881940(A;A) normal form 19 41808432 HNRNPUL1 3
15769 rs7259004(G;G) 19 45432557 APOC1P1 1
15770 rs934079(C;C) 12 115042551
15771 rs414580(A;A) 8 16035302 MSR1 1
15772 rs622525(T;T) 1 20979818 DDOST 1
15773 rs3125(G;G) 13 47408851 HTR2A 3
15774 rs12290811(T;T) 11 79083620 ODZ4 2
15775 rs7734849(T;T) 5 82639949 XRCC4 1
15776 rs17281995(G;G) 3 121839641 CD86 7
15777 rs2228043(C;C) 5 55251931 IL6ST 2
15778 rs740347(G;G) 7 34812302 NPSR1 5
15779 rs12644671(C;C) 4 34024077 1
15780 rs2304672(C;C) 2 239186589 PER2 8
15781 rs7177192(C;C) 15 40898643 CASC5
15782 rs4752946(G;G) 11 46896908 LRP4 1
15783 rs4417527(C;C) 15 41021280 RAD51 2



15784 rs10484246(A;A) 6 9451197 2
15785 rs2236930(A;A) 2 102625880 IL1R2 1
15786 rs10801047(T;T) 1 191559356 2
15787 rs10928195(G;G) 2 144428608 ARHGAP15 1
15788 rs10214886(T;T) 6 32857419 1
15789 rs3097645(C;C) 6 32953280 1
15790 rs7272891(C;C) 20 1976818 PDYN 1

15791 rs8179183(G;G) less likely to gain weight if taking
risperidone 1 66075952 LEPR 15

15792 rs2848716(C;C) 6 31387967 MICA 4
15793 rs1179251(C;C) 12 68645051 IL22 2
15794 rs2294213(C;C) 20 44540692 PLTP 2
15795 rs2066807(G;G) 12 56740682 STAT2 5
15796 rs7778619(C;C) 7 10149976 LOC340268 1
15797 rs1463605(C;C) 12 30113883 2
15798 rs5128(G;G) 11 116703640 APOC3 14
15799 rs1982526(A;A) 12 132239542 SFRS8
15800 rs16973487(T;T) 15 50928909 TRPM7 1
15801 rs7173321(C;C) 15 50922600 TRPM7 2
15802 rs12921846(A;A) 16 6910385 A2BP1 1
15803 rs28927680(G;G) 11 116619073 BUD13 5
15804 rs769951(G;G) 2 200731990 1
15805 rs10200894(C;C) 2 228817132 3
15806 rs17284420(G;G) 5 82713020 1
15807 rs11569017(A;A) 4 110902111 EGF 2
15808 rs1801320(G;G) 15 40987528 RAD51 9
15809 rs5742714(G;G) 12 102789852 IGF1 2
15810 rs281761(A;A) 2 200764603
15811 rs2020933(T;T) 17 28561755 SLC6A4 7



15812 rs3094093(T;T) 6 30679628 MDC1 1
15813 rs6808874(A;A) 3 119557851 GSK3B 2
15814 rs8005745(A;A) 14 62185295 HIF1A 1
15815 rs1918172(C;C) 2 156888500 APOL6 1
15816 rs746630(G;G) 14 83255205 1
15817 rs680055(G;G) 7 99457605 CYP3A43 2
15818 rs4271002(G;G) 8 18248268 NAT2 2
15819 rs6736233(G;G) 2 202118974 CASP8 1
15820 rs1803254(G;G) 19 51743144 CD33 1
15821 rs3104746(T;T) 16 52601100 LOC643714 2
15822 rs86312(G;G) 17 40696233 NAGLU
15823 rs11986220(T;T) 8 128531689 2
15824 rs11066587(C;C) 12 113979656 1
15825 rs1794265(G;G) 6 32674737 MTCO3P1 2
15826 rs10816533(G;G) 9 99539138 ZNF510 1
15827 rs2280788(C;C) 17 34207405 CCL5 11
15828 rs1805762(G;G) average 12 9097902 M6PR 1
15829 rs1058587(C;C) 19 18499422 GDF15 4
15830 rs2306986(G;G) 4 100504575 MTTP 1
15831 rs2736191(G;G) 6 31560910 NCR3 2
15832 rs3136797(C;C) 8 42226805 POLB 3
15833 rs3917991(G;G) 1 36934805 CSF3R 1
15834 rs12265684(C;C) 10 95353817 RBP4 2
15835 rs12582717(C;C) 12 21296806 SLCO1B1 1
15836 rs13306747(C;C) 3 12458274 PPARG 2
15837 rs2236405(T;T) 9 98211572 PTCH1 1
15838 rs3804513(A;A) 6 52053197 IL17A 4
15839 rs4376531(G;G) 8 1854818 ARHGEF10 3
15840 rs1012335(G;G) 21 34714007 IFNAR1 3



15841 rs1012356(A;A) 12 68644618 IL22 1
15842 rs10127939(T;T) 1 161518333 FCGR3A 2
15843 rs10192566(C;C) if diabetic, poorer response to rosiglitazone 2 11890428 LPIN1 2
15844 rs10402876(C;C) 19 6695001 C3 2
15845 rs10416814(T;T) 19 14587202 PTGER1 1
15846 rs1080997(G;G) 22 42526571 CYP2D6
15847 rs11165846(C;C) 1 97819667 DPYD 1
15848 rs1126647(A;A) 4 74609045 IL8 2
15849 rs11572325(T;T) 1 60361702 CYP2J2 2
15850 rs11671983(G;G) 19 10209192 ANGPTL6 1
15851 rs12269324(T;T) 10 131266470 MGMT 1
15852 rs12491620(C;C) 3 7394333 GRM7 1
15853 rs13133980(G;G) 4 41002946 APBB2 4
15854 rs1690625(G;G) 10 31295821 ZNF438 1
15855 rs17435959(C;C) 11 102651313 MMP10 1
15856 rs1748031(A;A) 1 17662907 PADI4 1
15857 rs17849654(A;A) 13 41382711 SLC25A15
15858 rs2010963(G;G) 6 43738350 VEGFA 46
15859 rs2069442(C;C) normal 7 150755205 CDK5 3
15860 rs2071349(C;C) 6 33043520 HLADPB1 1
15861 rs2228628(G;G) 6 32088854 ATF6B 1
15862 rs2233678(G;G) 19 9945179 PIN1 4
15863 rs2234702(C;C) 11 111783098 CRYAB 1
15864 rs2253316(A;A) 1 92161515 TGFBR3 1
15865 rs2268277(G;G) 21 36182049 RUNX1 7
15866 rs2280887(C;C) 8 1855764 ARHGEF10 1
15867 rs2596439(A;A) 6 31340213 1
15868 rs2787094(G;G) 20 3649161 ADAM33 5
15869 rs2877262(G;G) 7 43841409 BLVRA 1



15870 rs3024405(A;A) 6 6223982 F13A1 2

15871 rs3093068(C;C) 1 159681364 CRP 7
15872 rs3095318(T;T) 6 31088145 CDSN 1
15873 rs323922(G;G) 7 34748782 NPSR1 5
15874 rs34976462(C;C) 7 87230209 ABCB1 1
15875 rs35136575(C;C) 19 45439163 1
15876 rs352046(G;G) 4 74864550 CXCL5 5
15877 rs3731865(C;C) 2 219250003 SLC11A1 8
15878 rs3803183(T;T) 12 48398080 COL2A1 1
15879 rs3809728(T;T) 17 11923164 MAP2K4 2
15880 rs4073(T;T) 4 74606024 IL8 40
15881 rs41426344(G;G) 9 120477933 TLR4 1
15882 rs4151620(C;C) 13 49049059 RB1 3
15883 rs4291(T;T) 17 61554194 ACE 20
15884 rs4341(G;G) 17 61565990 ACE 6
15885 rs449647(T;T) 19 45408564 APOE 4

15886 rs4606(C;C) complex; possible association with anxiety
related behaviours 1 192781172 RGS2 10

15887 rs4647905(G;G) 8 38272542 FGFR1 3
15888 rs528557(C;C) 20 3651742 ADAM33 4
15889 rs55781567(C;C) 15 78857986 CHRNA5 2
15890 rs55901008(T;T) 12 21353529 SLCO1B1
15891 rs58425034(G;G) 19 41514965 CYP2B6 1
15892 rs608995(A;A) 11 100905733 PGR 3
15893 rs609429(G;G) 11 108196509 ATM 3
15894 rs6589488(T;T) 11 115096956 CADM1 1
15895 rs689(A;A) 11 2182224 INS 6
15896 rs701992(T;T) 3 120322399 NDUFB4 1



15897 rs755622(C;C) 22 24236392 MIF 24
15898 rs757281(C;C) 12 48142418 RAPGEF3 1
15899 rs775840(T;T) 19 55472932 NLRP2

15900 rs7793837(A;A) 7 30726777 LOC100506602 1
15901 rs7966230(G;G) 12 6235630 VWF 1
15902 rs8177826(C;C) 7 44836268 PPIA 2
15903 rs8259(A;A) 19 582927 BSG 1
15904 rs736839(C;T) 0.5 lower risk 18 28017167 SMAD7 1 0.5
15905 rs1048661(G;T) 0.5 possibly higher glaucoma risk? 15 74219546 LOXL1 41 1
15906 rs28937899(C;C) 0.3 common in clinvar 19 46056897 OPA3 2 3
15907 rs131702(G;G) 0.2 22 23650987 BCR 1 0.2
15908 rs1800972(C;G) 0.2 normal risk 8 6735423 DEFB1 10 2
15909 gs233 0.1 normal pain sensitivity
15910 rs965513(G;G) 0.1 normal 9 100556109 19 2
15911 rs503362(C;G) 0.1 11 100961827 PGR 1 0.1
15912 rs471767(A;G) 0.1 11 100905297 PGR 4 0.1
15913 rs601338(A;G) 0.1 susceptible to Norovirus infections 19 49206674 FUT2 8 2.5
15914 rs1726866(C;T) 0.1 can taste bitter 7 141672705 TAS2R38 9 1.1
15915 rs10246939(C;T) 0.1 can taste bitter 7 141672604 TAS2R38 8 1.1
15916 rs324650(A;T) 0.1 7 136693661 CHRM2 7 0.1
15917 rs1800629(G;G) 0.1 complex; generally normal risk 6 31543031 TNF 186 2.5
15918 rs1018381(C;C) 0.1 normal cognitive ability 6 15657070 DTNBP1 26 2
15919 rs12416000(G;G) 0.1 homo sapiens gene (not Neanderthal) 10 4840167 2
15920 rs1799853(C;C) 0.1 normal; no change in warfarin metabolism 10 96702047 CYP2C9 22 2.1
15921 rs1057910(A;A) 0.1 normal; no effect on warfarin metabolism 10 96741053 CYP2C9 62 3.5
15922 rs10513025(T;T) 0.1 normal risk of Autism 5 9623622 4 2.1
15923 rs2066702(C;C) 0.1 common 4 100229017 ADH1B 14 0.1
15924 rs1143674(G;G) 0.1 normal (risk of Autism) 2 182374534 ITGA4 1 1



15925 rs1801282(C;C) 0.1 common in clinvar 3 12393125 PPARG 149 3

15926 rs1800546(G;G) 0.1 0.35x reduced risk of Hereditary Fructose
Intolerance. 9 104189856 ALDOB 3 5

15927 gs217 one or more copies of a test CNV
15928 rs13078807(A;A) common, despite what hapmap says 3 85884150 CADM2 4

15929 rs2227852(G;G) common for caucasians, despite hapmap 4 9784365 DRD5 1 1
15930 rs5496(G;G) common for caucasians, despite hapmap 19 10395447 ICAM1 4
15931 rs527974(C;T) 1 76692495 ST6GALNAC3 1
15932 rs12913832(A;A) brown eye color, 80% of the time 15 28365618 HERC2 32 2
15933 rs1800858(A;A) normal 10 43595968 RET 11
15934 rs2291834(T;T) normal 1 222832295 MIA3 1 1.07
15935 rs17465637(A;A) 1 222823529 MIA3 18 1.34
15936 rs10811661(C;C) normal 9 22134094 104 2.1
15937 rs1937506(A;A) 1.6x risk 13 68035371 1
15938 rs2398162(G;G) normal 15 96830550 LOC644192 5
15939 rs1805874(A;A) 8 91082062 CALB1 1
15940 rs4532(C;C) 5 174870150 DRD1 15
15941 rs686(G;G) 5 174868700 DRD1 4
15942 rs265981(A;A) 5 174870902 DRD1 4
15943 rs364897(A;A) common in clinvar 1 155208006 GBA 2 1
15944 rs6165(G;G) common in clinvar 2 49191041 FSHR 9
15945 rs6166(G;G) females slightly more likely to be sterile 2 49189921 FSHR 16
15946 rs761100(T;T) normal risk 6 24632642 KIAA0319 1
15947 rs11164838(T;T) common 1 93395378 FAM69A 2
15948 rs11176013(A;A) common in clinvar 12 40713873 LRRK2 5
15949 rs944289(C;C) 14 36649246 12 2.2
15950 rs7753394(T;T) normal 6 138085248 2

15951 rs2305480(T;T) if 4 years old or younger, ~3x increased
asthma risk if exposed to smoke 17 38062196 GSDMB 14



15952 rs8069176(A;A) normal 17 38057197 4
15953 rs1126497(C;C) normal 2 47601106 EPCAM 2 1.4

15954 rs4795400(T;T) if 4 years old or younger, ~2.5x increased
asthma risk if exposed to smoke 17 38067020 GSDMB 4

15955 rs975278(A;G) 2 224847707 SERPINE2 6 1.5
15956 rs3796529(A;G) 4 57797414 REST
15957 rs1121980(C;C) average 16 53809247 FTO 26 3

15958 rs9930506(A;A) normal 16 53830465 FTO 8
15959 rs17817449(T;T) normal 16 53813367 FTO 17
15960 rs2240308(A;A) 17 63554591 AXIN2 3
15961 rs2837960(G;T) normal 21 42511918 LINC00323 3 2.3
15962 rs8050136(C;C) normal 16 53816275 FTO 114 1.4
15963 rs1128503(C;C) normal 7 87179601 ABCB1 26
15964 rs5065(A;G) normal risk 1 11906068 NPPA 21
15965 rs6939340(A;A) normal 6 22140004 LINC00340 5
15966 rs20417(C;G) 30% higher risk of diabetes 1 186650321 PTGS2 25
15967 rs1421085(T;T) normal 16 53800954 FTO 49
15968 rs25640(G;G) common in clinvar 5 118811533 HSD17B4 1
15969 rs664143(C;C) normal 11 108225661 ATM 10
15970 rs7659604(C;C) 1.1x risk 4 122665514
15971 rs1050152(C;C) normal 5 131676320 SLC22A4 24 2.1
15972 rs1361600(A;A) 1 95007918 F3 3 2
15973 rs213950(G;G) normal 7 117199533 CFTR 9
15974 rs6897876(T;T) normal 5 141687639 1 1.2
15975 rs1063739(C;C) common in clinvar 8 145729727 GPT 2
15976 rs4712653(T;T) 2x increased risk for neuroblastoma 6 22125964 LINC00340 3
15977 rs3829241(G;G) common in clinvar 11 68855363 TPCN2 3
15978 rs2104286(A;G) 1.4x risk for RA; 1.3x for T1D; also MS? 10 6099045 IL2RA 40



15979 rs3184504(C;C) normal 12 111884608 SH2B3 26 3
15980 rs11636232(C;C) darker eye color 15 28386626 HERC2 3 1
15981 rs3731239(T;T) normal risk 9 21974218 CDKN2A 5
15982 rs1126809(A;G) slight increase in skin cancer risk 11 89017961 TYR 9
15983 rs12828016(G;G) 12 998365 WNK1 1
15984 rs3754093(A;G) common in complete genomics 1 242010116 EXO1 4
15985 rs9295536(C;C) normal 6 22131929 LINC00340 4
15986 rs3758549(C;T) normal risk of parkinson's disease 10 104004195 GBF1 11 1.1

15987 rs2266782(G;G) common in clinvar 1 171076966 FMO3 9
15988 rs2844665(G;G) common in complete genomics 6 31006855 1
15989 rs2736098(G;G) normal 5 1294086 TERT 27
15990 rs4415084(C;C) 5 44662515 9
15991 rs892055(A;A) common in complete genomics 19 38912764 RASGRP4 1
15992 rs4730751(A;C) 7 116180850 CAV1 3 2
15993 rs16969968(G;G) normal 15 78882925 CHRNA5 93 3
15994 rs5082(T;T) normal risk 1 161193683 APOA2 2 2.5
15995 rs726601(C;T) normal 11 121481407 SORL1 2
15996 rs11650915(G;G) common in clinvar 17 39023396 KRT12
15997 rs9005(G;G) common in complete genomics 2 113891412 IL1RN 3
15998 rs10067427(A;A) 5 99342047 1
15999 rs10086908(T;T) normal risk 8 128011937 5 2
16000 rs9923231(C;C) normal 16 31107689 VKORC1 52 2.1
16001 rs9934438(G;G) 16 31104878 VKORC1 32 2.5
16002 rs17388568(G;G) normal 4 123329362 ADAD1 16
16003 rs6280(C;T) normal 3 113890815 DRD3 35
16004 rs7536563(G;G) common 1 93349046 FAM69A 2
16005 rs2255796(C;T) common in complete genomics 5 149751346 TCOF1 1
16006 rs7781293(A;C) common in complete genomics 7 15490983 TMEM195 1



16007 rs2355230(A;A) 1 239785165 2
16008 rs17696736(A;A) normal 12 112486818 NAA25 26
16009 rs2802288(G;G) normal 6 108896215 FOXO3 3 2.4
16010 rs1494555(C;T) 5 35871190 IL7R 12
16011 rs1494558(A;G) 5 35861068 IL7R 4
16012 rs10892759(A;G) normal 11 121464088 SORL1
16013 rs1799977(A;A) common in clinvar 3 37053568 MLH1 20
16014 rs2167270(A;G) normal 7 127881349 LEP 7
16015 rs2286963(T;T) common in clinvar 2 211060050 ACADL 4
16016 rs7616215(T;T) Normal 3 46205686 1
16017 rs9394492(C;C) <0.76x risk for restless legs 6 38332610 BTBD9 1
16018 rs3219090(A;G) common in complete genomics 1 226564691 PARP1 2
16019 rs2076756(A;A) normal 16 50756881 NOD2 9
16020 rs1063856(A;A) common in clinvar 12 6153534 VWF 4
16021 rs648298(A;G) 19 50693133 1
16022 rs351855(C;C) normal 5 176520243 FGFR4 15 2.8
16023 rs144848(T;T) normal 13 32906729 BRCA2 18 2
16024 rs1545985(A;A) normal risk 3 46005478 FYCO1 1
16025 rs1792113(A;G) normal 11 121464946 SORL1
16026 rs27048(C;T) normal 5 1412645 SLC6A3 2
16027 rs7578982(C;T) common in complete genomics 2 111836538 ACOXL 1
16028 rs1056836(C;G) normal 2 38298203 CYP1B1 61
16029 rs1784931(A;C) normal 11 121482938 SORL1
16030 rs1434579(G;G) common in complete genomics 19 44932972 ZNF229 1
16031 rs1024611(T;T) normal risk 17 32579788 CCL2 12 2.2
16032 rs11614913(C;T) normal 12 54385599 MIR196A2 47 3
16033 rs2266917(C;T) common in complete genomics 2 71169705 ATP6V1B1
16034 rs3923890(A;T) 11 124740410 ROBO3 2 1

normal risk for Alzheimer's; higher total and



16035 rs688(C;T) LDL cholesterol in females 19 11227602 LDLR 7

16036 rs7553007(A;G) common in complete genomics 1 159698549 8
16037 rs2470890(T;T) normal 15 75047426 CYP1A2 3
16038 rs10484854(G;G) 6 38664594 GLO1 1
16039 rs11895564(A;G) 2 173339808 ITGA6 1
16040 rs1205(C;T) common in complete genomics 1 159682233 CRP 31
16041 rs2229519(A;A) common in clinvar 3 81698130 GBE1 1
16042 rs2794520(C;T) common in complete genomics 1 159678816 13
16043 rs6060369(T;T) normal height 20 33907161 UQCC 4 2
16044 rs688034(C;C) normal 22 26689635 SEZ6L 4 2
16045 rs788016(A;G) 2 198352293 HSPD1
16046 rs8176785(A;A) 11 20805286 NELL1 2
16047 rs8192678(G;G) normal 4 23815662 PPARGC1A 14
16048 rs876537(C;T) common in complete genomics 1 159674933 CRPP1 5
16049 rs2287921(C;T) common in complete genomics 19 49228272 RASIP1 2
16050 rs1003483(G;T) 11 2167543 IGF2 4
16051 rs2020942(A;G) common in complete genomics 17 28546914 SLC6A4 6
16052 rs13376333(C;C) 1 154814353 KCNN3 7 2

16053 rs1801133(C;C) Common genotype: normal homocysteine
levels 1 11856378 MTHFR 198 2.1

16054 rs2070615(A;G) common in complete genomics 12 49218171 CACNB3 1
16055 rs2306541(G;G) 12 133428242 CHFR
16056 rs3194051(A;A) >1.1x risk 5 35876274 IL7R 4
16057 rs3900115(A;G) common in complete genomics 2 202050677 CASP10 3
16058 rs4673(C;C) normal 16 88713236 CYBA 11 2
16059 rs7652331(C;C) normal risk 3 45962752 FYCO1 1
16060 rs2464196(C;C) normal 12 121435427 HNF1A 9 2
16061 rs9640663(A;G) 7 77247821 PTPN12
16062 rs2427837(G;G) normal but highest IgE levels 1 159258545 FCER1A 3



16063 rs1169300(G;G) normal 12 121431225 HNF1A 4 2
16064 rs12593365(T;T) common in complete genomics 15 33107990 FMN1 1
16065 rs12970134(G;G) normal 18 57884750 MC4R 17
16066 rs1050565(A;G) normal 17 28576076 BLMH 5 2
16067 rs2066713(C;T) common in complete genomics 17 28551665 SLC6A4 3
16068 rs10494366(G;T) average QT interval 1 162085685 NOS1AP 28 2
16069 rs10896380(A;A) 11 68682402 IGHMBP2
16070 rs1343151(C;C) normal risk 1 67719129 IL23R 24
16071 rs17608(T;T) 19 40225646 CLC 1
16072 rs1889018(T;T) 1.12x increased risk for T2D 17 17734740 SREBF1 2
16073 rs2229634(C;C) common in complete genomics 6 33638180 ITPR3 3
16074 rs6477872(T;T) 9 99832156 TCEA1P1 1
16075 rs1571801(C;C) average 9 124427373 DAB2IP 10
16076 rs498872(C;C) 11 118477367 PHLDB1 12 1.4
16077 rs2296793(G;G) 9 132585058 TOR1A 3
16078 rs10871777(A;A) normal 18 57851763 MC4R 5 2.1
16079 rs1137100(A;A) common in clinvar 1 66036441 LEPR 26
16080 rs11756977(C;C) 6 56420538 DST
16081 rs2251746(T;T) normal but highest IgE levels 1 159272060 FCER1A 6
16082 rs439121(T;T) common in complete genomics 6 33192867
16083 rs6214(A;G) common in complete genomics 12 102793569 IGF1 10
16084 rs2617170(C;C) Normal 12 10560957 KLRC4 2
16085 rs2236707(A;G) common in complete genomics 18 21114997 NPC1 1
16086 rs1470579(A;A) normal 3 185529080 IGF2BP2 23
16087 rs17782313(T;T) normal 18 57851097 MC4R 84 2.5
16088 rs3761418(A;A) 1.3x increased risk for depression 22 23521094 BCR 1
16089 rs4402960(G;G) normal 3 185511687 IGF2BP2 84 2.1
16090 rs6604026(T;T) common 1 93303603 RPL5 7 2



16091 rs272879(C;G) common in complete genomics 5 131670546 SLC22A4 1
16092 rs4588(C;C) common in clinvar 4 72618323 GC 19
16093 rs1041983(C;C) 8 18257795 NAT2 17
16094 rs2297480(A;A) normal 1 155279482 FDPS 7
16095 rs3761218(C;T) normal 20 3776175 CDC25B 3
16096 rs3828329(C;T) common in complete genomics 2 279705 FAM150B 4
16097 rs2249358(A;A) normal risk for priapism in SCA patients 13 33623164 KL 5
16098 rs7997012(A;G) normal risk 13 47411985 HTR2A 22
16099 rs10519262(G;G) average 15 50432494 4
16100 rs11868035(G;G) normal 17 17715101 SREBF1 5
16101 rs6017452(C;T) common in complete genomics 20 43604003 STK4 1

16102 rs622082(A;A) 11 68703959 IGHMBP2 1
16103 rs10951671(C;C) 7 42229946 GLI3 1
16104 rs1551943(G;G) common in complete genomics 5 52195033 ITGA1 1
16105 rs2076310(T;T) common in complete genomics 6 33166034 HLADPB2 2
16106 rs2282679(A;A) normal 4 72608383 GC 17 1.5
16107 rs419788(G;G) average 6 31928799 SKIV2L 1 1.5
16108 rs999737(C;C) common on affy axiom data 14 69034682 RAD51L1 13
16109 rs272889(C;T) common in complete genomics 5 131665378 SLC22A4 1
16110 rs272893(A;G) common in complete genomics 5 131663062 SLC22A4 3
16111 rs926103(A;G) No increased risk. 1 156784982 SH2D2A 1 1
16112 rs13551(A;A) common in clinvar 1 24180962 FUCA1 1
16113 rs1360780(C;C) normal 6 35607571 FKBP5 34 2.1
16114 rs2853676(G;G) 5 1288547 TERT 9
16115 rs10953541(C;C) common on affy axiom data 7 107244545 BCAP29 1
16116 rs1799930(G;G) Normal 8 18258103 NAT2 30 2
16117 rs3112831(A;A) common in clinvar 1 94544234 ABCA4 3
16118 rs3745274(G;G) 19 41512841 CYP2B6 14 2



16119 rs5746059(A;A) slightly higher fat mass 1 12262792 TNFRSF1B 2
16120 rs9858542(G;G) normal 3 49701983 BSN 13 1.3
16121 rs472112(A;G) common in complete genomics 11 75021501 ARRB1 1
16122 rs9110(T;T) common in complete genomics 3 46480801 LTF 3
16123 rs4641(C;C) common in clinvar 1 156107534 LMNA 8
16124 rs4819756(A;G) 22 18912678 PRODH 1
16125 rs237885(G;T) common in complete genomics 3 8795543 OXTR 3
16126 rs1051690(G;G) common in complete genomics 19 7116963 INSR 4
16127 rs11758339(C;C) 6 56327849 DST
16128 rs1861973(C;C) 7 155254145 EN2 10

16129 rs312481(C;C) better response to certain calcium channel
blockers 3 53551902 CACNA1D 1

16130 rs3130501(G;G) common in complete genomics 6 31136453 POU5F1 2

16131 rs10913469(T;T) common in complete genomics 1 177913519 SEC16B 12
16132 rs13293564(G;T) normal 9 35166763 UNC13B 1
16133 rs1268524(A;A) 1 160470258 SLAMF6 1 0.2
16134 rs1637001(A;A) common in complete genomics 7 99808151 STAG3 1
16135 rs1954787(C;T) normal risk 11 120663363 GRIK4 6 2
16136 rs2287939(C;C) 5 33998883 AMACR 1
16137 rs34330(C;C) normal risk for endometrial/breast cancer 12 12870695 CDKN1B 13 1.3
16138 rs36686(A;A) common in complete genomics 19 17922795 B3GNT3
16139 rs4715630(T;T) 6 56417282 DST
16140 rs938952(T;T) 15 65489128 CILP
16141 rs1592377(A;A) 7 126891451 GRM8
16142 rs2660917(T;T) 18 68628078 2
16143 rs1027557(A;A) 12 130604929 2 0.1
16144 rs2472297(C;C) common on affy axiom data 15 75027880 5 1.2
16145 rs414352(T;T) 8 55541513 RP1 2



16146 rs444772(G;G) 8 55539057 RP1 2
16147 rs446227(G;G) 8 55541450 RP1 1
16148 rs8089(T;T) normal risk 6 169617726 THBS2 1
16149 rs2070895(G;G) common in complete genomics 15 58723939 LIPC 11
16150 rs2368392(C;C) 10 29834003 SVIL 3
16151 rs11123857(A;A) 2 101603812 NPAS2 2
16152 rs2083637(T;T) 8 19865175 10
16153 rs219778(T;T) common in complete genomics 21 37834641 CLDN14 1
16154 rs2273697(G;G) normal/common 10 101563815 ABCC2 15 1
16155 rs2302009(T;T) normal 7 75398998 CCL26 4 1.2
16156 rs2832387(G;G) common in complete genomics 21 30890894 LOC54073 1
16157 rs2866413(A;G) 4 103557077 MANBA
16158 rs500760(A;A) 11 100909991 PGR 5 0.02
16159 rs543874(A;A) common in complete genomics 1 177889480 5

16160 rs7570682(G;G) normal 2 104983267 1
16161 rs1800255(G;G) normal 2 189864080 COL3A1 9 2.5
16162 rs1800588(C;C) common in complete genomics 15 58723675 LIPC 13
16163 rs3212986(G;G) 19 45912736 ERCC1 16
16164 rs12415607(C;C) common in complete genomics 10 115438204 CASP7 5
16165 rs12619285(A;A) common in complete genomics 2 213824045 4
16166 rs2227956(T;T) 6 31778272 HSPA1L 13
16167 rs243866(G;G) 16 55511537 MMP2 6
16168 rs2675163(T;T) common in complete genomics 3 11075014 SLC6A1 1
16169 rs3128930(C;C) common in complete genomics 6 33075666 COL11A2P 2
16170 rs3768716(A;A) normal 2 215635794 BARD1 4
16171 rs4714156(C;C) <0.61x risk for restless legs 6 38361112 BTBD9 2
16172 rs5743289(C;C) common on affy axiom data 16 50756774 NOD2 5
16173 rs642858(C;C) common in complete genomics 6 140273647 1



16174 rs9296249(T;T) common 6 38365841 BTBD9 7
16175 rs2228946(G;G) common in complete genomics 7 116918085 WNT2 2
16176 rs6817112(C;C) common in complete genomics 4 154080813 TRIM2
16177 rs1835740(G;G) normal 8 98166913 4 1
16178 rs2266780(A;A) common in clinvar 1 171083242 FMO3 7
16179 rs6971091(G;G) normal 7 128363287 FAM71F1 1
16180 rs987525(C;C) normal 8 129946154 11 2
16181 rs2899472(C;C) common on affy axiom data 15 51516055 CYP19A1 4
16182 rs261332(G;G) common in complete genomics 15 58727325 LIPC 5 2
16183 rs1008642(C;C) common in clinvar 3 8775661 CAV3 7
16184 rs10491334(C;C) common on affy axiom data 5 110772404 CAMK4 3
16185 rs1052553(A;A) common in clinvar 17 44073889 MAPT 6
16186 rs16940665(T;T) 17 43907896 CRHR1 1
16187 rs1864325(C;C) 17 43977827 MAPT 1
16188 rs251177(T;T) normal risk 5 141026884 FCHSD1 1

16189 rs3135932(A;A) common on affy axiom data 11 117864063 IL10RA 3
16190 rs3802842(A;A) normal 11 111171709 C11orf93 28 2
16191 rs4430796(A;G) normal risk 17 36098040 HNF1B 62 2.1
16192 rs8070723(A;A) 17 44081064 MAPT 2 2.5
16193 rs7854658(G;G) common in complete genomics 9 129414938 LMX1B 1
16194 rs12185268(A;A) common on affy axiom data 17 43923683 IMP5 3
16195 rs12255372(G;G) normal 10 114808902 TCF7L2 101 3.5
16196 rs13294589(A;A) common in complete genomics 9 26694888 1
16197 rs2277912(A;A) common on affy axiom data 2 207634236 FASTKD2 1
16198 rs2824721(A;A) 21 19670118 TMPRSS15
16199 rs4689278(T;T) common in complete genomics 4 5690902 EVC2 1
16200 rs96067(T;T) common in complete genomics 1 36571920 2
16201 rs10490924(G;G) normal 10 124214448 ARMS2 50 3.5



16202 rs10911902(C;C) common on affy axiom data 1 186632317 3
16203 rs2184026(C;C) common in complete genomics 9 101304348 GABBR2 1
16204 rs2238472(G;G) common in clinvar 16 16251599 ABCC6 3
16205 rs2276307(A;A) 11 113803887 HTR3B 4
16206 rs2421853(G;G) 1 171599953 2
16207 rs3790844(T;T) common/normal 1 200007432 NR5A2 2 2
16208 rs6647(T;T) common in clinvar 14 94847415 SERPINA1 2
16209 rs7076156(G;G) 10 64415184 ZNF365 3 2
16210 rs9886784(C;C) average 9 1521204 2 2.5
16211 rs17646946(G;G) 1 152062767 TCHHL1 1 2.5
16212 rs1933695(G;G) 1 192764820 1
16213 rs2291599(C;C) common in complete genomics 11 11989899 DKK3 1
16214 rs958408(C;C) common in complete genomics 7 133140918 EXOC4 1
16215 rs1623523(A;A) normal 18 3328746 1
16216 rs16867321(C;C) common in complete genomics 2 181362379 1
16217 rs1801157(G;G) 10 44868257 CXCL12 35 1.4

16218 rs2016520(A;A) 6 35378778 PPARD 19
16219 rs2229238(C;C) common in complete genomics 1 154437896 IL6R 2
16220 rs2842951(C;C) common in complete genomics 6 18135683 TPMT 1
16221 rs3024490(G;G) 1 206945311 IL10 6
16222 rs3821236(G;G) normal 2 191902758 STAT4 14 2.1
16223 rs4970834(C;C) common in complete genomics 1 109814880 CELSR2 2
16224 rs2491132(C;C) common in clinvar 1 31349647 SDC3 3
16225 rs10866713(G;G) common in complete genomics 5 158918894 1
16226 rs12536657(G;G) 7 81350208 HGF 3 2.5
16227 rs1800932(A;A) common in clinvar 2 48018081 MSH6 5
16228 rs1885088(G;G) 20 43039040 HNF4A 6
16229 rs2306402(C;C) 1.18x increased risk for LOAD 10 68935485 CTNNA3 1



16230 rs2729409(G;G) common in complete genomics 18 28141688 1
16231 rs3218408(T;T) common in complete genomics 7 152367616 XRCC2 3
16232 rs4906902(A;A) common in complete genomics 15 27019768 GABRB3 4
16233 rs4961(G;G) normal 4 2906707 ADD1 12 2.1
16234 rs7577851(C;C) common in complete genomics 2 69723710 AAK1 1
16235 rs917997(G;G) 2 103070568 IL18RAP 12
16236 rs2052550(G;G) common in complete genomics 5 78272942 ARSB 2
16237 rs6484176(T;T) common in complete genomics 11 25787631 1
16238 rs6544718(C;C) 2 44104925 ABCG8 3
16239 rs13195786(A;A) common on affy axiom data 6 10163968 1
16240 rs17653687(A;A) 5 133468000 TCF7 2
16241 rs17691394(A;A) common in complete genomics 7 126324591 GRM8 1
16242 rs17716942(T;T) common on affy axiom data 2 163260691 KCNH7 1
16243 rs1801275(A;A) 16 27374400 IL4R 37
16244 rs2020902(T;T) common in complete genomics 1 15834360 CASP9 1
16245 rs2234922(A;A) common in clinvar 1 226026406 EPHX1 11
16246 rs6265(G;G) common/normal 11 27679916 BDNF 169 2.5
16247 rs6449213(T;T) normal 4 9994215 SLC2A9 17 2
16248 rs6754295(T;T) 2 21206183 6
16249 rs4086116(C;C) 10 96707202 CYP2C9 4
16250 rs945032(G;G) 14 96670661 BDKRB2 1
16251 rs10492664(G;G) common in complete genomics 13 108816225 2
16252 rs17329669(A;A) 7 36851929
16253 rs1811399(T;T) 2 101479014 NPAS2 2
16254 rs1853665(G;G) common in complete genomics 6 150298842 LOC100506038 1
16255 rs2145418(T;T) normal 1 118965254 1
16256 rs2833607(G;G) 21 33381040 1
16257 rs7524102(A;A) common in complete genomics 1 22698447 ZBTB40 14
16258 rs912428(C;C) common in complete genomics 13 47167903 LRCH1 2



16259 rs4220(G;G) common in clinvar 4 155491759 FGB 10
16260 rs1042838(G;G) normal risk 11 100933412 PGR 18 3
16261 rs11045819(C;C) common on affy axiom data 12 21329813 SLCO1B1 6
16262 rs11709625(C;C) 3 66823157 1
16263 rs130067(A;A) common in complete genomics 6 31118511 CCHCR1 2
16264 rs150468(A;A) common in complete genomics 16 16252000 ABCC6 2
16265 rs1800566(C;C) common in clinvar 16 69745145 NQO1 55 2.5
16266 rs4133289(G;G) common on affy axiom data 1 159453937 1
16267 rs6580873(C;C) common on affy axiom data 12 52681925 KRT81
16268 rs6809699(C;C) common on affy axiom data 3 151056598 P2RY12 1
16269 rs13347(C;C) common in complete genomics 11 35253272 CD44 4
16270 rs1800871(C;C) 0.5x decreased risk for endometriosis 1 206946634 IL10 30
16271 rs2143340(T;T) common 6 24659071 TTRAP 7 2.3
16272 rs1155865(A;A) common in complete genomics 4 67733857 2
16273 rs12356193(A;A) common in complete genomics 10 61413353 SLC16A9 3
16274 rs17076812(A;A) common in complete genomics 8 6279438 MCPH1 1
16275 rs1805388(C;C) common in clinvar 13 108863591 LIG4 16 2
16276 rs2230912(A;A) common on affy axiom data 12 121622196 P2RX7 8
16277 rs2289681(C;C) common in clinvar 17 42989088 GFAP 1
16278 rs3135388(C;C) normal 6 32413051 HLADRA 27 2
16279 rs3135391(C;C) normal 6 32410987 HLADRA 3 3
16280 rs701265(A;A) common in complete genomics 3 152554357 P2RY1 4
16281 rs7130881(A;A) common in complete genomics 11 68995958 2
16282 rs7782376(G;G) common in complete genomics 7 116577124 1
16283 rs35511654(T;T) common on affy axiom data 1 112042787 ADORA3 2
16284 rs6007897(T;T) common in complete genomics 22 46780521 CELSR1 2
16285 rs7241918(T;T) common on affy axiom data 18 47160953 1
16286 rs10500264(G;G) common in complete genomics 19 33750314 1



16287 rs1789891(C;C) common on affy axiom data 4 100250419 5
16288 rs249954(C;C) common in clinvar 16 23640467 PALB2 4
16289 rs4789939(G;G) common in complete genomics 17 76881703 TIMP2 1
16290 rs10407022(T;T) 19 2249477 AMH 5
16291 rs11558492(T;T) common in clinvar 1 231408091 GNPAT
16292 rs11919783(G;G) 3 119746633 GSK3B 1
16293 rs11979158(A;A) common in complete genomics 7 55159349 EGFR 4
16294 rs12425791(G;G) normal 12 783484 NINJ2 17
16295 rs12928822(C;C) common on affy axiom data 16 11403893 1
16296 rs162036(A;A) common in complete genomics 5 7885959 MTRR 2
16297 rs16890196(A;A) common in complete genomics 5 32739661 NPR3 1
16298 rs1796993(C;C) common in complete genomics 9 75315438 TMC1
16299 rs210138(A;A) common in complete genomics 6 33542538 BAK1 6 2.7
16300 rs2135720(G;G) common in clinvar 10 55755491 PCDH15 1
16301 rs2146807(T;T) common in complete genomics 10 44813738
16302 rs2267668(A;A) 6 35377922 PPARD 7
16303 rs2905072(T;T) common in complete genomics 9 135845035 1
16304 rs314370(A;A) common on affy axiom data 7 100453208 SLC12A9 1
16305 rs3741049(C;C) 11 108009927 ACAT1
16306 rs3750344(A;A) common in complete genomics 9 101340316 GABBR2 2
16307 rs4248154(C;C) common in complete genomics 6 31002616 MUC22 1
16308 rs4293393(T;T) 16 20364588 UMOD 3
16309 rs613872(T;T) common in complete genomics 18 53210302 TCF4 10 2.5
16310 rs6590357(C;C) common in complete genomics 11 128781339 KCNJ5 4
16311 rs7454108(T;T) common in complete genomics 6 32681483 6 1.5
16312 rs7804122(A;A) common in complete genomics 7 83634713 SEMA3A 1
16313 rs784411(T;T) common in complete genomics 15 49039797 CEP152 2
16314 rs823156(A;A) common in complete genomics 1 205764640 SLC41A1 5
16315 rs9332(C;C) common in complete genomics 5 7900712 MTRR 2



16316 rs10166942(T;T) common in complete genomics 2 234825093 TRPM8 5 1.3
16317 rs1671152(G;G) common in complete genomics 19 55526345 GP6 3
16318 rs1986655(A;A) common in complete genomics 4 125993502 1
16319 rs7118824(G;G) common in complete genomics 11 128781978 KCNJ5 2
16320 rs1047972(G;G) 20 54961463 AURKA 4
16321 rs10507380(A;A) common on affy axiom data 13 27879526 2
16322 rs11090865(G;G) common in clinvar 22 46731689 TRMU 1
16323 rs529825(C;C) 1 196635106 CFH 5
16324 rs1799939(G;G) common in complete genomics 10 43610119 RET 10
16325 rs217086(G;G) common on affy axiom data 11 88045583 CTSC
16326 rs255049(T;T) 16 68013471 DPEP3 2
16327 rs10767942(T;T) common in complete genomics 11 32522007 LOC101059934 1
16328 rs10810865(T;T) common on affy axiom data 9 17895105 1
16329 rs1613662(A;A) common in complete genomics 19 55536595 GP6 8
16330 rs17152408(G;G) common in complete genomics 10 126649007 ZRANB1 1
16331 rs17152411(A;A) common in complete genomics 10 126649516 ZRANB1 1
16332 rs3891355(A;A) common on affy axiom data 12 106950695 LOC100287944 1

16333 rs396230(A;A) common in complete genomics 16 56602616 MT4 1
16334 rs4363657(T;T) normal 12 21368722 SLCO1B1 9 4
16335 rs486055(C;C) common on affy axiom data 11 102650424 MMP10 4
16336 rs7639618(C;C) normal 3 15216429 DVWA 5 2
16337 rs3784609(G;G) common in complete genomics 15 60910550 RORA 1
16338 rs13246321(T;T) common in complete genomics 7 128701331 1
16339 rs17760296(T;T) common on affy axiom data 17 54615617 1
16340 rs2306536(C;C) average 12 133423662 CHFR 1
16341 rs2839110(A;A) 21 47538960 COL6A2
16342 rs3099950(G;G) common on affy axiom data 2 39109558 MORN2 1
16343 rs6028945(G;G) 20 38820805 3



16344 rs9581094(T;T) common on affy axiom data 13 25082630 PARP4 1
16345 rs107251(C;C) common in complete genomics 19 4176085 SIRT6 1
16346 rs10975200(A;A) 9 571085 KANK1 2
16347 rs1156044(T;T) common in complete genomics 18 9102140 NDUFV2 2
16348 rs11636768(G;G) common on affy axiom data 15 87695511 1
16349 rs17288067(G;G) 9 32409046 ACO1 1
16350 rs222020(T;T) 4 72636272 GC 5
16351 rs2308321(A;A) common in complete genomics 10 131565064 MGMT 13
16352 rs2369955(A;A) common on affy axiom data 3 132693588 1
16353 rs2738173(T;T) common in complete genomics 8 6740938
16354 rs2836061(C;C) 21 39325234 1
16355 rs3765129(C;C) 16 16149901 ABCC1 1
16356 rs6725887(T;T) 2 203745885 WDR12 7
16357 rs7086128(A;A) common in complete genomics 10 126587373 1
16358 rs734980(A;A) common in complete genomics 16 55702549 SLC6A2 1
16359 rs7539409(A;A) common on affy axiom data 1 84254735 2
16360 rs7900929(A;A) common in complete genomics 10 126584999 1
16361 rs903027(T;T) common in complete genomics 8 62409428 CLVS1 1

16362 rs9332377(C;C) 22 19955692 COMT 7
16363 rs949963(G;G) common in complete genomics 2 102769786 IL1R1 2
16364 rs9536314(T;T) common in complete genomics 13 33628138 KL 5
16365 rs973968(A;A) 14 62654698 2
16366 rs1379659(A;A) common on affy axiom data 4 20620683 SLIT2 2
16367 rs1800449(G;G) common in clinvar 5 121413208 LOX 7
16368 rs2762051(C;C) 13 50835715 1
16369 rs6920220(G;G) normal 6 138006504 18 3.5
16370 rs12917707(G;G) common on affy axiom data 16 20367690 6
16371 rs11010290(A;A) Normal 10 36060309 1



16372 rs12210050(C;C) common on affy axiom data 6 475489 4 1.5
16373 rs2142991(A;A) common on affy axiom data 10 43341105 1
16374 rs25422(G;G) common in complete genomics 6 118807847 C6orf204 1
16375 rs3130342(G;G) common on affy axiom data 6 32080146 2
16376 rs654128(G;G) common on affy axiom data 6 117086378 FAM162B 2
16377 rs6917207(C;C) common in complete genomics 6 131470236 AKAP7 1
16378 rs744016(G;G) common in complete genomics 22 27042106 ISCA2P1 1
16379 rs9357155(G;G) common on affy axiom data 6 32809848 PSMB8 1
16380 rs2308327(A;A) normal 10 131565170 MGMT 10
16381 rs6675281(C;C) common 1 231954101 DISC2 12
16382 rs1011970(G;G) common in complete genomics 9 22062134 CDKN2BAS1 9
16383 rs10380(C;C) common in complete genomics 5 7897191 MTRR 6
16384 rs6716455(G;G) common on affy axiom data 2 151126403 1
16385 rs7474896(C;C) common on affy axiom data 10 37982097 1
16386 rs915908(G;G) common in complete genomics 10 135346959 CYP2E1 2
16387 rs998124(A;A) common in complete genomics 18 42725662 1
16388 rs10485165(G;G) common on affy axiom data 6 89112817 1
16389 rs10510837(G;G) common on affy axiom data 3 60289842 FHIT 1
16390 rs10914144(C;C) common in complete genomics 1 171949750 DNM3 2

16391 rs12188950(C;C) common in complete genomics 5 59783317 PDE4D 5
16392 rs12203592(C;C) common on affy axiom data 6 396321 IRF4 19
16393 rs12304921(A;A) normal 12 51357542 HIGD1C 2
16394 rs1357339(C;C) common on affy axiom data 11 80854375 1
16395 rs1480597(G;G) 10 45161109 4
16396 rs17234657(T;T) normal 5 40401509 10
16397 rs1746048(C;C) common in complete genomics 10 44775824 9
16398 rs17725255(T;T) common in complete genomics 20 18079131 1
16399 rs17786144(T;T) common in complete genomics 3 4829575 ITPR1 1



16400 rs1799971(A;A) normal 6 154360797 OPRM1 24 2.6
16401 rs2074955(T;T) common in complete genomics 2 158977794 UPP2 1
16402 rs2269475(G;G) normal 6 31583931 AIF1 2 1.8
16403 rs2295190(G;G) common 6 152443744 SYNE1 1.2
16404 rs2515629(T;T) common in complete genomics 9 107594364 ABCA1 1
16405 rs3122169(A;A) common in complete genomics 6 55113411 HCRTR2 2
16406 rs34677(G;G) common on affy axiom data 5 33998768 AMACR 1
16407 rs3764628(C;C) common in complete genomics 19 18747605 KLHL26 1
16408 rs3916765(G;G) common on affy axiom data 6 32685550 3
16409 rs4149056(T;T) normal 12 21331549 SLCO1B1 56 3.2
16410 rs588517(G;G) common in complete genomics 10 83153246 1
16411 rs7094971(A;A) common in complete genomics 10 61449564 SLC16A9 1
16412 rs966365(T;T) common in complete genomics 1 236557771 EDARADD
16413 rs10867752(C;C) common on affy axiom data 9 84015037 1
16414 rs10929808(A;A) common in complete genomics 2 12568996 1
16415 rs10931468(C;C) common in complete genomics 2 191538562 NAB1 1
16416 rs12572351(G;G) 10 96703220 CYP2C9 2
16417 rs12587781(T;T) 14 22999617 TRA@ 2
16418 rs12821256(T;T) normal 12 89328335 KITLG 8
16419 rs13194984(G;G) 6 26500563 BTN1A1 2

16420 rs1425419(C;C) common in complete genomics 4 124565964 1
16421 rs1559085(T;T) 5 96078702 CAST
16422 rs1799986(C;C) 12 57535266 LRP1 6
16423 rs2075650(A;A) normal 19 45395619 TOMM40 44 2
16424 rs2412541(T;T) 15 40913840 CASC5
16425 rs4148102(G;G) common in complete genomics 21 43641347 ABCG1 1
16426 rs4779584(C;C) average 15 32994756 15
16427 rs6426748(C;C) common in complete genomics 1 22707565 1



16428 rs6471482(C;C) common on affy axiom data 8 87679303 CNGB3 1.5
16429 rs7082195(C;C) common in complete genomics 10 112427449 RBM20 1
16430 rs767210(C;C) common in complete genomics 13 111470038 LOC100129390 1
16431 rs9311171(T;T) common in complete genomics 3 37996477 CTDSPL 3
16432 rs10825264(T;T) common in complete genomics 10 55947954 PCDH15 1
16433 rs9293329(G;G) 5 82396587 XRCC4 1
16434 rs10987883(A;A) common in complete genomics 9 130880829 LOC100289019 3
16435 rs13048019(C;C) common on affy axiom data 21 32918294 TIAM1 1
16436 rs13297480(T;T) common in complete genomics 9 13219570 MPDZ
16437 rs1943816(T;T) common in complete genomics 18 71058622 1
16438 rs2121070(C;C) common in complete genomics 14 76650764 C14orf118 1
16439 rs2395309(A;A) common in complete genomics 6 33026246 1
16440 rs255052(G;G) 16 68024995 DPEP2 7
16441 rs6493497(G;G) common in complete genomics 15 51630835 CYP19A1 4
16442 rs6974491(G;G) common on affy axiom data 7 37374510 ELMO1 3 1.5
16443 rs941601(G;G) common in complete genomics 14 94771541 SERPINA6 1
16444 rs1047031(G;G) normal 8 6728198 DEFB1 2 1.3

16445 rs1064395(G;G)
The GG genotype at this location is less
likely to have bipolar disorder or
schizophrenia

19 19361735 NCAN 3 2.1

16446 rs12049330(T;T) common on affy axiom data 1 110031188 ATXN7L2 1
16447 rs17623531(C;C) common in complete genomics 10 124214921 ARMS2 2
16448 rs2141698(G;G) common in complete genomics 2 173290395 ITGA6 1

16449 rs2305421(A;A) common in complete genomics 15 58903083 ADAM10 3
16450 rs2518224(A;A) normal 6 101906652 GRIK2 4
16451 rs3077(T;T) common in complete genomics 6 33033022 HLADPA1 15 2
16452 rs3799488(T;T) common in complete genomics 6 137519780 IFNGR1 6
16453 rs3885683(A;A) common in complete genomics 11 83455707 DLG2 1
16454 rs4646487(C;C) common in complete genomics 1 47279175 CYP4B1 1



16455 rs4968451(A;A) 1.5x increased risk for meningioma 17 59927307 BRIP1 3
16456 rs6869388(T;T) common in complete genomics 5 93810208 KIAA0825 1
16457 rs7336332(A;A) common in complete genomics 13 28058404 2
16458 rs7911712(G;G) common on affy axiom data 10 45319654 LOC220980 1
16459 rs8099917(T;T) common 19 39743165 168 3
16460 rs9332998(A;A) common in complete genomics 1 47404186 CYP4A11 1
16461 rs10515860(G;G) common in complete genomics 5 162917708 HMMR 1
16462 rs11594(A;A) 20 44170712 SPINLW1 2
16463 rs17864092(T;T) common in complete genomics 7 126639604 GRM8
16464 rs2228006(G;G) common on affy axiom data 7 6026775 PMS2 1
16465 rs11047543(G;G) common on affy axiom data 12 24788339 2
16466 rs10466868(G;G) common on affy axiom data 12 131939920 1
16467 rs10838527(A;A) common in complete genomics 11 45903194 CRY2 1
16468 rs1136410(T;T) normal 1 226555302 PARP1 22
16469 rs1154155(T;T) normal 14 23002684 TRA@ 3 2.5
16470 rs12777823(G;G) 10 96405502 LOC100130970 3 3.5
16471 rs1312895(G;G) common in complete genomics 10 120427312 1
16472 rs1317209(C;C) 1 20140036 RNF186 3
16473 rs16905691(T;T) common in complete genomics 10 55949899 PCDH15 1
16474 rs1983853(C;C) common on affy axiom data 1 85311192 LPAR3 3
16475 rs2185570(T;T) common on affy axiom data 10 96751270 1
16476 rs2929973(T;T) common in complete genomics 8 134242508 WISP1 2
16477 rs3753396(A;A) 1 196695742 CFH 2
16478 rs429608(G;G) common in complete genomics 6 31930462 SKIV2L 4
16479 rs4315565(A;A) common in complete genomics 2 69287943 ANTXR1 1
16480 rs579327(G;G) common in complete genomics 2 234768067 1
16481 rs6917747(G;G) common on affy axiom data 6 160402705 IGF2R 2
16482 rs7158782(A;A) normal 14 96169131 1 4
16483 rs721048(G;G) normal 2 63131731 EHBP1 15 1.9



16484 rs7224837(A;A) common in complete genomics 17 63528123 AXIN2 2
16485 rs7595412(A;A) common on affy axiom data 2 198962243 PLCL1 4
16486 rs6548238(C;C) 2 634905 25
16487 rs1327475(C;C) common on affy axiom data 6 137536455 IFNGR1 1
16488 rs17287293(A;A) common on affy axiom data 12 24770878 2
16489 rs2070074(A;A) common in clinvar 9 34649442 GALT 6 1.5
16490 rs345013(T;T) common on affy axiom data 3 145173788 2
16491 rs3823343(A;A) common in clinvar 6 29913111 HLAA
16492 rs10988802(G;G) common in complete genomics 9 98376699 2
16493 rs3736228(C;C) normal 11 68201295 LRP5 24
16494 rs7900909(T;T) common in complete genomics 10 66448472 1
16495 rs10922162(C;C) common in clinvar 1 197070776 ASPM 1
16496 rs16984547(T;T) common in complete genomics 19 53682042 ZNF665 1
16497 rs25673(A;A) common on affy axiom data 19 2109157 AP3D1
16498 rs3754777(G;G) normal 2 169015914 STK39 6 1.5
16499 rs3766404(T;T) 1 196651832 CFH 1
16500 rs6917644(A;A) common in complete genomics 6 132265665 LOC100131774 2
16501 rs7117404(A;A) common on affy axiom data 11 47127153 C11orf49 1
16502 rs10133111(G;G) common in complete genomics 14 103377321 TRAF3 2
16503 rs1034762(G;G) 12 48389643 COL2A1 1
16504 rs1049296(C;C) common in clinvar 3 133494354 TF 14
16505 rs10511089(G;G) common on affy axiom data 3 84481068 1
16506 rs10982724(T;T) common in complete genomics 9 118157729 DEC1 1
16507 rs12034829(A;A) common in complete genomics 1 225704287 ENAH 1
16508 rs1446109(A;A) 2 80538419 CTNNA2
16509 rs1492099(G;G) 3 148437503 AGTR1 1
16510 rs1805008(C;C) common in clinvar 16 89986144 MC1R 10 3
16511 rs1805054(C;C) common in complete genomics 1 19992513 HTR6 6



16512 rs2070874(C;C) 5 132009710 IL4 41
16513 rs2243250(C;C) normal 5 132009154 IL4 76 2
16514 rs2306677(C;C) 12 26636386 ITPR2 4
16515 rs2515641(C;C) normal 10 135351362 CYP2E1 4 2
16516 rs2867125(G;G) 2 622827 7
16517 rs3770748(T;T) average risk? 2 37595525 QPCT 1
16518 rs553717(G;G) common in complete genomics 13 92345579 GPC5 1
16519 rs6470517(A;A) common in complete genomics 8 128460404 LOC727677 1
16520 rs7249230(G;G) common on affy axiom data 19 42221607 CEACAM5 1
16521 rs7270101(A;A) 20 3193893 ITPA 21 3
16522 rs9303029(C;C) common in complete genomics 17 80408815 C17orf62 1
16523 rs9321637(T;T) common in complete genomics 6 138266685 2
16524 rs9325113(C;C) common in complete genomics 5 148098003 1
16525 rs956225(A;A) common in complete genomics 8 122909687 1
16526 rs1041951(C;C) common on affy axiom data 18 55240505 FECH 1
16527 rs16966142(C;C) common in complete genomics 16 89851033 FANCA 1
16528 rs1976667(A;A) common in complete genomics 15 99236502 IGF1R 1
16529 rs11719664(C;C) common on affy axiom data 3 21955198 LOC100505836 1
16530 rs17738966(G;G) 14 55302219 GCH1
16531 rs10438933(A;A) 18 29273129 1
16532 rs1049564(C;C) common in clinvar 14 20940606 PNP 2
16533 rs10509681(T;T) common on affy axiom data 10 96798749 CYP2C8 16 2
16534 rs11248060(C;C) common on affy axiom data 4 964359 DGKQ 4
16535 rs11579964(C;C) common on affy axiom data 1 224538940 1
16536 rs1158392(C;C) common in complete genomics 2 75710745 1
16537 rs12420464(G;G) common on affy axiom data 11 8014777 EIF3F 1
16538 rs12537284(G;G) common in complete genomics 7 128717906 5
16539 rs130575(A;A) common in complete genomics 22 34859793 2
16540 rs1447285(T;T) common in complete genomics 4 5084925 STK32B 1



16541 rs1463984(C;C) common in complete genomics 9 108427062 TAL2 1
16542 rs16956936(C;C) common in complete genomics 17 7633692 DNAH2 1
16543 rs1801725(G;G) common in clinvar 3 122003757 CASR 10
16544 rs2735839(G;G) 19 51364623 KLK3 31
16545 rs3821396(C;C) common on affy axiom data 3 21706369 ZNF385D 1
16546 rs3918227(C;C) 7 150700946 NOS3 3
16547 rs4648317(C;C) normal 11 113331532 DRD2 6 1.2
16548 rs5742913(C;C) 5 133451683 TCF7 1
16549 rs630923(C;C) common in complete genomics 11 118754353 CXCR5 4
16550 rs7077361(T;T) common on affy axiom data 10 15561543 ITGA8 1
16551 rs7747960(C;C) common in complete genomics 6 152791474 SYNE1 1
16552 rs7792939(T;T) common on affy axiom data 7 99207876 LOC100289187 5
16553 rs7851696(G;G) 9 137779091 FCN2 8
16554 rs9400317(G;G) common on affy axiom data 6 110007647 AKD1 1
16555 rs9891572(C;C) 17 2428508 2
16556 rs1247118(C;C) common in complete genomics 10 120428759 1
16557 rs325(T;T) 8 19819328 LPL 2
16558 rs4705038(C;C) common in complete genomics 5 146733598 STK32A
16559 rs10484554(C;C) common 6 31274555 7 2.5
16560 rs17468277(C;C) 2 202154200 ALS2CR12 5
16561 rs2841307(G;G) common in complete genomics 6 100756687 1
16562 rs3025343(G;G) common on affy axiom data 9 136478355 2
16563 rs10088218(G;G) 8 129543949 5 2

16564 rs1076560(C;C) normal 11 113283688 DRD2 22 2
16565 rs1150754(G;G) common on affy axiom data 6 32050758 TNXB 2
16566 rs12216299(T;T) common in complete genomics 6 66122359 EYS
16567 rs8019291(G;G) common in complete genomics 14 92931164 SLC24A4 1
16568 rs9615362(C;C) common in complete genomics 22 46795141 CELSR1 2



16569 rs1036819(A;A) common on affy axiom data 8 135611945 ZFAT 2
16570 rs10883841(T;T) common on affy axiom data 10 104934709 NT5C2 1
16571 rs1132200(G;G) common on affy axiom data 3 119150836 TMEM39A 5
16572 rs11957313(G;G) common in complete genomics 5 169950394 KCNIP1 2
16573 rs17037396(C;C) 1 11862047 MTHFR 3
16574 rs17602729(C;C) normal 1 115236057 AMPD1 7 3.5
16575 rs1805410(A;A) common in complete genomics 1 226568665 PARP1 1
16576 rs2066470(C;C) 1 11863057 MTHFR 7
16577 rs2227311(T;T) 13 48987032 RB1 1
16578 rs2292954(T;T) common on affy axiom data 16 89613123 SPG7 1
16579 rs2378383(A;A) common on affy axiom data 9 82039362 1
16580 rs2745557(G;G) normal 1 186649221 PTGS2 12
16581 rs3740996(G;G) common on affy axiom data 11 5701281 TRIM5 5
16582 rs3761740(C;C) common in complete genomics 5 74632133 HMGCR 4
16583 rs4740283(A;A) 9 134448296 2
16584 rs4756846(T;T) common on affy axiom data 11 16403511 SOX6 1
16585 rs6140264(G;G) common in complete genomics 20 7376354 1

16586 rs6259(G;G)
best inverse correlation between tea
drinking, soyconsuming premenopausal
women and risk of endometrial cancer

17 7536527 SHBG 11

16587 rs6959888(A;A) common on affy axiom data 7 88596385 ZNF804B 1
16588 rs7911500(C;C) common in complete genomics 10 6037726 2
16589 rs8023445(T;T) common in complete genomics 15 49192791 SHC4 1
16590 rs908867(G;G) common in complete genomics 11 27745764 2
16591 rs4244285(G;G) normal 10 96541616 CYP2C19 28 4
16592 rs10487372(C;C) common in complete genomics 7 117200899 CFTR 1
16593 rs935334(C;C) common in complete genomics 14 76613678 2
16594 rs10484128(G;G) common in complete genomics 14 98642572 1
16595 rs10506458(G;G) common on affy axiom data 12 63445092 1



16596 rs11195419(C;C) common in complete genomics 10 112839368 ADRA2A 3
16597 rs11683229(A;A) common on affy axiom data 2 63596836 C2orf86 1
16598 rs2107732(G;G) common on affy axiom data 7 45077978 CCM2
16599 rs6808835(G;G) common in complete genomics 3 46449864 CCRL2 1
16600 rs10485057(A;A) normal 6 154413255 OPRM1 3
16601 rs12150338(C;C) common on affy axiom data 17 1634104 WDR81 1
16602 rs1943226(T;T) common in complete genomics 18 58035204 1
16603 rs2063871(C;C) common in complete genomics 2 51937851 1
16604 rs956868(C;C) 12 990912 WNK1 2
16605 rs10498635(C;C) common on affy axiom data 14 93103309 RIN3 1
16606 rs10733113(G;G) 1 247622357 5
16607 rs10831284(A;A) 11 94667964 3
16608 rs11206801(C;C) common in complete genomics 1 56850686 1
16609 rs1154510(G;G) common in complete genomics 12 122295335 HPD 1
16610 rs12531711(A;A) common in complete genomics 7 128617466 TNPO3 3
16611 rs12720356(T;T) common on affy axiom data 19 10469975 TYK2 4
16612 rs13117816(G;G) common in complete genomics 4 37064331 1
16613 rs13431828(C;C) common in complete genomics 2 102954653 IL1RL1 3
16614 rs16876512(C;C) common in complete genomics 5 78407261 BHMT 2
16615 rs17065868(T;T) Normal 13 45055091 TSC22D1 1
16616 rs17662626(A;A) common in complete genomics 2 193984621 3
16617 rs2269655(G;G) common in complete genomics 1 175135604 KIAA0040 1
16618 rs2313132(A;A) common on affy axiom data 4 138692250 3
16619 rs2541632(A;A) common in complete genomics 16 131109 MPG 1
16620 rs288326(G;G) common in complete genomics 2 183703336 FRZB 3

16621 rs31653(G;G) common in complete genomics 7 87032613 ABCB4 1
16622 rs4295627(T;T) 8 130685457 7 1.61
16623 rs6746030(G;G) 2 167099158 SCN9A 7 1



16624 rs6791599(G;G) common in complete genomics 3 46458942 1
16625 rs6875201(A;A) common in complete genomics 5 78410564 BHMT 1
16626 rs7530511(C;C) normal 1 67685387 IL23R 16
16627 rs7581710(A;A) common in complete genomics 2 121195181 1
16628 rs7968606(C;C) common on affy axiom data 12 99816842 ANKS1B 1
16629 rs8192708(A;A) common in complete genomics 20 56138621 PCK1 5
16630 rs939876(T;T) common on affy axiom data 12 65252118 TBC1D30 1
16631 rs989554(A;A) 21 39786927 ERG 1
16632 rs11572080(G;G) common on affy axiom data 10 96827030 CYP2C8 17
16633 rs1248696(C;C) common on affy axiom data 10 79616605 DLG5 15
16634 rs2476601(G;G) Normal risk for autoimmune disorders 1 114377568 PTPN22 167 3.2
16635 rs11545078(C;C) common on affy axiom data 8 63938764 GGH 3
16636 rs1925690(C;C) common on affy axiom data 6 87867063 ZNF292 1
16637 rs2240466(C;C) common on affy axiom data 7 72856269 BAZ1B 3
16638 rs2280401(G;G) common in complete genomics 19 50000009 RPS11 3
16639 rs4072111(G;G) common in complete genomics 15 81578139 IL16 5
16640 rs6791644(A;A) 3 60771108 FHIT 3
16641 rs7316(A;A) common in complete genomics 2 85886013 SFTPB 1
16642 rs2855192(G;G) common in complete genomics 9 133728051 ABL1 1
16643 rs4916008(C;C) common in complete genomics 1 65318507 JAK1 1
16644 rs11226373(A;A) common in complete genomics 11 104334239 2
16645 rs11248051(C;C) common on affy axiom data 4 858332 GAK 5
16646 rs11613092(C;C) common in complete genomics 12 118893248 1
16647 rs11996075(C;C) common in complete genomics 8 98910287 MATN2
16648 rs12295638(T;T) 11 26605331 ANO3 1
16649 rs12571093(G;G) common on affy axiom data 10 70019371 LOC100128041 1 1

16650 rs12720208(C;C) 8 16850399 FGF20 13
16651 rs12761224(G;G) common in complete genomics 10 72527517 1



16652 rs1385374(C;C) common on affy axiom data 12 129300694 SLC15A4 2
16653 rs1457451(G;G) 2 65862378 LOC100131818 2
16654 rs1564282(C;C) common on affy axiom data 4 852313 GAK 8
16655 rs16893526(G;G) common on affy axiom data 6 82515315 1
16656 rs17145738(C;C) common on affy axiom data 7 72982874 TBL2 17
16657 rs17342647(C;C) common in complete genomics 7 99459256 CYP3A43 1
16658 rs17376456(A;A) common in complete genomics 5 93557702 C5orf36 1
16659 rs2297322(C;C) common in complete genomics 13 99376181 SLC15A1 1
16660 rs4238010(A;A) 12 4118317 2
16661 rs5361(A;A) normal risk 1 169701060 SELE 20 2.5
16662 rs6679677(C;C) normal 1 114303808 RSBN1 9 3
16663 rs6847679(T;T) common in complete genomics 4 138762626
16664 rs7775228(T;T) 6 32658079 HLADQB1 3
16665 rs8109578(G;G) common on affy axiom data 19 10213154 ANGPTL6 1
16666 rs9282564(A;A) common on affy axiom data 7 87229440 ABCB1 3
16667 rs977396(T;T) common on affy axiom data 8 105992696 RPL23P9
16668 rs6046(C;C) common in clinvar 13 113773159 F7 20 2.8
16669 rs17251221(A;A) common on affy axiom data 3 121993247 CASR 2
16670 rs11571323(G;G) common in complete genomics 2 204818844 ICOS 1
16671 rs1719271(A;A) common in complete genomics 15 65183801 1
16672 rs10911193(C;C) 1 182990648 LAMC1 5 1.9
16673 rs2066844(C;C) common in complete genomics 16 50745926 NOD2 36 4
16674 rs2069885(C;C) common on affy axiom data 5 135228165 IL9 8
16675 rs6127921(A;A) common in complete genomics 20 55638750 1
16676 rs1458836(G;G) common in complete genomics 11 75524796 UVRAG 1
16677 rs17368528(C;C) common on affy axiom data 1 9324213 H6PD 1
16678 rs2286720(G;G) common on affy axiom data 3 42448471 LYZL4 1

16679 rs10490626(C;C) 2 118835841 2



16680 rs10825269(C;C) common in clinvar 10 55955610 PCDH15 1
16681 rs11610206(T;T) common on affy axiom data 12 47639526 5
16682 rs12531640(G;G) common on affy axiom data 7 110479535 IMMP2L 1
16683 rs1407877(G;G) common in complete genomics 9 104355455 PPP3R2 1
16684 rs1436109(C;C) common on affy axiom data 11 112991618 NCAM1 1
16685 rs16892766(A;A) common in complete genomics 8 117630683 23
16686 rs17774966(C;C) common on affy axiom data 9 25551357 1
16687 rs2038823(C;C) common on affy axiom data 13 96951433 HS6ST3 1
16688 rs2048874(C;C) 2 113523967 CKAP2L 1
16689 rs2292566(G;G) common in complete genomics 1 226019653 EPHX1 4
16690 rs2547547(A;A) common in complete genomics 5 141005687 HDAC3 2
16691 rs2681492(A;A) 12 90013089 ATP2B1 2
16692 rs2844682(C;C) common in complete genomics 6 30946148 2 3
16693 rs3024908(A;A) common in complete genomics 2 191894141 STAT4 2
16694 rs3176683(T;T) common in complete genomics 9 100448617 XPA 1
16695 rs3760776(C;C) common in complete genomics 19 5839746 FUT6 3
16696 rs3764563(C;C) common in complete genomics 19 15724203 CYP4F8 1
16697 rs4242182(C;C) 5 174156168 MSX2 2
16698 rs4935502(T;T) common in complete genomics 10 55955444 PCDH15 2
16699 rs673604(T;T) common in complete genomics 1 35687815 1
16700 rs7071247(G;G) 10 105257786 NEURL 1
16701 rs7201268(G;G) 16 25412366
16702 rs7933235(A;A) common in complete genomics 11 75540586 UVRAG 1
16703 rs884115(C;C) common in complete genomics 9 130887856 PTGES2 2
16704 rs9409407(G;G) common in complete genomics 9 99055249 HSD17B3 1
16705 rs9918508(C;C) common in complete genomics 7 9539279 1
16706 rs1052483(C;C) common in complete genomics 2 219934348 2
16707 rs1399645(G;G) common in complete genomics 2 140147832 1



16708 rs4553808(A;A) normal 2 204731005 CTLA4 16
16709 rs487989(G;G) common on affy axiom data 11 65064690 POLA2 1
16710 rs2290416(C;C) common in complete genomics 8 144657600 NAPRT1 1
16711 rs2306033(G;G) common on affy axiom data 11 46897446 LRP4 3
16712 rs3856806(C;C) common in clinvar 3 12475557 PPARG 16
16713 rs7961894(C;C) common in complete genomics 12 122365583 WDR66 5
16714 rs9402515(A;A) common on affy axiom data 6 133860345 1
16715 rs10486003(C;C) common in complete genomics 7 97229778 1
16716 rs10489087(G;G) common in complete genomics 4 13794416 1
16717 rs11191439(T;T) common on affy axiom data 10 104638723 AS3MT 4
16718 rs12629971(C;C) common in complete genomics 3 71783318 EIF4E3
16719 rs12926089(C;C) common in complete genomics 16 1502857 CLCN7 1
16720 rs1386330(T;T) common in complete genomics 11 87819427 2
16721 rs1566667(G;G) 12 130611790 2
16722 rs1569019(G;G) common on affy axiom data 12 131576191 GPR133 1
16723 rs16940342(A;A) common in clinvar 16 23644586 PALB2 2
16724 rs2069827(G;G) 7 22765456 IL6 15
16725 rs2072797(C;C) normal 22 39134207 SUN2
16726 rs2103868(T;T) common on affy axiom data 6 47230615 TNFRSF21 2
16727 rs221497(C;C) common in complete genomics 14 80088480 NRXN3 1
16728 rs2413396(T;T) common in complete genomics 22 36708084 MYH9 3
16729 rs2523809(C;C) common in complete genomics 6 29849619 1
16730 rs2681472(T;T) 12 90008959 ATP2B1 5
16731 rs2746347(G;G) common in complete genomics 1 57126919 PRKAA2 1
16732 rs4528684(C;C) common in complete genomics 19 14351574 1
16733 rs4958847(G;G) normal 5 150239587 IRGM 8 2.6
16734 rs6724465(G;G) common in complete genomics 2 219943846 NHEJ1 5
16735 rs7017300(A;A) normal risk 8 128525268 6
16736 rs987870(T;T) common in complete genomics 6 33042880 HLADPA1 2



16737 rs2390669(A;A) common in complete genomics 2 169091942 STK39 1
16738 rs2268578(C;C) normal 12 91501198 LUM 1
16739 rs4762(C;C) normal risk 1 230845977 AGT 9
16740 rs12896790(T;T) common on affy axiom data 14 38273922 TTC6
16741 rs1509269(C;C) common in complete genomics 4 138753724 3
16742 rs17565841(G;G) common on affy axiom data 15 27997247 1
16743 rs17658378(A;A) common on affy axiom data 8 116394075 1
16744 rs1799864(G;G) common in clinvar 3 46399208 CCR2 25
16745 rs3130062(T;T) common on affy axiom data 6 31525912 NFKBIL1 1
16746 rs3807987(G;G) common in complete genomics 7 116179834 CAV1 2
16747 rs1049742(C;C) common on affy axiom data 7 150554553 ABP1 3
16748 rs16939046(T;T) common on affy axiom data 8 76147954 1
16749 rs523340(C;C) common on affy axiom data 9 111854246 C9orf5 1
16750 rs10090288(A;A) common in complete genomics 8 16929635 EFHA2 2
16751 rs16922827(T;T) common in complete genomics 10 68085353 CTNNA3 1
16752 rs216321(C;C) common on affy axiom data 12 6143984 VWF 2
16753 rs2286812(C;C) common 18 53717464 RPL12P10 1 2
16754 rs3782206(C;C) common in complete genomics 12 117745089 NOS1 3
16755 rs9282641(G;G) common in complete genomics 3 121796768 CD86 2
16756 rs9917256(G;G) common in complete genomics 2 169143035 1
16757 rs1045643(C;C) common in complete genomics 16 4931513 UBN1 1
16758 rs10503669(C;C) 8 19847690 13 2
16759 rs10519613(C;C) common in complete genomics 4 142654084 IL15 1
16760 rs11064768(A;A) common on affy axiom data 12 119818509 CCDC60 3
16761 rs1128334(G;G) common on affy axiom data 11 128328959 ETS1 2
16762 rs1138272(C;C) common in complete genomics 11 67353579 GSTP1 26
16763 rs12502586(G;G) common in complete genomics 4 15726564 BST1 3
16764 rs12643654(A;A) common in complete genomics 4 96159817 UNC5C 1



16765 rs12679196(C;C) common in complete genomics 8 140812347 TRAPPC9 1
16766 rs12831974(T;T) common in complete genomics 12 72724034 TRHDE 2
16767 rs13337626(T;T) common in complete genomics 16 2125834 TSC2 8
16768 rs13706(G;G) common in complete genomics 17 38457151 CDC6 3
16769 rs1458095(C;C) common in complete genomics 11 80985548 1
16770 rs161339(A;A) common in complete genomics 7 137055525 1
16771 rs1713985(A;A) common in complete genomics 4 57786450 REST 3
16772 rs17291045(C;C) common on affy axiom data 4 161506897 1
16773 rs17503834(T;T) common in complete genomics 1 225836677 ENAH
16774 rs1799989(C;C) common in clinvar 11 88910923 TYR 2
16775 rs1884136(C;C) common on affy axiom data 20 10850464 1
16776 rs2050656(G;G) common in complete genomics 1 237510914 RYR2
16777 rs2228561(C;C) common on affy axiom data 3 48628014 COL7A1 2
16778 rs2877832(C;C) common on affy axiom data 14 27800177 LOC728755 3
16779 rs4148382(G;G) common in complete genomics 16 16238494 ABCC1 4
16780 rs4251417(G;G) 17 28551858 SLC6A4 2
16781 rs5522(A;A) common on affy axiom data 4 149357475 NR3C2 14
16782 rs6437585(C;C) common in complete genomics 3 105086085 ALCAM 2
16783 rs655601(A;A) 5 180226673 MGAT1 1
16784 rs7349332(C;C) straighter hair 2 219756383 WNT10A 3 2.5
16785 rs8178990(C;C) common in complete genomics 10 50830171 CHAT 2
16786 rs9408926(C;C) common on affy axiom data 9 123914874 CNTRL 2
16787 rs946616(G;G) common in complete genomics 14 51387782 PYGL
16788 rs9904270(C;C) common in complete genomics 17 38479831 RARA 2
16789 rs3783938(G;G) common in complete genomics 14 81594380 TSHR 2
16790 rs12720071(A;A) common in complete genomics 6 88851181 CNR1 3
16791 rs7771980(T;T) normal 6 45389289 RUNX2 2 1
16792 rs12968116(C;C) common on affy axiom data 18 55322502 ATP8B1 1
16793 rs2275725(G;G) common on affy axiom data 10 135089035 ADAM8 1



16794 rs10507577(T;T) common on affy axiom data 13 53968091 1
16795 rs12614(C;C) common in clinvar 6 31914179 CFB 4
16796 rs1360517(G;G) 9 13007129 1 1.5
16797 rs1408282(G;G) common on affy axiom data 6 93852252 1
16798 rs1691053(A;A) common in complete genomics 5 6677165 1
16799 rs17482753(G;G) normal 8 19832646 10
16800 rs2114592(C;C) 2 231075206 SP110 5
16801 rs6711382(G;G) common in complete genomics 2 152531077 NEB
16802 rs1000597(A;A) common in complete genomics 7 30937178 1
16803 rs10401969(T;T) common in complete genomics 19 19407718 SUGP1 8
16804 rs1114620(A;A) common in complete genomics 16 9263737 1
16805 rs1124110(A;A) common in complete genomics 1 230310972 GALNT2 2
16806 rs12021720(C;C) 1 100672060 DBT 2 0.1
16807 rs13182402(A;A) common in complete genomics 5 125918148 ALDH7A1 1
16808 rs1568282(G;G) common in complete genomics 2 15066177
16809 rs1776897(A;A) common in complete genomics 6 34195011 5
16810 rs1800458(G;G) common in clinvar 18 29172865 TTR 2
16811 rs2066853(G;G) 7 17379110 AHR 15
16812 rs2070739(G;G) common on affy axiom data 12 48367976 COL2A1 3
16813 rs2076546(T;T) common in complete genomics 20 46268493 NCOA3 1
16814 rs2227589(G;G) 1 173886216 SERPINC1 7
16815 rs2228603(C;C) common in complete genomics 19 19329924 NCAN 6
16816 rs2228671(C;C) common in complete genomics 19 11210912 LDLR 13
16817 rs2252004(G;G) common in complete genomics 10 122844709 1
16818 rs2278871(C;C) common in complete genomics 10 14861401 CDNF 1

16819 rs2293347(G;G) among NSCLC patients, better Gefitinib
response 7 55268916 EGFR 9

16820 rs2303064(G;G) 5 147480080 SPINK5 3
16821 rs2304130(A;A) common in complete genomics 19 19789528 ZNF101 7



16822 rs2641348(T;T) common in complete genomics 1 120437884 ADAM30 8
16823 rs2817937(A;A) common on affy axiom data 6 121098457 1
16824 rs2835342(G;G) common in complete genomics 21 37786677 CHAF1B
16825 rs316019(G;G) common in complete genomics 6 160670282 SLC22A2 6
16826 rs3218536(G;G) normal risk 7 152346007 XRCC2 23
16827 rs3764650(T;T) normal 19 1046520 ABCA7 7
16828 rs4709267(A;A) common in complete genomics 6 159456375 TAGAP 1
16829 rs4956145(C;C) 4 108931039 HADH
16830 rs5110(G;G) common in clinvar 11 116691634 APOA4 6
16831 rs6511720(G;G) common in complete genomics 19 11202306 LDLR 34 2
16832 rs670950(C;C) common in complete genomics 19 44281562 KCNN4 1
16833 rs683395(T;T) normal 3 182869818 LAMP3 2
16834 rs7498403(T;T) common in complete genomics 16 79585021 1
16835 rs789560(C;C) common in complete genomics 12 70331827 C12orf28 2
16836 rs867186(A;A) normal risk for VTE 20 33764554 PROCR 13
16837 rs9550642(G;G) normal 13 20950092 LOC100133618 2
16838 rs1033180(C;C) common in complete genomics 6 383546 1
16839 rs13107325(C;C) 4 103188709 SLC39A8 7
16840 rs17810546(A;A) common in complete genomics 3 159665050 13
16841 rs2300929(T;T) common in complete genomics 9 123716840 C5 3
16842 rs3972219(A;A) common in complete genomics 17 63018533 GNA13 1
16843 rs9534505(G;G) common in complete genomics 13 47460744 HTR2A 2
16844 rs9572423(G;G) common in complete genomics 13 70846203 1
16845 rs9824246(A;A) common in complete genomics 3 73102725 PPP4R2 1
16846 rs2793831(T;T) common in complete genomics 1 120523902 NOTCH2 1
16847 rs2124349(G;G) common in complete genomics 18 65017100 1
16848 rs16996148(G;G) common in complete genomics 19 19658472 CILP2 18
16849 rs12095080(A;A) common in complete genomics 1 54376730 DIO1 2
16850 rs12740310(C;C) 1 220762524 MARK1 3



16851 rs13117172(C;C) common in complete genomics 4 23880515 PPARGC1A 1

16852 rs17139207(A;A) common in complete genomics 16 6086272 A2BP1 1
16853 rs1899951(G;G) 3 12394840 PPARG 3
16854 rs35964658(A;A) common in complete genomics 4 142679588 1
16855 rs3739070(A;A) common in complete genomics 2 239306268 TRAF3IP1 1
16856 rs514636(A;A) common in complete genomics 3 182870436 LAMP3 1
16857 rs9888739(C;C) 16 31313253 ITGAM 8
16858 rs10152591(A;A) common on affy axiom data 15 70048157 1
16859 rs10493389(T;T) common on affy axiom data 1 66310865 PDE4B 1
16860 rs10508503(C;C) common on affy axiom data 10 16299951 10
16861 rs10923931(G;G) common in complete genomics 1 120517959 NOTCH2 31
16862 rs10985112(G;G) common in complete genomics 9 123731408 C5
16863 rs1207421(C;C) common on affy axiom data 2 206150594 PARD3B 2
16864 rs12552736(T;T) common in complete genomics 9 25449122 1
16865 rs12623288(G;G) common in complete genomics 2 46634645 1
16866 rs12797755(T;T) common on affy axiom data 11 120809460 GRIK4 1
16867 rs13178127(A;A) common in complete genomics 5 82589432 XRCC4 1
16868 rs1534891(C;C) 22 38695099 CSNK1E 3
16869 rs16936455(A;A) common on affy axiom data 8 70724754 SLCO5A1 1
16870 rs16991615(G;G) common on affy axiom data 20 5948227 MCM8 8 1.5
16871 rs17291650(A;A) common on affy axiom data 12 51213433 ATF1 1
16872 rs17571(C;C) common on affy axiom data 11 1782594 CTSD 3 2.1
16873 rs17665859(T;T) common on affy axiom data 8 445601 C8orf42 1
16874 rs2001350(A;A) common in complete genomics 2 178100425 NFE2L2 2
16875 rs2197423(C;C) 3 12391583 PPARG 2
16876 rs2270676(T;T) common in complete genomics 11 74168411 KCNE3 1
16877 rs2721051(G;G) common on affy axiom data 13 41110884 LOC100289058 2
16878 rs3763305(G;G) common in complete genomics 6 32369488 BTNL2



16879 rs3785143(C;C) normal risk of ADHD 16 55695106 SLC6A2 4 1
16880 rs4236032(A;A) 6 24606727 KIAA0319 2

16881 rs4399848(G;G) normal 3 28704463 LOC645206
16882 rs4576240(G;G) common on affy axiom data 6 24596478 KIAA0319 2
16883 rs4815617(C;C) common on affy axiom data 20 3827309 MAVS 2
16884 rs544368(G;G) common on affy axiom data 11 124537995 SIAE 1
16885 rs6556756(T;T) common on affy axiom data 5 163889280 LOC100507193 2
16886 rs6802898(C;C) 3 12391207 PPARG 1
16887 rs783396(C;C) common in complete genomics 6 106987370 AIM1 3
16888 rs1460163(G;G) common in complete genomics 8 80227448 2
16889 rs16942421(G;G) common on affy axiom data 18 24156425 KCTD1 1
16890 rs7740529(C;C) common in complete genomics 6 6610609 LY86 2
16891 rs2042831(G;G) common in complete genomics 2 235857114 1
16892 rs3751664(C;C) common on affy axiom data 16 1254369 CACNA1H 2
16893 rs912969(C;C) common in complete genomics 13 103867104 2
16894 rs10519612(A;A) common in complete genomics 4 142653701 IL15 1
16895 rs11536897(G;G) common in complete genomics 9 120480010 TLR4 2
16896 rs11856323(C;C) common on affy axiom data 15 68892989 CORO2B 1
16897 rs12344488(G;G) common on affy axiom data 9 78425925 1
16898 rs4704559(A;A) common in complete genomics 5 78812909 1
16899 rs569444(G;G) common in complete genomics 11 102707305 MMP3 1
16900 rs6590330(G;G) common in complete genomics 11 128311059 4
16901 rs1012672(C;C) common in complete genomics 12 12284915 LRP6 1
16902 rs10159302(A;A) common in complete genomics 1 57805550 DAB1 1
16903 rs10411210(C;C) 19 33532300 RHPN2 12 2.1
16904 rs11144134(T;T) common on affy axiom data 9 77499796 TRPM6 1
16905 rs11643520(T;T) common in complete genomics 16 24531718 1
16906 rs12198173(G;G) 6 32026808 TNXB 1



16907 rs12446956(T;T) common on affy axiom data 16 73501536 1
16908 rs12625057(A;A) common in complete genomics 20 57790436 ZNF831 1
16909 rs13429458(A;A) common in complete genomics 2 43638838 THADA 9

16910 rs17342717(C;C) common on affy axiom data 6 25821770 SLC17A1 3
16911 rs17388587(A;A) 12 25389220 KRAS 2
16912 rs17632542(T;T) common in complete genomics 19 51361757 KLK3 6
16913 rs1805018(T;T) common in complete genomics 6 46679303 PLA2G7 3
16914 rs1962142(C;C) common in complete genomics 2 178113484 NFE2L2 2
16915 rs2066715(G;G) common in complete genomics 9 107588033 ABCA1 2
16916 rs2230234(A;A) common in clinvar 18 29104714 DSG2
16917 rs2243248(T;T) common in complete genomics 5 132008644 IL4 20
16918 rs2271293(G;G) common on affy axiom data 16 67902070 NUTF2 10
16919 rs2313982(C;C) common in complete genomics 4 138788060 5
16920 rs2619566(T;T) 3 2624938 CNTN4 2
16921 rs3025035(C;C) common in complete genomics 6 43751359 VEGFA 3
16922 rs3740030(A;A) common in complete genomics 10 91222287 SLC16A12 1
16923 rs4374642(T;T) common in complete genomics 4 123101111 KIAA1109 2
16924 rs4646437(C;C) common in complete genomics 7 99365083 CYP3A4 3
16925 rs4648022(C;C) 4 103496437 NFKB1
16926 rs4702982(C;C) common in complete genomics 5 99991648 2
16927 rs4948418(C;C) 10 62185494 ANK3 1
16928 rs4959053(G;G) Normal 6 31099577 PSORS1C1 1
16929 rs4972946(A;A) common on affy axiom data 2 231149108 SP140
16930 rs4994(T;T) normal 8 37823798 ADRB3 24 2
16931 rs6111803(G;G) common in complete genomics 20 18022362 OVOL2 1
16932 rs636832(G;G) common in complete genomics 1 36363475 EIF2C1 6
16933 rs7294919(T;T) Average hippocampal volume 12 117327592 3 3
16934 rs7350481(C;C) common on affy axiom data 11 116586283 1



16935 rs7972(G;G) common in complete genomics 14 77793237 GSTZ1 3
16936 rs934299(G;G) common in complete genomics 2 137338940 1
16937 rs1127354(C;C) common in clinvar 20 3193842 ITPA 29 3.2
16938 rs2301753(C;C) common in complete genomics 6 30039240 RNF39 4

16939 rs2852894(C;C) common in complete genomics 11 102155474 1
16940 rs17739703(T;T) common in complete genomics 18 30523288 C18orf34 1
16941 rs339445(C;C) common in complete genomics 5 13944512 DNAH5
16942 rs416350(C;C) common in complete genomics 12 68779413 TRAV86 1
16943 rs4988496(G;G) common in complete genomics 7 31008686 GHRHR 7
16944 rs13438327(G;G) common in complete genomics 7 97620691 OCM2 1
16945 rs1602565(T;T) common on affy axiom data 11 29162136 2
16946 rs17047718(A;A) common in complete genomics 2 118837312 1
16947 rs1805005(G;G) common in clinvar 16 89985844 MC1R 7
16948 rs2274089(G;G) common on affy axiom data 6 25488583 LRRC16A 4
16949 rs1004467(T;T) 10 104594507 CYP17A1 7
16950 rs1009668(G;G) common in complete genomics 1 226040404 TMEM63A 1
16951 rs10994397(C;C) common in complete genomics 10 62279124 ANK3 2
16952 rs11245936(G;G) common on affy axiom data 11 1084362 MUC2 1
16953 rs11465770(C;C) normal Crohn's Disease risk 1 67633963 IL23R 1 1.5
16954 rs11668878(G;G) common on affy axiom data 19 47268373 1
16955 rs1202199(C;C) 6 20156174 MBOAT1 1
16956 rs12364283(A;A) common in complete genomics 11 113346955 DRD2 8
16957 rs12630816(C;C) 3 25467748 3
16958 rs1378897(G;G) common in complete genomics 8 128122659 1
16959 rs16910526(A;A) common on affy axiom data 12 10271087 CLEC7A 1 3
16960 rs17385675(C;C) common in complete genomics 2 202807196
16961 rs1805012(T;T) common on affy axiom data 16 27373964 IL4R 11
16962 rs2074647(C;C) common on affy axiom data 14 73029178 RGS6 2



16963 rs2266788(T;T) common on affy axiom data 11 116660686 APOA5 8
16964 rs2270447(T;T) common in complete genomics 2 162959748 1
16965 rs2279420(T;T) normal 10 61781947 1
16966 rs2286672(G;G) common on affy axiom data 17 4712617 PLD2 1
16967 rs2298574(A;A) common in complete genomics 18 25569058 CDH2 1

16968 rs2305948(C;C) common in complete genomics 4 55979558 KDR 14
16969 rs237238(A;A) common in complete genomics 7 75211414 HIP1 1
16970 rs2637496(C;C) common in complete genomics 5 124743267 1
16971 rs4418214(T;T) common in complete genomics 6 31391401 MICA 2
16972 rs4742971(G;G) common on affy axiom data 9 108655096 1
16973 rs5442(G;G) common in complete genomics 12 6954864 GNB3 2
16974 rs6829588(G;G) common in complete genomics 4 165221971 MARCH1 1
16975 rs6964415(T;T) common on affy axiom data 7 46242583 1
16976 rs7698623(C;C) common in complete genomics 4 88755828 MEPE 1
16977 rs8093550(T;T) 18 61877777 LOC284294
16978 rs821589(G;G) common in complete genomics 1 232090932 DISC1 1
16979 rs2659546(G;G) common in complete genomics 4 102037719 PPP3CA 1
16980 rs659734(T;T) common in complete genomics 13 47435283 HTR2A 1
16981 rs16864170(T;T) common in complete genomics 2 5907880 1
16982 rs17077540(A;A) common in complete genomics 18 65285279 LOC643542 1
16983 rs8070231(A;A) common in complete genomics 17 63194945 RGS9 1
16984 rs13194491(C;C) 6 27037080 2
16985 rs8176743(G;G) 9 136131415 ABO 3
16986 rs11662595(A;A) common on affy axiom data 18 22056970 HRH4 2 2
16987 rs2283228(A;A) common in complete genomics 11 2849530 KCNQ1 14
16988 rs3132453(C;C) common on affy axiom data 6 31604044 BAT2 2
16989 rs3758650(G;G) common in complete genomics 11 616865 CDHR5 1 6
16990 rs7133914(G;G) common in complete genomics 12 40702911 LRRK2 4



16991 rs10270805(G;G) common in complete genomics 7 16500142 SOSTDC1 1
16992 rs1027643(C;C) common in complete genomics 5 91893792 1
16993 rs1039002(C;C) common in complete genomics 6 166155457 1
16994 rs1042636(A;A) common in complete genomics 3 122003769 CASR 8
16995 rs10754339(A;A) normal 1 117690272 VTCN1 2 1.4
16996 rs11170164(G;G) common on affy axiom data 12 52913668 KRT5 2
16997 rs1133950(T;T) common in complete genomics 8 117783914 UTP23 1
16998 rs11525066(G;G) common on affy axiom data 7 78175977 MAGI2 1
16999 rs11593766(T;T) common on affy axiom data 10 115457264 CASP7 4
17000 rs11665084(C;C) common on affy axiom data 18 22056766 HRH4 1
17001 rs13224682(A;A) common on affy axiom data 7 106763218 PRKAR2B 1
17002 rs13265557(T;T) common in complete genomics 8 87660100 CNGB3 3
17003 rs13290547(C;C) common in complete genomics 9 124487495 DAB2IP 1
17004 rs16938437(C;C) common in complete genomics 11 46052575 PHF21A 1
17005 rs17115100(G;G) common on affy axiom data 10 104591393 CYP17A1 1 2
17006 rs17500488(T;T) common in complete genomics 1 116211763 VANGL1 1
17007 rs1799782(C;C) lower risk for skin cancer 19 44057574 XRCC1 50 1.4
17008 rs1799923(C;C) common in complete genomics 3 42306294 CCK 1
17009 rs1801239(A;A) common on affy axiom data 10 16919052 CUBN 2
17010 rs2237892(C;C) common in complete genomics 11 2839751 KCNQ1 27
17011 rs2243380(G;G) common in complete genomics 6 117724379 ROS1
17012 rs2292593(A;A) common in complete genomics 17 63197920 RGS9 1
17013 rs2912602(C;C) common in complete genomics 15 26719239 1
17014 rs3093662(A;A) common in complete genomics 6 31544189 TNF 2
17015 rs3117582(A;A) common on affy axiom data 6 31620520 BAT3 8 2
17016 rs3131379(C;C) common on affy axiom data 6 31721033 MSH5 10
17017 rs3734905(C;C) common on affy axiom data 6 169958982 WDR27 1
17018 rs3763288(G;G) common in complete genomics 6 31370367 MICA 1
17019 rs3905000(G;G) common in complete genomics 9 107657070 ABCA1 7



17020 rs4479806(C;C) common in complete genomics 5 26723783 1
17021 rs659628(G;G) common in complete genomics 13 77463236 1
17022 rs6960379(T;T) common in complete genomics 7 63750517 1
17023 rs7297610(C;C) 12 69824024 2
17024 rs749052(A;A) common on affy axiom data 2 232796610 1
17025 rs7765678(T;T) 6 24330544 DCDC2 2
17026 rs789852(C;C) common in complete genomics 3 194327098 TMEM44 1
17027 rs8077696(C;C) common in complete genomics 17 63192561 RGS9 1
17028 rs8176746(C;C) 9 136131322 ABO 12
17029 rs8176749(G;G) 9 136131188 ABO 1
17030 rs9258260(C;C) common in complete genomics 6 29723161 1
17031 rs11732095(A;A) 4 123348345 ADAD1 3
17032 rs2255221(G;G) common in complete genomics 6 31431691 HCP5 2
17033 rs5030737(C;C) common in clinvar 10 54531242 MBL2 13
17034 rs7302230(A;A) common in complete genomics 12 7288432 CLSTN3
17035 rs10106137(C;C) 8 75527633 FLJ39080
17036 rs11102001(G;G) common in complete genomics 1 110299691 EPS8L3
17037 rs11265263(C;C) common on affy axiom data 1 159710517 3
17038 rs12584136(C;C) common in complete genomics 13 110419354 IRS2 1
17039 rs13098911(C;C) common in complete genomics 3 46235201 1
17040 rs1320(G;G) common on affy axiom data 22 22599537 VPREB1 1
17041 rs2070424(A;A) common in complete genomics 21 33039320 SOD1 4
17042 rs222749(C;C) common in complete genomics 17 3495374 TRPV1 1
17043 rs3804100(T;T) normal 4 154625409 TLR2 20
17044 rs3869068(G;G) common in complete genomics 6 30004052 NCRNA00171 5
17045 rs6139030(T;T) common on affy axiom data 20 3187733 ITPA 2
17046 rs6589566(A;A) common on affy axiom data 11 116652423 ZNF259 5
17047 rs10092658(C;C) common in complete genomics 8 130980472 FAM49B 1



17048 rs10502868(T;T) common in complete genomics 18 43153949 SLC14A2 2
17049 rs10794720(C;C) common in complete genomics 10 1156165 WDR37 1
17050 rs10800098(G;G) common on affy axiom data 1 165409095 RXRG 2
17051 rs10868366(G;G) average 9 88700060 GOLM1 2
17052 rs11191548(T;T) 10 104846178 NT5C2 12
17053 rs11259096(T;T) common in complete genomics 10 14478618 MIR1265 1
17054 rs11549465(C;C) common on affy axiom data 14 62207557 HIF1A 24
17055 rs11964281(C;C) 6 152121442 ESR1
17056 rs11984075(A;A) 7 37436854 ELMO1 1
17057 rs12413409(G;G) 10 104719096 CNNM2 3
17058 rs12567209(G;G) common in complete genomics 1 162036479
17059 rs1270942(T;T) common on affy axiom data 6 31918860 CFB 4
17060 rs1305088(G;G) common in complete genomics 13 29278450 SLC46A3 1
17061 rs1535435(G;G) 6 135757022 AHI1 1
17062 rs16944141(G;G) common in complete genomics 13 90865546 1
17063 rs1736557(G;G) common in clinvar 1 171080080 FMO3 3 1.1
17064 rs17728338(G;G) common in complete genomics 5 150478318 ANXA6 6
17065 rs2066808(T;T) 12 56737973 STAT2 8
17066 rs2074479(T;T) common in complete genomics 6 30041009 RNF39 3
17067 rs2074480(A;A) common in complete genomics 6 30040810 RNF39 3
17068 rs2296949(G;G) 9 134385436 POMT1
17069 rs3211908(C;C) 7 80293916 CD36 5
17070 rs3737559(G;G) common in complete genomics 17 41234304 BRCA1 6
17071 rs3785152(C;C) common in complete genomics 16 55716550 SLC6A2 2
17072 rs3804795(A;A) common in complete genomics 3 3130645 IL5RA 1
17073 rs3890182(G;G) common in complete genomics 9 107647655 ABCA1 13
17074 rs497309(T;T) common on affy axiom data 6 31892484 C2 1
17075 rs5993891(C;C) common in complete genomics 22 19959746 ARVCF
17076 rs6413420(G;G) normal 10 135340829 CYP2E1 3



17077 rs7919006(C;C) common in complete genomics 10 76808760 DUPD1 1
17078 rs9261129(T;T) common in complete genomics 6 29979579 NCRNA00171 4
17079 rs9383938(G;G) common in complete genomics 6 151987357 2
17080 rs9494266(G;G) 6 135851573 C6orf217 4
17081 rs9658625(A;A) common on affy axiom data 12 53497402 SOAT2 1
17082 rs16969681(C;C) common in complete genomics 15 32993111 1

17083 rs2227692(C;C) common in complete genomics 7 100779244 SERPINE1 1 1.6
17084 rs4140564(T;T) common in complete genomics 1 186725003 3
17085 rs8042919(G;G) common on affy axiom data 15 50878630 TRPM7 4
17086 rs1041163(T;T) common in complete genomics 1 101183825 VCAM1 2
17087 rs10994336(C;C) common on affy axiom data 10 62179812 ANK3 22 2
17088 rs17216525(C;C) common in complete genomics 19 19662220 2
17089 rs193008(T;T) common in complete genomics 9 108042806 SLC44A1 1
17090 rs641153(C;C) common in clinvar 6 31914180 CFB 24
17091 rs9378249(T;T) common in complete genomics 6 31327701 1
17092 rs13300284(G;G) common in complete genomics 9 25452812 1
17093 rs17001239(C;C) common on affy axiom data 21 27002377 1
17094 rs2948694(A;A) normal 3 172165163 GHSR 6 2
17095 rs10509680(G;G) common on affy axiom data 10 96734339 CYP2C9 3 3
17096 rs12027542(A;A) common on affy axiom data 1 233340154 PCNXL2 1
17097 rs16872085(A;A) common in complete genomics 8 105957540 1
17098 rs17237198(G;G) common on affy axiom data 12 48953932 OR5BS1P 1
17099 rs3757318(G;G) common in complete genomics 6 151914113 C6orf97 5
17100 rs4837752(G;G) common in complete genomics 9 123056637 1
17101 rs9261174(T;T) common in complete genomics 6 29996855 NCRNA00171 9
17102 rs10488031(G;G) common in complete genomics 7 37076854 ELMO1 1
17103 rs10512049(C;C) common in complete genomics 9 78276675 1
17104 rs11065611(C;C) 12 110704487 1



17105 rs11245954(A;A) common on affy axiom data 11 1101078 MUC2 1
17106 rs1140409(T;T) common in complete genomics 17 62496670 DDX5 1
17107 rs11754661(G;G) common on affy axiom data 6 151207078 MTHFD1L 5
17108 rs13095226(T;T) common in complete genomics 3 99396272 COL8A1 1
17109 rs1380131(G;G) common on affy axiom data 14 54072858 1
17110 rs1447295(C;C) normal 8 128485038 LOC727677 79 1.7
17111 rs16853571(A;A) common in complete genomics 4 41753130 5

17112 rs17415853(T;T) common on affy axiom data 12 15930805 EPS8 1
17113 rs1799852(C;C) common on affy axiom data 3 133475722 TF 4 2.5
17114 rs2073724(C;C) common on affy axiom data 6 31129707 TCF19
17115 rs2304973(C;C) common in complete genomics 17 4642222 CXCL16 1
17116 rs246246(T;T) 5 129056759 ADAMTS19 2
17117 rs2630349(G;G) common in complete genomics 3 113873372 DRD3 1
17118 rs2630351(G;G) common in complete genomics 3 113875059 DRD3 1
17119 rs2665390(T;T) common in complete genomics 3 156397749 TIPARP 4 1.4
17120 rs2894054(C;C) common in complete genomics 6 30872274 1
17121 rs3729639(C;C) common in complete genomics 16 67225501 E2F4 1
17122 rs3733359(C;C) common in complete genomics 4 72649774 GC 3
17123 rs4242382(G;G) normal risk 8 128517573 13 2
17124 rs4242384(A;A) 8 128518554 6
17125 rs5068(T;T) 1 11905974 NPPA 9
17126 rs508487(G;G) common in complete genomics 11 117075566 TAGLN 1
17127 rs5368(C;C) common in complete genomics 1 169696946 SELE 4
17128 rs5628(C;C) common in complete genomics 20 48140682 PTGIS 3
17129 rs6017291(A;A) common in complete genomics 20 42854134 LOC100505783 1
17130 rs7019241(C;C) average 9 88693460 GOLM1 4
17131 rs716595(G;G) common on affy axiom data 10 112006486 MXI1 2
17132 rs7253363(G;G) common on affy axiom data 19 11682495 2



17133 rs7927370(C;C) common on affy axiom data 11 55136219 OR4A15 1
17134 rs8192287(G;G) normal 4 24796568 SOD3 5
17135 rs868213(T;T) common in complete genomics 16 67220457 EXOC3L 1
17136 rs9366637(C;C) common in complete genomics 6 26089098 HFE 2
17137 rs9960767(A;A) normal 18 53155002 TCF4 9 1.4
17138 rs13279522(T;T) common in complete genomics 8 66974252 DNAJC5B 1
17139 rs8192625(G;G) common on affy axiom data 6 132892332 TAAR6 7
17140 rs918959(G;G) common in complete genomics 2 181513729 1

17141 rs16951095(C;C) common on affy axiom data 18 7042911 LAMA1 1
17142 rs2227902(G;G) common in complete genomics 4 57797100 REST 1
17143 rs324032(A;A) common in complete genomics 3 113877828 DRD3 1
17144 rs450046(T;T) 22 18901004 PRODH 2
17145 rs6687813(C;C) common on affy axiom data 1 169477574 1
17146 rs6823379(T;T) common in complete genomics 4 41711862 2
17147 rs10494067(A;A) common in complete genomics 1 107830858 NTNG1 1
17148 rs10516526(A;A) common on affy axiom data 4 106688904 GSTCD 2
17149 rs1055419(G;G) common in complete genomics 3 125313832 OSBPL11 1
17150 rs10895068(G;G) normal 11 101000214 PGR 15 1.5
17151 rs11241713(C;C) 5 123119565 1
17152 rs1143699(C;C) 19 5210762 PTPRS 1
17153 rs1256531(A;A) 14 65747759 PTBP1P 1
17154 rs13385731(T;T) common on affy axiom data 2 33701890 RASGRP3 4
17155 rs1424151(T;T) common in complete genomics 16 82129352 HSD17B2 1
17156 rs17007695(T;T) common in complete genomics 4 142709723 3
17157 rs17057678(T;T) normal 6 130031493 ARHGAP18 1
17158 rs17170899(C;C) common in complete genomics 5 136376050 SPOCK1 1
17159 rs17727261(C;C) common in complete genomics 2 125281910 CNTNAP5 1
17160 rs2031920(C;C) normal 10 135339845 CYP2E1 24



17161 rs2238476(C;C) 16 16213872 ABCC1 1
17162 rs2239395(T;T) common in complete genomics 22 19962203 ARVCF 1
17163 rs2279434(C;C) common on affy axiom data 10 45955064 MARCH8 1
17164 rs2623702(T;T) common in complete genomics 8 3594906 CSMD1 1
17165 rs315135(A;A) common in complete genomics 12 69762987 YEATS4 2
17166 rs3750425(C;C) 9 77377410 TRPM6
17167 rs3750861(C;C) common in complete genomics 10 3824433 KLF6 1
17168 rs3758354(A;A) common on affy axiom data 9 75764565 1
17169 rs3781684(G;G) common in complete genomics 11 76823484 CAPN5 1

17170 rs4947296(T;T) common on affy axiom data 6 31058178 3
17171 rs522162(A;A) common in complete genomics 6 31919917 RDBP 2
17172 rs527589(A;A) common in complete genomics 11 77154639 PAK1 1
17173 rs541862(A;A) common on affy axiom data 6 31916951 CFB 2
17174 rs547154(C;C) common in complete genomics 6 31910938 C2 18
17175 rs557337(A;A) 13 75861001 TBC1D4
17176 rs5871(T;T) common in complete genomics 14 90871478 CALM1 2
17177 rs621559(G;G) common in complete genomics 1 43645411 WDR65 2
17178 rs6314(C;C) higher risk for RA 13 47409034 HTR2A 19
17179 rs641525(T;T) common in complete genomics 8 2740502 1
17180 rs6741148(T;T) common in complete genomics 2 38277832 FAM82A1 1
17181 rs694066(G;G) common in complete genomics 11 68452985 GAL 5
17182 rs7151526(C;C) normal 14 94863636 1
17183 rs8091406(A;A) common in complete genomics 18 45264035
17184 rs82625(G;G) common in complete genomics 10 115756130 1
17185 rs9368699(T;T) common in complete genomics 6 31802541 C6orf48 2
17186 rs960089(G;G) common in complete genomics 8 59708309 1
17187 rs10499080(C;C) common in complete genomics 6 114273646 HDAC2 2
17188 rs10516809(A;A) common in complete genomics 4 89421086 HERC5 1



17189 rs12623648(G;G) 2 118869578 INSIG2 1
17190 rs16139(A;A) common in clinvar 7 24324879 NPY 5
17191 rs2228595(C;C) common in complete genomics 7 86415987 GRM3 2
17192 rs2765086(C;C) 13 24504955 ANKRD20A19P 1
17193 rs368331(A;A) common on affy axiom data 7 21742974 DNAH11 1
17194 rs12721510(C;C) common in clinvar 8 67091182 CRH 1
17195 rs12476289(C;C) common in complete genomics 2 179641975 TTN 1
17196 rs35829419(C;C) common on affy axiom data 1 247588858 NLRP3 8
17197 rs11611208(G;G) common on affy axiom data 12 20758613 PDE3A 1
17198 rs2272783(T;T) common in clinvar 18 55238820 FECH 1

17199 rs362521(G;G) 6 29556759 OR2H2 1
17200 rs563649(G;G) common in complete genomics 6 154407967 OPRM1 3
17201 rs650985(A;A) 1 110201580 GSTM4 3
17202 rs10227893(T;T) common in complete genomics 7 114270077 FOXP2
17203 rs10484919(C;C) common in complete genomics 6 151974422 1
17204 rs10521222(C;C) common in complete genomics 16 51158710 1
17205 rs10818854(G;G) common on affy axiom data 9 126446778 DENND1A 5
17206 rs11573901(C;C) common in complete genomics 8 119946560 TNFRSF11B 1
17207 rs11778329(C;C) common on affy axiom data 8 49053165 1
17208 rs12593929(A;A) blue eye color more likely 15 28359258 HERC2 1
17209 rs13190932(G;G) common on affy axiom data 6 111913070 TRAF3IP2 4
17210 rs1435703(G;G) common in complete genomics 3 25560231 RARB 1
17211 rs1440072(T;T) common on affy axiom data 2 223936738 1
17212 rs16920624(T;T) common in complete genomics 10 20810525 1
17213 rs16965666(T;T) common in complete genomics 17 38303547 CASC3
17214 rs17207986(T;T) common in complete genomics 6 32079567 1
17215 rs17586756(C;C) common in complete genomics 2 118830458 1
17216 rs1804429(T;T) common in complete genomics 10 44865841 CXCL12 1



17217 rs1847461(C;C) common on affy axiom data 12 91077508 2
17218 rs1876040(T;T) common in complete genomics 2 19134748 1
17219 rs2015747(G;G) common in complete genomics 11 86503137 1
17220 rs2274976(G;G) common in complete genomics 1 11850927 MTHFR 16
17221 rs2395029(T;T) common 6 31431780 HCP5 30 4
17222 rs2495478(C;C) common in complete genomics 1 55512995 PCSK9 1
17223 rs28372448(G;G) common on affy axiom data 22 50350971 1
17224 rs2977838(C;C) common in complete genomics 8 145640411 SLC39A4
17225 rs3734805(A;A) common in complete genomics 6 151939350 C6orf97 3
17226 rs4821481(T;T) common in complete genomics 22 36695942 MYH9 11
17227 rs5063(G;G) common in complete genomics 1 11907648 NPPA 15
17228 rs5750250(A;A) common in complete genomics 22 36708483 MYH9 5
17229 rs6464375(C;C) common in complete genomics 7 153625843 DPP6 2
17230 rs6949149(G;G) common in complete genomics 7 22749157 1
17231 rs7236477(A;A) common on affy axiom data 18 28902322 DSG1 1
17232 rs738792(T;T) common in complete genomics 22 24121378 MMP11 1
17233 rs928302(C;C) common in complete genomics 21 43810084 TMPRSS3 3
17234 rs9471576(G;G) common in complete genomics 6 41303805 NCR2 1
17235 rs986475(T;T) common in complete genomics 6 31556709 NCR3 1
17236 rs2074238(C;C) common on affy axiom data 11 2484803 KCNQ1 3
17237 rs4821480(T;T) common in complete genomics 22 36695247 MYH9 15
17238 rs6427528(G;G) common 1 160516308 CD84 1 1.5
17239 rs2172397(G;G) common in complete genomics 3 81643167 GBE1
17240 rs727299(G;G) common in complete genomics 13 95108501 DCT 2
17241 rs10090154(C;C) normal 8 128532137 22 2.1
17242 rs11820589(G;G) 11 116633862 BUD13 3
17243 rs2234951(C;C) common on affy axiom data 6 52617738 GSTA2 1
17244 rs7832031(G;G) 8 128516952
17245 rs10486776(G;G) common on affy axiom data 7 15742786 RPL36AP26 3



17246 rs13213247(A;A) common in complete genomics 6 81516036 1
17247 rs13353224(A;A) common on affy axiom data 18 65400425 LOC643542 2
17248 rs16864968(A;A) common in complete genomics 2 224459683 SCG2 1
17249 rs17077331(C;C) common in complete genomics 13 66356341 1
17250 rs1801278(G;G) normal 2 227660544 IRS1 27
17251 rs3737965(C;C) common in complete genomics 1 11866451 CLCN6 1
17252 rs4855271(T;T) common on affy axiom data 3 164714532 SI
17253 rs5750248(C;C) common in complete genomics 22 36702892 MYH9 3
17254 rs7669317(T;T) common in complete genomics 4 106457330 1
17255 rs8192506(A;A) common in complete genomics 2 120129841 DBI 5
17256 rs11688(G;G) common in complete genomics 1 59247993 JUN 4
17257 rs179943(C;C) common in complete genomics 6 16398318 ATXN1 2
17258 rs2785173(C;C) common in complete genomics 11 35155732 FAM75A4 1
17259 rs10401120(C;C) common in complete genomics 18 53192498 TCF4 1
17260 rs10479334(T;T) common on affy axiom data 5 104954328 1
17261 rs10937823(C;C) normal 4 7480422 SORCS2 2 2
17262 rs11243676(G;G) common on affy axiom data 9 135096767 NTNG2 1
17263 rs1150226(C;C) common in complete genomics 11 113845541 HTR3A 5
17264 rs11677877(A;A) common on affy axiom data 2 228131169 COL4A3 1
17265 rs12127588(G;G) common on affy axiom data 1 198595506 1
17266 rs12529514(T;T) common in complete genomics 6 14096658 1
17267 rs1528133(A;A) normal risk 11 8149753 RIC3 2
17268 rs1799805(C;C) common in clinvar 7 100490797 ACHE 1
17269 rs1800562(G;G) Not a C282Y hemochromatosis carrier. 6 26093141 HFE 35 4
17270 rs1801334(G;G) common in clinvar 6 161781225 PARK2 2
17271 rs2240203(A;A) blue eye color more likely 15 28494202 HERC2 1
17272 rs2870946(A;A) common on affy axiom data 12 68596661 IL26 3
17273 rs3731863(G;G) common in complete genomics 2 219252208 SLC11A1 1



17274 rs4531(G;G) common on affy axiom data 9 136509370 DBH 2
17275 rs6869645(C;C) common in complete genomics 5 1404548 SLC6A3 2
17276 rs7105934(G;G) common in complete genomics 11 69239741 LOC100505834 4
17277 rs7523017(G;G) common in complete genomics 1 36015011 KIAA0319L 2
17278 rs7530302(G;G) common in complete genomics 1 220664952 1
17279 rs7702057(G;G) common in complete genomics 5 115727838 1

17280 rs8028689(T;T) blue eye color if part of blue eye color
haplotype 15 28488888 HERC2 4

17281 rs8187710(G;G) common on affy axiom data 10 101611294 ABCC2 9
17282 rs3026785(T;T) normal 10 43625686 RET 1
17283 rs820878(C;C) common in complete genomics 5 73981270 HEXB 1
17284 rs13230047(C;C) common in complete genomics 7 36961320 ELMO1 1
17285 rs10109700(G;G) 8 128485964 LOC727677 1
17286 rs11818629(C;C) common on affy axiom data 10 130137105 1
17287 rs34693726(C;C) common in complete genomics 17 10312472 MYH8
17288 rs11559013(G;G) common in complete genomics 3 105294502 ALCAM 2
17289 rs3847109(G;G) common in complete genomics 7 131103474 MKLN1 1
17290 rs4869419(A;A) common in complete genomics 5 92567539 1
17291 rs5770917(T;T) normal 22 51017353 CHKB 7
17292 rs1044394(C;C) common in complete genomics 20 61982085 CHRNA4 4
17293 rs10508517(G;G) 10 16997891 CUBN 1
17294 rs1065341(A;A) common in complete genomics 17 34198593 CCL5 2
17295 rs11215936(G;G) common in complete genomics 11 116313516 1
17296 rs11265260(A;A) common on affy axiom data 1 159700039 4
17297 rs11747270(A;A) common in complete genomics 5 150258867 5
17298 rs12035891(A;A) common in complete genomics 1 106655045
17299 rs12731981(G;G) common in complete genomics 1 43804340 MPL
17300 rs13405728(A;A) common in complete genomics 2 48978159 LHCGR 7
17301 rs1524107(C;C) common in complete genomics 7 22768219 IL6 2



17302 rs16992796(A;A) common in complete genomics 22 45183014 ARHGAP8 1
17303 rs17110736(G;G) common in complete genomics 1 94462769 ABCA4 1
17304 rs17133762(C;C) common in complete genomics 10 4889139 AKR1E2
17305 rs17148090(A;A) common in complete genomics 11 85017476 DLG2 1
17306 rs1799978(A;A) 11 113346351 DRD2 5
17307 rs187715(A;A) 16 55704042 SLC6A2 1
17308 rs2066992(G;G) common in complete genomics 7 22768249 IL6 5
17309 rs2290349(T;T) common in complete genomics 10 4881935 AKR1E2
17310 rs2609653(T;T) normal 8 34236992 2
17311 rs3093077(T;T) 1 159679636 17
17312 rs344560(G;G) common in complete genomics 19 6665020 TNFSF14 1
17313 rs3774923(G;G) 4 23795064 PPARGC1A 3

17314 rs419434(G;G) common in complete genomics 6 32986749 1
17315 rs4790953(T;T) common in complete genomics 17 63227030 1
17316 rs5320(G;G) common in complete genomics 9 136507473 DBH 3
17317 rs569108(T;T) normal 11 59863104 MS4A2 3
17318 rs5743867(T;T) common in complete genomics 11 1328351 TOLLIP 1
17319 rs574700(C;C) common in complete genomics 11 59855483 MS4A2 1
17320 rs6190(G;G) common in complete genomics 5 142780337 NR3C1 4
17321 rs6339(G;G) common in clinvar 1 156848946 NTRK1 6
17322 rs6799705(C;C) common in complete genomics 3 35982130 1
17323 rs7024934(A;A) 9 132967288 NCS1
17324 rs7495174(A;A) blue/gray eyes more likely 15 28344238 OCA2 12
17325 rs763780(T;T) common on affy axiom data 6 52101739 IL17F 24
17326 rs795659(T;T) common in complete genomics 13 54753972
17327 rs17638464(G;G) common on affy axiom data 4 162602209 FSTL5 1
17328 rs12467557(A;A) common in complete genomics 2 51242270 NRXN1 2
17329 rs3758581(G;G) normal 10 96602623 CYP2C19 1



17330 rs7140561(C;C) common in complete genomics 14 39736680 CTAGE5
17331 rs10517270(G;G) common in complete genomics 4 33203140 1
17332 rs1805013(C;C) common in complete genomics 16 27373980 IL4R 4
17333 rs2291418(C;C) common in complete genomics 5 179225324 MGAT4B 2
17334 rs3790568(G;G) common in complete genomics 1 67836060 IL12RB2 1
17335 rs8053188(C;C) common in complete genomics 16 23652525 PALB2 3
17336 rs16879765(C;C) common in complete genomics 7 37989095 EPDR1 1
17337 rs1047266(C;C) common on affy axiom data 8 22900701 TNFRSF10B 2
17338 rs16977195(A;A) common on affy axiom data 15 86984240 AGBL1 2
17339 rs3024994(C;C) common in complete genomics 6 43743507 VEGFA 3
17340 rs1055061(G;G) common in complete genomics 14 23744932 HOMEZ 1
17341 rs11216185(T;T) common in complete genomics 11 116782974 SIK3 1
17342 rs11465804(T;T) normal risk 1 67702526 IL23R 27 1.5

17343 rs16936752(T;T) common in complete genomics 9 96063690 WNK2 1
17344 rs17638629(T;T) common in complete genomics 19 12225372 ZNF788 1
17345 rs2206593(G;G) common in complete genomics 1 186642429 PTGS2 5
17346 rs2306168(C;C) common in complete genomics 11 74907582 SLCO2B1 2
17347 rs4149013(A;A) common in complete genomics 12 21282410 SLCO1B1 1
17348 rs1000113(C;C) normal 5 150240076 5
17349 rs10508372(G;G) common in complete genomics 10 8972018 1
17350 rs10743430(T;T) common in complete genomics 12 22151573 1
17351 rs11214606(C;C) common on affy axiom data 11 113309869 DRD2 2
17352 rs11888559(C;C) common in complete genomics 2 204165171 CYP20A1 1
17353 rs12141391(C;C) common in complete genomics 1 72274473 NEGR1 1
17354 rs1530057(C;C) common in complete genomics 3 29575463 RBMS3 2
17355 rs17144465(A;A) 7 21504427 SP4 2
17356 rs17277546(G;G) common in complete genomics 7 99489571 TRIM4 2
17357 rs1769259(A;A) common in complete genomics 9 97369149 FBP1



17358 rs17815774(C;C) common in complete genomics 15 31334362 TRPM1 1
17359 rs1800067(G;G) common in complete genomics 16 14029033 ERCC4 15
17360 rs2020865(T;T) common in complete genomics 1 171176912 FMO2 2
17361 rs25489(G;G) normal risk 19 44056412 XRCC1 8
17362 rs28757184(C;C) common in complete genomics 15 51514572 CYP19A1 4
17363 rs3765310(C;C) common in complete genomics 6 24503597 ALDH5A1 3
17364 rs4516970(G;G) common in complete genomics 6 160137687 2
17365 rs4986852(G;G) normal 17 41244429 BRCA1 4 2
17366 rs6232(A;A) common in complete genomics 5 95751785 PCSK1 14 2.1
17367 rs6827292(T;T) common in complete genomics 4 99992994 ADH5 2
17368 rs7142002(T;T) common in complete genomics 14 102360745 PPP2R5C 1
17369 rs7714584(A;A) common in complete genomics 5 150270420 1
17370 rs7925545(A;A) common in complete genomics 11 71845541 FOLR3 1
17371 rs7926875(C;C) common in complete genomics 11 71849442 FOLR3 1

17372 rs9627183(G;G) common on affy axiom data 22 48284514 3
17373 rs1558861(T;T) common on affy axiom data 11 116607437 3
17374 rs11727189(G;G) 4 106619140 INTS12 1
17375 rs16856202(T;T) common in complete genomics 1 232155151 DISC1 1
17376 rs1801270(C;C) normal risk 6 36651971 CDKN1A 21
17377 rs10108954(C;C) common in complete genomics 8 8722378 MFHAS1 1
17378 rs10207654(A;A) common in complete genomics 2 173307756 ITGA6
17379 rs10513026(C;C) common in complete genomics 5 9624106 1
17380 rs11725957(G;G) common in complete genomics 4 49062892 CWH43 1
17381 rs12282742(C;C) common in complete genomics 11 18265799 SAA2 1
17382 rs12418204(G;G) common on affy axiom data 11 72250123 1
17383 rs12621278(A;A) common in complete genomics 2 173311553 ITGA6 6
17384 rs13010627(G;G) common in clinvar 2 202074098 CASP10 3
17385 rs13394720(T;T) common on affy axiom data 2 234502121 2



17386 rs1402279(A;A) common on affy axiom data 12 77729385 2
17387 rs16858811(T;T) common in complete genomics 2 219029843 CXCR1 5
17388 rs17041183(G;G) common in complete genomics 2 51229655 NRXN1
17389 rs17083844(G;G) common in complete genomics 18 68842243 1
17390 rs17124581(T;T) common on affy axiom data 14 88826682 1
17391 rs17605562(C;C) common in complete genomics 2 12037179 1
17392 rs17679445(G;G) common on affy axiom data 17 46022065 PNPO
17393 rs17682547(T;T) 5 3395915 1
17394 rs2273773(T;T) common in complete genomics 10 69666598 SIRT1 7
17395 rs2278107(T;T) common in complete genomics 6 94120639 EPHA7 2
17396 rs2280543(C;C) common in complete genomics 11 203788 BET1L 4
17397 rs2395148(G;G) common in complete genomics 6 32321554 C6orf10 3
17398 rs286913(C;C) common in complete genomics 11 34655363 EHF 1
17399 rs3737597(C;C) common in complete genomics 1 232172838 DISC1 1
17400 rs3753242(C;C) common on affy axiom data 1 2069681 PRKCZ 2

17401 rs3819299(A;A) common in clinvar 6 31322367 HLAB 1
17402 rs3853240(T;T) common in complete genomics 5 166318190 1
17403 rs4252041(C;C) 2 113890610 IL1RN 2
17404 rs563507(G;G) common on affy axiom data 10 34817988 PARD3 1
17405 rs6013029(G;G) normal 20 36399580 CTNNBL1 4
17406 rs682632(G;G) common in complete genomics 9 27183463 TEK
17407 rs6990255(C;C) common in complete genomics 8 34126948 2
17408 rs7300972(T;T) common in complete genomics 12 109017264 SELPLG
17409 rs7705924(A;A) common in complete genomics 5 101946798 1 2.5
17410 rs7717572(G;G) common in complete genomics 5 66833257 1
17411 rs7763822(C;C) common in complete genomics 6 33060428 HLADPA2 1
17412 rs8027714(G;G) common in complete genomics 15 24964597 1
17413 rs8110090(A;A) common in complete genomics 19 41845872 TGFB1 3



17414 rs9262632(A;A) common in complete genomics 6 31024808 HCG22 1
17415 rs9341266(C;C) common in complete genomics 2 38295994 CYP1B1 3
17416 rs9380880(G;G) common in complete genomics 6 39528982 KIF6 1
17417 rs9491640(C;C) common in complete genomics 6 98919264 2
17418 rs9985399(T;T) common in complete genomics 3 40008634 MYRIP 1
17419 rs17632091(G;G) 5 3417577 LOC285577 1
17420 rs2070075(C;C) common in complete genomics 9 34648418 GALT 3 3
17421 rs3093726(T;T) normal 6 31546789 TNF 2 4
17422 rs728524(A;A) common in complete genomics 6 152303437 ESR1 2
17423 rs997509(C;C) common in complete genomics 6 132167977 ENPP1 3
17424 rs10497721(C;C) common on affy axiom data 2 192914362 TMEFF2 2
17425 rs13383830(T;T) common in complete genomics 2 71058306 CD207 1
17426 rs17036101(G;G) common on affy axiom data 3 12277845 6
17427 rs2067474(G;G) common in complete genomics 5 175109219 HRH2 4
17428 rs3824886(G;G) common in complete genomics 11 20404613 HTATIP2 1
17429 rs1804645(C;C) common in complete genomics 2 24974958 NCOA1 2

17430 rs776746(G;G) common in complete genomics 7 99270539 CYP3A5 30 3
17431 rs10033119(A;A) common in complete genomics 4 164245854 NPY1R 1
17432 rs1013579(A;A) common in complete genomics 1 57422484 C8B
17433 rs11555096(G;G) common on affy axiom data 15 80472526 FAH 3
17434 rs11821102(G;G) common in complete genomics 11 35252544 CD44 2
17435 rs12272004(C;C) 11 116603724 8
17436 rs12594287(G;G) common in complete genomics 15 51523907 CYP19A1 1
17437 rs12638540(A;A) common in complete genomics 3 32488534 CMTM7 1
17438 rs1328674(G;G) average 13 47441707 HTR2A 1
17439 rs13361189(T;T) normal 5 150223387 20 2.6
17440 rs17077154(T;T) common in complete genomics 8 6351252 MCPH1 1
17441 rs17863762(G;G) common in complete genomics 2 234527183 UGT1A8 3



17442 rs1799899(G;G) common in complete genomics 3 133475812 TF 4
17443 rs1800472(C;C) common on affy axiom data 19 41847860 TGFB1 15
17444 rs1800961(C;C) common in complete genomics 20 43042364 HNF4A 11
17445 rs1861050(C;C) common in complete genomics 4 15482360 CC2D2A 1
17446 rs2070672(A;A) normal 10 135340548 CYP2E1 2 2
17447 rs2073440(A;A) common in complete genomics 15 50534514 HDC 4
17448 rs2336573(C;C) common in complete genomics 19 8367709 CD320 1
17449 rs283411(G;G) common in complete genomics 4 100265957 ADH1C 1
17450 rs2859631(A;A) common in complete genomics 16 78631794 WWOX 1
17451 rs3798758(G;G) common in complete genomics 6 152421854 ESR1 1
17452 rs4723619(T;T) common in complete genomics 7 37266352 ELMO1 3
17453 rs491391(A;A) common in complete genomics 2 141362058 LRP1B 1
17454 rs4933824(G;G) common in complete genomics 10 83819125 NRG3 2
17455 rs4948088(C;C) common on affy axiom data 7 51027194 1
17456 rs5479(C;C) common in complete genomics 16 67469733 HSD11B2 1
17457 rs726070(G;G) common in clinvar 2 215813331 ABCA12 1
17458 rs7394570(G;G) common in complete genomics 11 42315886 1
17459 rs7911129(A;A) common in complete genomics 10 112340871 SMC3 2
17460 rs855913(G;G) common in complete genomics 7 149203662 1 2.1
17461 rs9288952(A;A) common in complete genomics 3 112185025 BTLA 1
17462 rs9426(G;G) common in complete genomics 19 8367158 CD320 2
17463 rs2289015(G;G) common in complete genomics 1 55075062 ACOT11 1
17464 rs10515552(T;T) common in complete genomics 5 145038831 1
17465 rs10823116(A;A) common in complete genomics 10 69683445 HERC4 1
17466 rs11802316(A;A) 1 98572257
17467 rs16964201(C;C) common in complete genomics 15 51515351 CYP19A1 1
17468 rs1856801(C;C) common in complete genomics 10 112392162 1
17469 rs2235371(C;C) common in clinvar 1 209964080 IRF6 8
17470 rs4987188(G;G) common in complete genomics 2 47643457 MSH2 10



17471 rs10(C;C) 7 92383888 CDK6 4
17472 rs10489535(G;G) 1 6343825 ACOT7
17473 rs10498514(A;A) common in complete genomics 14 64899055 MTHFD1 1
17474 rs10505483(G;G) common 8 128125195 1
17475 rs10510468(G;G) common in complete genomics 3 16938623 PLCL2 1
17476 rs10892151(C;C) common in complete genomics 11 117531731 DSCAML1 5
17477 rs11212364(A;A) common in complete genomics 11 97574984 1
17478 rs1256049(G;G) common in complete genomics 14 64724051 ESR2 16
17479 rs1408272(A;A) common on affy axiom data 6 25842951 4
17480 rs1453560(A;A) common in complete genomics 17 38023441 ZPBP2 1
17481 rs16859517(C;C) common in complete genomics 2 219949184 NHEJ1 1
17482 rs16901979(C;C) normal risk 8 128124916 50 2.9
17483 rs16910061(G;G) common in complete genomics 9 97314741 1
17484 rs16924573(G;G) 10 24604893 KIAA1217 2
17485 rs17121944(T;T) common in complete genomics 12 59440232 1
17486 rs1799814(C;C) common in complete genomics 15 75012987 CYP1A1 11
17487 rs1799944(A;A) common in complete genomics 13 32911463 BRCA2 1 2
17488 rs1800058(C;C) common in complete genomics 11 108160350 ATM 1 1.5
17489 rs1800215(G;G) common in complete genomics 17 48265495 COL1A1
17490 rs2179922(G;G) common 6 152297100 ESR1 1
17491 rs2233434(T;T) common in complete genomics 6 44232920 NFKBIE 2
17492 rs2500535(G;G) common on affy axiom data 6 149329267 UST 4
17493 rs2633562(A;A) common in complete genomics 3 112196431 BTLA 1
17494 rs3213619(T;T) common in complete genomics 7 87230193 ABCB1 9
17495 rs34372695(C;C) common in complete genomics 1 156030037 RAB25 2
17496 rs3734016(G;G) common on affy axiom data 5 96139464 ERAP1 1
17497 rs3804505(C;C) common on affy axiom data 6 52303361 EFHC1 2 2
17498 rs3842788(G;G) common in complete genomics 9 125140206 PTGS1 3



17499 rs4648261(G;G) common in complete genomics 1 186649004 PTGS2 4
17500 rs4986790(A;A) normal 9 120475302 TLR4 84 2.5
17501 rs4986791(C;C) normal 9 120475602 TLR4 51 2.5
17502 rs5030980(G;G) common in complete genomics 16 67516945 AGRP 3
17503 rs5036(A;A) common in clinvar 17 42338945 SLC4A1 1
17504 rs505151(A;A) common in complete genomics 1 55529187 PCSK9 2
17505 rs5789(C;C) common in complete genomics 9 125143973 PTGS1 5
17506 rs6903896(G;G) common in complete genomics 6 31168029 HCG27 1
17507 rs6990917(T;T) common in complete genomics 8 68799377 1
17508 rs700519(C;C) common in complete genomics 15 51507968 CYP19A1 23
17509 rs742710(G;G) 20 5904028 CHGB 1
17510 rs7571816(A;A) common in complete genomics 2 233077064 DIS3L2 1
17511 rs7577363(G;G) common 2 29876343 ALK 3
17512 rs766173(T;T) common in complete genomics 13 32906480 BRCA2 2 2
17513 rs8062326(G;G) common in complete genomics 16 19156016 1
17514 rs5352(G;G) common 13 78475230 EDNRB 1 3.5
17515 rs11218342(T;T) common in complete genomics 11 121434428 SORL1 1
17516 rs2229109(G;G) 7 87179809 ABCB1 3
17517 rs3817578(G;G) common in complete genomics 2 202136595 CASP8 2
17518 rs4988492(G;G) common in complete genomics 20 35882698 GHRH 1
17519 rs5515(G;G) common in clinvar 19 51323676 KLK1 2
17520 rs5761170(C;C) common in complete genomics 22 26173661 MYO18B
17521 rs10103355(G;G) common in complete genomics 8 17918934 ASAH1
17522 rs10130695(C;C) 14 60755984 PPM1A 1
17523 rs10411195(T;T) common in complete genomics 19 20036176 ZNF93 2
17524 rs10486715(G;G) common in complete genomics 7 41478608 1
17525 rs10863790(A;A) common in complete genomics 1 209988047 1
17526 rs11175593(C;C) common in complete genomics 12 40601940 7
17527 rs1142345(A;A) common in clinvar 6 18130918 TPMT 7 3.5



17528 rs13418078(C;C) common in complete genomics 2 177015815 HOXD4 1
17529 rs1635498(A;A) common on affy axiom data 1 242045275 EXO1 4
17530 rs16879552(C;C) common in complete genomics 8 32411216 NRG1 3
17531 rs17095830(A;A) common in complete genomics 12 45774908 ANO6 1
17532 rs17121403(A;A) common on affy axiom data 1 100335977 AGL 1
17533 rs17147033(C;C) common in complete genomics 7 124006740 1
17534 rs17348572(T;T) common in complete genomics 3 140178381 CLSTN2 1
17535 rs17594526(C;C) common in complete genomics 18 53058238 TCF4 1
17536 rs1805129(A;A) common in complete genomics 22 29130458 CHEK2
17537 rs2122554(C;C) common in complete genomics 5 165957086 1
17538 rs2160519(A;A) common on affy axiom data 12 13787846 GRIN2B 1
17539 rs2228048(C;C) common in complete genomics 3 30713842 TGFBR2 7
17540 rs2230926(T;T) common in complete genomics 6 138196066 TNFAIP3 14 2.1
17541 rs2235377(T;T) common in complete genomics 1 209975392 IRF6 1
17542 rs2281388(C;C) common in complete genomics 6 33060118 HLADPA2 1
17543 rs3738402(C;C) common in complete genomics 1 231903010 DISC1 1
17544 rs3807153(T;T) normal 7 138417791 ATP6V0A4 1 1

17545 rs4148356(G;G) common in complete genomics 16 16177275 ABCC1 3
17546 rs4317882(G;G) common in complete genomics 10 28424177 MPP7 1
17547 rs4769874(G;G) 13 31326441 ALOX5AP 4
17548 rs4910742(A;A) common in complete genomics 11 5306509 4
17549 rs4987117(C;C) common in complete genomics 13 32914236 BRCA2 1 2
17550 rs816488(T;T) common in complete genomics 3 39553788 MOBP 1
17551 rs9494883(A;A) common in complete genomics 6 138171466 REREP3 2
17552 rs2705535(C;C) common in complete genomics 3 112208927 BTLA 1
17553 rs10065172(C;C) common in complete genomics 5 150227998 IRGM 13
17554 rs10947089(A;A) common in complete genomics 6 30710135 FLOT1 1
17555 rs1459148(G;G) common in complete genomics 14 98840443 1



17556 rs17355446(G;G) common in complete genomics 2 179589241 TTN 1
17557 rs17472401(G;G) common in complete genomics 1 5940243 NPHP4
17558 rs1800590(T;T) common in complete genomics 8 19796671 LPL 5
17559 rs1805128(G;G) common in complete genomics 21 35821680 KCNE1 13
17560 rs2232165(C;C) normal 3 172166144 GHSR 5
17561 rs284875(G;G) 1 92170708 TGFBR3
17562 rs2975766(G;G) common in complete genomics 2 241538074 CAPN10 1
17563 rs3213120(G;G) common in complete genomics 5 158743108 IL12B 1
17564 rs3819102(T;T) common in complete genomics 18 675307 ENOSF1
17565 rs4987076(G;G) common in clinvar 8 18080001 NAT1 5
17566 rs6413503(G;G) common in complete genomics 19 11241904 LDLR 1
17567 rs6983561(A;A) 8 128106880 10
17568 rs6984045(T;T) common in complete genomics 8 131092413 ASAP1 1
17569 rs8023503(C;C) common in complete genomics 15 58740588 LIPC 2
17570 rs10889553(G;G) common in complete genomics 1 65906265 LEPR 1
17571 rs16849083(C;C) common in complete genomics 3 139184279 RBP2 1
17572 rs17170316(G;G) common in complete genomics 7 33673265 1
17573 rs1799954(C;C) common in complete genomics 13 32914592 BRCA2 1 2

17574 rs2295639(A;A) common in complete genomics 14 64902116 MTHFD1 1
17575 rs3781835(G;G) common in complete genomics 11 121448254 SORL1 1
17576 rs4611189(G;G) common in complete genomics 11 40837713 LOC100507187 1
17577 rs4921(G;G) common in complete genomics 19 1093979 POLR2E 1
17578 rs5355(C;C) common in complete genomics 1 169695870 SELE 11
17579 rs1047552(T;T) normal 15 63597857 APH1B 1
17580 rs12256830(C;C) common in complete genomics 10 55384743 1
17581 rs17147528(T;T) common in complete genomics 5 120605705 1
17582 rs17863783(G;G) common in complete genomics 2 234602277 UGT1A6 2
17583 rs1792124(G;G) common in complete genomics 11 121441520 SORL1 1



17584 rs1801208(G;G) 4 6302889 WFS1 1
17585 rs2089222(G;G) common in complete genomics 12 117002658 MAP1LC3B2 1
17586 rs2230288(G;G) common in clinvar 1 155206167 GBA 2 1
17587 rs2298814(C;C) common in complete genomics 11 121424882 SORL1 1
17588 rs28421666(A;A) common in complete genomics 6 32592737 2
17589 rs28777(A;A) common in complete genomics 5 33958959 SLC45A2 7
17590 rs291102(C;C) common in complete genomics 1 207106478 PIGR 1
17591 rs373496(C;C) common in complete genomics 16 12060163 TNFRSF17 2
17592 rs3772534(G;G) common in complete genomics 3 105421034 CBLB 1
17593 rs4646976(A;A) normal 10 135347727 CYP2E1 1
17594 rs548097(A;A) common in complete genomics 13 75776268 1
17595 rs5742612(T;T) common in complete genomics 12 102874864 IGF1 10
17596 rs5742912(T;T) common in clinvar 12 6458350 SCNN1A 2
17597 rs5908(A;A) common in complete genomics 5 74652199 HMGCR 4
17598 rs6094752(C;C) common on affy axiom data 20 46256424 NCOA3 1
17599 rs6413419(G;G) normal 10 135345675 CYP2E1 4
17600 rs6589885(G;G) common in complete genomics 11 121426042 SORL1 1
17601 rs699363(T;T) common in complete genomics 14 72692493 RGS6 1
17602 rs7965399(T;T) common in complete genomics 12 102891686 9

17603 rs8176058(C;C) common 7 142655008 KEL 2 2.5
17604 rs9609421(A;A) common in complete genomics 22 32461497 SLC5A1
17605 rs12594375(G;G) common in complete genomics 15 58732468 LIPC 3
17606 rs1359645(A;A) common in complete genomics 10 108045657 1
17607 rs17132261(C;C) common in complete genomics 5 110008214 TMEM232 1
17608 rs28756990(G;G) common in clinvar 14 75514138 MLH3 1
17609 rs6258(C;C) common in complete genomics 17 7534678 SHBG 2
17610 rs689469(G;G) 1 186641197 PTGS2 3
17611 rs7328278(A;A) common in complete genomics 13 36351766 DCLK1 1



17612 rs823128(A;A) common in complete genomics 1 205713378 NUCKS1 3
17613 rs10489759(G;G) common in complete genomics 1 189589339 1
17614 rs10953454(G;G) common in complete genomics 7 104503813 LHFPL3 1
17615 rs11966200(C;C) common on affy axiom data 6 31837066 SLC44A4 3
17616 rs17047573(T;T) common in complete genomics 3 68411119 FAM19A1 1
17617 rs17069122(G;G) common in complete genomics 6 108323759 RPL3P7 1
17618 rs17081231(A;A) common in complete genomics 13 66967622 PCDH9 1
17619 rs1800056(T;T) normal 11 108138003 ATM 1 1.5
17620 rs2242047(G;G) common in complete genomics 15 85478696 SLC28A1 1
17621 rs2293507(G;G) common in complete genomics 7 70228020 AUTS2
17622 rs35795399(T;T) 4 76942677 ART3 1
17623 rs4078023(A;A) 16 20320087 GP2 1
17624 rs4648298(A;A) 1 186641682 PTGS2 7
17625 rs578430(G;G) common in complete genomics 9 113563143 MUSK
17626 rs6025(G;G) normal/common 1 169519049 F5 21 3.5
17627 rs6560749(G;G) common in complete genomics 10 1676531 ADARB2 1
17628 rs7080536(G;G) common in clinvar 10 115348046 HABP2 2 3
17629 rs710079(C;C) common in complete genomics 16 129223 MPG 1
17630 rs805264(C;C) common in complete genomics 6 31623873 APOM 3
17631 rs8190315(A;A) common in complete genomics 22 18226764 BID 1

17632 rs9345389(A;A) common in complete genomics 6 94440604 TSG1 1
17633 rs9922369(G;G) common in complete genomics 16 53648482 RPGRIP1L 2
17634 rs9923451(G;G) common in complete genomics 16 78952439 WWOX 1
17635 rs34006675(G;G) common in complete genomics 9 108366499 FKTN 1
17636 rs12206204(C;C) common in complete genomics 6 26116982 LOC100506979 1
17637 rs17125721(A;A) common in clinvar 14 73673178 PSEN1 1
17638 rs1805389(C;C) common in clinvar 13 108863609 LIG4 3
17639 rs4545(G;G) common on affy axiom data 8 143994041 CYP11B2 3



17640 rs7946599(G;G) common in complete genomics 11 121423640 SORL1 1
17641 rs10029345(G;G) common in complete genomics 4 36281837 DTHD1
17642 rs10282312(T;T) common on affy axiom data 7 143017807 CLCN1
17643 rs10502094(A;A) common in complete genomics 11 107430054 ALKBH8 1
17644 rs12514426(G;G) common in complete genomics 5 167893708 WWC1 1
17645 rs155417(C;C) common in complete genomics 5 174868840 DRD1 1
17646 rs16879498(C;C) common in clinvar 6 49580247 RHAG 1
17647 rs1784919(G;G) common in complete genomics 11 121439665 SORL1 1
17648 rs2835285(G;G) common in complete genomics 21 37507767 CBR3 1
17649 rs3024772(G;G) common in complete genomics 13 113826100 PROZ 2
17650 rs3781838(T;T) common in complete genomics 11 121453517 SORL1 1
17651 rs662799(A;A) normal 11 116663707 APOA5 42 2
17652 rs7102974(C;C) 11 61560035 FEN1
17653 rs720099(A;A) common in complete genomics 11 121433793 SORL1 1
17654 rs2304016(A;A) common in complete genomics 2 166168503 SCN2A 3
17655 rs10494778(A;A) common in complete genomics 1 198528106
17656 rs11088859(G;G) common on affy axiom data 21 22689344 NCAM2 1
17657 rs11752643(C;C) common in complete genomics 6 32669373 1
17658 rs12708965(C;C) common in complete genomics 16 56936319 SLC12A3
17659 rs12918964(C;C) common in complete genomics 16 47732476 PHKB
17660 rs16939660(T;T) 15 58302887 ALDH1A2 1

17661 rs17065323(C;C) common in complete genomics 13 44627788 2
17662 rs17085106(G;G) common in complete genomics 18 69439073 1
17663 rs17101921(G;G) common in complete genomics 10 123153295 3
17664 rs17119461(T;T) common on affy axiom data 10 107516352 1
17665 rs17853166(T;T) Normal 9 111679940 IKBKAP
17666 rs1801279(G;G) common in complete genomics 8 18257704 NAT2 11
17667 rs2075291(C;C) normal 11 116661392 APOA5 8



17668 rs2288255(C;C) common in complete genomics 4 79786856 BMP2K 1
17669 rs2766597(A;A) common in complete genomics 6 35765043 CLPS 2
17670 rs28937887(G;G) common in clinvar 10 102748968 C10orf2 1
17671 rs3093665(A;A) common in complete genomics 6 31545391 TNF 1
17672 rs3219175(G;G) common in complete genomics 19 7733855 RETN 5
17673 rs35229355(C;C) common in complete genomics 6 155929801 3
17674 rs3748140(G;G) common on affy axiom data 8 8999019 PPP1R3B 1
17675 rs3765534(C;C) common in complete genomics 13 95815415 ABCC4 5
17676 rs38152(T;T) common on affy axiom data 7 20047575 1
17677 rs3829462(T;T) common in complete genomics 15 58853079 LIPC
17678 rs4784677(T;T) common in complete genomics 16 56548501 BBS2 1
17679 rs4986782(G;G) common in complete genomics 8 18080116 NAT1 1 3.5
17680 rs527430(C;C) common in complete genomics 1 47918821 1
17681 rs5743815(T;T) common in complete genomics 4 38829815 TLR6 5
17682 rs6594681(C;C) common in complete genomics 5 112439941 MCC
17683 rs6838834(C;C) common in complete genomics 4 177653598 VEGFC 1
17684 rs7658637(C;C) common in complete genomics 4 83499313 RNASE1 1
17685 rs7758128(C;C) common in complete genomics 6 32345283 HLADRA 2
17686 rs8039808(C;C) common in complete genomics 15 49939846 1
17687 rs12722477(C;C) 6 29796376 HLAG 1
17688 rs28937903(C;C) common in clinvar 19 47260071 FKRP 1
17689 rs6267(G;G) common 22 19950263 COMT 10
17690 rs10087163(G;G) common on affy axiom data 8 77895865 PEX2
17691 rs10849033(A;A) common in complete genomics 12 4425122 1
17692 rs11038167(A;A) common in complete genomics 11 44843134 TSPAN18 2
17693 rs11549467(G;G) common in complete genomics 14 62207575 HIF1A 13
17694 rs11591147(G;G) normal 1 55505647 PCSK9 19 4.5
17695 rs13306575(C;C) common in clinvar 1 183532437 NCF2 4
17696 rs1401492(G;G) common in complete genomics 3 53680124 CACNA1D 1



17697 rs16856187(A;A) common in complete genomics 2 169770386 3
17698 rs16856247(C;C) common in complete genomics 2 169784413 ABCB11 1
17699 rs16870040(A;A) common in complete genomics 6 93302271
17700 rs16906916(A;A) common in complete genomics 10 56848985 1
17701 rs17028450(C;C) common in clinvar 12 98928103 TMPO 1
17702 rs17110563(C;C) common in complete genomics 12 72366306 TPH2 4
17703 rs17235409(G;G) common in complete genomics 2 219259732 SLC11A1 9
17704 rs1799931(G;G) common in clinvar 8 18258370 NAT2 21
17705 rs1800584(G;G) common in complete genomics 6 18131012 TPMT 2 3.5
17706 rs1800709(C;C) normal 17 41245027 BRCA1 2 2
17707 rs1800888(C;C) normal 5 148206885 ADRB2 18 2.5
17708 rs1834640(A;A) common in complete genomics 15 48392165 3
17709 rs2020912(T;T) common in clinvar 2 48027755 MSH6 8
17710 rs2296840(C;C) common in complete genomics 1 151372047 PSMB4 1
17711 rs279552(G;G) common in complete genomics 3 9976159 CRELD1
17712 rs28365083(C;C) normal 7 99250236 CYP3A5 3
17713 rs28381349(C;C) common in complete genomics 6 31709045 MSH5 3
17714 rs2858881(A;A) common in complete genomics 6 32703845 1
17715 rs2901286(C;C) common in complete genomics 10 122900623 3
17716 rs30832(G;G) common in complete genomics 5 149360877 SLC26A2
17717 rs3218625(G;G) common in complete genomics 1 186643541 PTGS2 2
17718 rs36119840(G;G) common in complete genomics 5 37816112 GDNF 2
17719 rs3738414(G;G) normal 1 117753528 VTCN1 1 1.6
17720 rs3752472(C;C) common in complete genomics 13 33629393 KL 2
17721 rs3759223(T;T) 12 91506783 LUM 4
17722 rs3794260(G;G) average 12 108598274 WSCD2 1
17723 rs3848519(C;C) common in complete genomics 18 55247336 FECH 1
17724 rs4302331(G;G) common in complete genomics 3 33055721 GLB1



17725 rs4470583(G;G) common in complete genomics 4 162250932 1
17726 rs5738(G;G) common in clinvar 16 23200963 SCNN1G 1
17727 rs5742692(T;T) common in complete genomics 12 102799598 IGF1 3
17728 rs6584066(G;G) common in complete genomics 10 98078239 DNTT
17729 rs6857249(A;A) common in complete genomics 4 69434902 UGT2B17 1
17730 rs6961611(T;T) common in complete genomics 7 67426323 1
17731 rs7014851(T;T) common 8 21976710 HR 1
17732 rs7181866(A;A) common in complete genomics 15 50610792 GABPB1 3 3
17733 rs7197779(G;G) common in complete genomics 16 11002927 CIITA
17734 rs7635839(G;G) common in complete genomics 3 191667777 TRIM16L 1
17735 rs7913069(C;C) normal 10 105714399 2 2.2
17736 rs7927044(G;G) common in complete genomics 11 127761666 1
17737 rs8187974(G;G) common in complete genomics 9 75526866 ALDH1A1 2
17738 rs9367630(G;G) common in complete genomics 6 55148103 HCRTR2 1
17739 rs9505298(G;G) common in complete genomics 6 7881449 BMP6 1
17740 rs9589207(G;G) common 13 92003589 MIR92A1 3
17741 rs964201(G;G) common in complete genomics 1 197070901 ASPM 1 2
17742 rs968671(A;A) common in complete genomics 15 27453908 GABRG3
17743 rs1802127(C;C) common in complete genomics 6 31729925 MSH5 3
17744 rs35077384(C;C) common in clinvar 10 99509251 ZFYVE27 2
17745 rs11466023(C;C) common in clinvar 16 3299586 MEFV 7 2
17746 rs17158558(C;C) normal 10 43620335 RET 2
17747 rs2229707(G;G) common in complete genomics 11 73717247 UCP3 2
17748 rs3213119(G;G) common in complete genomics 5 158743788 IL12B 5
17749 rs4341770(A;A) common in clinvar 16 16276737 ABCC6
17750 rs4648262(G;G) common in complete genomics 1 186648749 PTGS2 2
17751 rs4846033(G;G) common on affy axiom data 1 11788564 3
17752 rs9332130(A;A) normal 10 96709037 CYP2C9
17753 rs11568324(C;C) common in complete genomics 16 55726058 SLC6A2 2



17754 rs12749581(G;G) common in complete genomics 1 236966848 MTR
17755 rs1324694(C;C) common in complete genomics 10 101946445 ERLIN1 1
17756 rs13447640(C;C) common in complete genomics 11 94199721 MRE11A 1
17757 rs161400(T;T) common in complete genomics 17 3561396 CTNS
17758 rs16830359(G;G) common in complete genomics 1 43596384 1
17759 rs1800750(G;G) normal risk 6 31542963 TNF 24
17760 rs223469(C;C) common in complete genomics 4 103699778 1
17761 rs2256871(T;T) normal 10 96708974 CYP2C9
17762 rs3136687(A;A) common in complete genomics 17 38717896 CCR7 1
17763 rs3735684(C;C) common in complete genomics 7 1024855 CYP2W1 2 1
17764 rs3783799(G;G) normal risk 14 61919216 PRKCH 2
17765 rs4646440(C;C) common in complete genomics 7 99360870 CYP3A4 1
17766 rs5253(C;C) common in complete genomics 1 16380196 CLCNKB
17767 rs5907(G;G) common in clinvar 22 21134223 SERPIND1 1
17768 rs6054(C;C) common in complete genomics 4 155489608 FGB 1
17769 rs966845(A;A) common in complete genomics 4 95539267 PDLIM5
17770 rs10116682(C;C) common in complete genomics 9 8761778 PTPRD 1
17771 rs10483774(G;G) common in complete genomics 14 64763599 ESR2 2
17772 rs11067600(T;T) common in complete genomics 12 115877777 1
17773 rs11130248(A;A) common in complete genomics 3 50352200 1
17774 rs11231898(G;G) common in complete genomics 11 64658836 MIR1942 2
17775 rs1143663(G;G) common in complete genomics 21 37442675 CBR1 3

17776 rs11568564(C;C) common in complete genomics 12 21457448 SLCO1A2 1
17777 rs12302655(G;G) common in complete genomics 12 113374506 OAS3 1
17778 rs12901682(C;C) common in complete genomics 15 78833223 PSMA4 1
17779 rs13107595(A;A) common in complete genomics 4 95578588 PDLIM5
17780 rs1380866(G;G) common in complete genomics 18 29055957 DSG3
17781 rs1552311(C;C) common in complete genomics 15 48580713 SLC12A1



17782 rs16832015(C;C) common in complete genomics 1 160421916 1
17783 rs16957063(A;A) common in complete genomics 15 42984288 STARD9 1
17784 rs17036170(G;G) 3 12330411 PPARG 2
17785 rs17036350(C;C) common in complete genomics 1 11171226 MTOR 1
17786 rs17107315(T;T) normal 5 147207678 SPINK1 9 4
17787 rs17292650(G;G) common in complete genomics 1 43803807 MPL 1
17788 rs175081(C;C) common in complete genomics 14 75513883 MLH3
17789 rs1799807(A;A) Typical BuChE 3 165548529 BCHE 2 4
17790 rs1799967(G;G) common in clinvar 17 41222975 BRCA1
17791 rs1800971(A;A) common in complete genomics 8 6728116 DEFB1 2
17792 rs20415(G;G) common in complete genomics 1 186650688 PTGS2 1
17793 rs2069526(T;T) normal 15 75041341 CYP1A2 1
17794 rs2071203(G;G) common in complete genomics 3 50311900 SEMA3B 1
17795 rs2072054(T;T) common in complete genomics 3 50196623 SEMA3F 1
17796 rs2073738(G;G) common in complete genomics 22 19170956 CLTCL1 1
17797 rs2075847(T;T) common in complete genomics 11 102669824 MMP1 4
17798 rs2126709(C;C) common on affy axiom data 11 123595927 ZNF202 1
17799 rs2186944(G;G) common in complete genomics 18 13915542 MC2R 3
17800 rs2227945(A;A) common in complete genomics 17 41244130 BRCA1 1 2
17801 rs2228064(G;G) common in complete genomics 10 45878050 ALOX5 2
17802 rs2269736(G;G) common in complete genomics 3 129247526 RHO 1
17803 rs2298585(C;C) common in complete genomics 11 59837192 MS4A3 1
17804 rs2491097(C;C) common on affy axiom data 9 103002451 INVS

17805 rs26722(C;C) normal 5 33963870 SLC45A2 3 2.1
17806 rs267759(G;G) common in complete genomics 5 36137620 LMBRD2 3
17807 rs268(A;A) common in clinvar 8 19813529 LPL 13 2.1
17808 rs2774292(C;C) common in complete genomics 1 114715584 1
17809 rs28399454(G;G) common in complete genomics 19 41351267 CYP2A6 1



17810 rs28897743(G;G) common in clinvar 13 32921033 BRCA2
17811 rs3181032(T;T) common in complete genomics 12 68556175 1
17812 rs3213409(G;G) common in complete genomics 19 17945696 JAK3 1
17813 rs35152987(G;G) common in clinvar 11 5255582 HBD 7
17814 rs35391(C;C) common in complete genomics 5 33955673 SLC45A2 2
17815 rs3731055(G;G) common in complete genomics 3 14220439 LSM3 2
17816 rs3746876(C;C) common in complete genomics 21 39671447 KCNJ15 4
17817 rs3918290(G;G) common in complete genomics 1 97915614 DPYD 7 3.5
17818 rs4151659(A;A) common in complete genomics 6 31918464 CFB 5
17819 rs4601609(T;T) common in complete genomics 1 59325626 LOC100131060 1
17820 rs4986761(T;T) normal 11 108124761 ATM 2 1.5
17821 rs4986909(C;C) normal 7 99359670 CYP3A4 1
17822 rs5743613(C;C) common in complete genomics 4 38799509 TLR1 1
17823 rs5746134(C;C) common in complete genomics 6 160103115 SOD2 1
17824 rs583134(C;C) common in complete genomics 9 127674200 GOLGA1
17825 rs6124914(T;T) common in complete genomics 20 36016243 SRC 1
17826 rs659243(G;G) 11 108183167 ATM
17827 rs6851702(A;A) common in complete genomics 4 27056357 1
17828 rs7136572(A;A) common in complete genomics 12 95959788 1
17829 rs7210100(G;G) common in complete genomics 17 47436749 ZNF652 1 2.5
17830 rs7249222(G;G) common in complete genomics 19 41743861 AXL
17831 rs7329174(A;A) common in complete genomics 13 41558110 ELF1 3
17832 rs7626962(G;G) common in clinvar 3 38620907 SCN5A 8
17833 rs7626978(T;T) common in complete genomics 3 48505831 ATRIP 2

17834 rs7762619(T;T) common in complete genomics 6 31531310 HLADQA1 2
17835 rs7928794(A;A) common in complete genomics 11 35701236 TRIM44 1
17836 rs8069770(G;G) common in complete genomics 17 13477166 HS3ST3A1 2
17837 rs8176059(C;C) common in clinvar 7 142651354 KEL 3



17838 rs8176927(G;G) common in complete genomics 16 3705380 DNASE1 1
17839 rs8179116(G;G) common in complete genomics 12 109025427 SELPLG 1
17840 rs873978(G;G) common in complete genomics 1 46873903 FAAH 1
17841 rs9835812(G;G) common in complete genomics 3 3375784 1
17842 rs1015537(C;C) common in complete genomics 7 26182821
17843 rs10248351(T;T) common in complete genomics 7 88481442 ZNF804B 1
17844 rs10250779(C;C) normal 7 44104896 PGAM2 1
17845 rs10264272(C;C) normal 7 99262835 CYP3A5 9
17846 rs10407503(C;C) common in complete genomics 19 42221434 CEACAM5 1
17847 rs1041988(T;T) normal 7 99358566 CYP3A4
17848 rs1048095(T;T) common in clinvar 11 17483278 ABCC8 2
17849 rs10510089(T;T) common in complete genomics 10 122908219 2
17850 rs1057909(A;A) normal 10 96741051 CYP2C9 4
17851 rs10742772(T;T) common in complete genomics 11 45937267 PEX16
17852 rs10817610(T;T) common in complete genomics 9 117188566 DFNB31
17853 rs10965235(C;C) common in complete genomics 9 22115105 CDKN2BAS1 1
17854 rs10986769(A;A) common in complete genomics 9 128222340 MAPKAP1 1
17855 rs1101999(T;T) common in complete genomics 1 158932555 PYHIN1 1
17856 rs11107987(G;G) common in complete genomics 12 95723929
17857 rs1113673(G;G) common in complete genomics 1 117726785 VTCN1
17858 rs11155133(A;A) common in complete genomics 6 141169825 2
17859 rs11211503(C;C) common in complete genomics 1 47743189 STIL 1
17860 rs11465702(A;A) common in complete genomics 2 103057892 IL18RAP 2
17861 rs11466112(C;C) common in clinvar 1 115828756 NGF 2
17862 rs11538758(C;C) PrP codon P105  Nonpathogenic form 20 4680180 PRNP 4 4

17863 rs11540652(G;G) common in clinvar 17 7577538 TP53 3
17864 rs1154233(G;G) common in complete genomics 18 21511089 LAMA3
17865 rs11547328(C;C) common in complete genomics 12 58145431 CDK4 1



17866 rs11554290(A;A) common in complete genomics 1 115256529 NRAS 1
17867 rs11567847(T;T) common in clinvar 11 12958749 TEAD1 1
17868 rs11568350(G;G) common in complete genomics 2 190430096 SLC40A1 1
17869 rs11568388(G;G) common in complete genomics 9 86905119 SLC28A3 1
17870 rs11568492(C;C) common in complete genomics 11 62763557 SLC22A8 1
17871 rs11568493(T;T) common in complete genomics 11 62763607 SLC22A8 1
17872 rs11568500(G;G) common in complete genomics 5 131649424 SLC22A4 1
17873 rs11568510(A;A) common in complete genomics 5 131647954 SLC22A4 1
17874 rs11568514(T;T) common in clinvar 5 131728202 SLC22A5 1
17875 rs11568634(G;G) common in complete genomics 11 62746960 SLC22A6 2
17876 rs11568658(G;G) common in complete genomics 13 95863008 ABCC4 1
17877 rs11571746(T;T) common in complete genomics 13 32945108 BRCA2 1 2
17878 rs11571747(A;A) common in complete genomics 13 32945172 BRCA2 1 2
17879 rs1169305(C;C) common in complete genomics 12 121437382 HNF1A 1
17880 rs11836796(T;T) common in complete genomics 12 88486511 CEP290
17881 rs11844707(G;G) common in complete genomics 14 101510613 MIR11852 1
17882 rs11912763(G;G) common in complete genomics 22 36684722 MYH9 4
17883 rs11938019(C;C) common in complete genomics 4 69425362 UGT2B17 1
17884 rs11971167(G;G) common in clinvar 7 117282582 CFTR 2
17885 rs12109285(T;T) common in complete genomics 5 21749348 CDH12 1
17886 rs12233719(G;G) common in complete genomics 4 69962449 UGT2B7 1
17887 rs12239436(G;G) common in complete genomics 1 55742837 1
17888 rs12273539(C;C) common in complete genomics 11 27683311 BDNF 4
17889 rs12274302(C;C) common in complete genomics 11 90586900 1
17890 rs12452285(C;C) common in complete genomics 17 63189687 RGS9 1
17891 rs12481102(C;C) common in complete genomics 20 45627769 EYA2 1

17892 rs12713559(C;C) common in clinvar 2 21229068 APOB 1
17893 rs12717111(A;A) common in complete genomics 18 72189250 CNDP2 1



17894 rs12720461(C;C) normal 15 75041351 CYP1A2 2 2
17895 rs12721445(T;T) common in complete genomics 13 43180881 TNFSF11 2
17896 rs12721613(C;C) common in complete genomics 3 119526176 NR1I2 2
17897 rs12894182(C;C) common in complete genomics 14 65937889 FUT8 1
17898 rs12938245(C;C) common in complete genomics 17 44060609 MAPT
17899 rs13073139(G;G) common in clinvar 3 15685874 BTD 7
17900 rs13327941(C;C) common in complete genomics 4 69422145 UGT2B17 1
17901 rs13382089(G;G) common in complete genomics 19 54219854 MIR5212 1
17902 rs13388915(G;G) common in complete genomics 2 26272602 RAB10 1
17903 rs140693(G;G) common in complete genomics 3 129155451 MBD4 4
17904 rs1446495(T;T) common in complete genomics 2 116525960 DPP10
17905 rs1466731(G;G) common in complete genomics 1 154574820 ADAR
17906 rs1495465(G;G) common in complete genomics 14 58016414 1
17907 rs1516446(G;G) common in complete genomics 2 189875421 COL3A1
17908 rs1520223(A;A) common in complete genomics 12 102726338 1
17909 rs1543922(C;C) common in complete genomics 19 52084836 ZNF175 1
17910 rs1550576(C;C) common on affy axiom data 15 58213414 1
17911 rs16835244(G;G) common in complete genomics 1 33562416 ADC 1
17912 rs16844716(A;A) common in complete genomics 1 199356516 LOC100421840 1
17913 rs16859788(A;A) common in complete genomics 4 46972009 GABRA4 2
17914 rs16889859(A;A) common in complete genomics 6 79025865
17915 rs16900305(G;G) common in complete genomics 8 126073671 KIAA0196 1
17916 rs16914280(C;C) common in complete genomics 11 88321724 GRM5 1
17917 rs16917040(T;T) common in complete genomics 9 115282036 KIAA1958
17918 rs1694089(T;T) common in complete genomics 5 53247394 ARL15
17919 rs16948255(C;C) common in complete genomics 16 74881820 1
17920 rs169547(G;G) common in complete genomics 13 32929387 BRCA2
17921 rs16960620(A;A) common in complete genomics 15 48416899 SLC24A5
17922 rs16963486(A;A) common in complete genomics 15 50534789 HDC 1



17923 rs16964465(A;A) common in complete genomics 15 51972347 SCG3 2
17924 rs1697144(G;G) common in complete genomics 5 66480004 CD180
17925 rs16977065(C;C) common in complete genomics 18 40437651 RIT2 1

17926 rs16990018(A;A) PrP Codon 171 Asn  Nonpathogenic
variant 20 4680378 PRNP 2 2

17927 rs16996151(C;C) common in complete genomics 4 89978800 FAM13A 1
17928 rs16999593(T;T) common in complete genomics 19 10291181 DNMT1 3
17929 rs17005598(G;G) common in complete genomics 12 79834733 SYT1
17930 rs17006206(A;A) common in complete genomics 2 27907473 SLC4A1AP 1
17931 rs17027625(T;T) common in complete genomics 3 31445580 THRAP3P1 2
17932 rs17028834(T;T) common in complete genomics 4 100232600 ADH1B 1
17933 rs17047586(A;A) common in complete genomics 3 68412874 FAM19A1 1
17934 rs17054392(T;T) common in complete genomics 4 169530258 PALLD 1
17935 rs17073260(C;C) common in clinvar 6 112382323 WISP3 1
17936 rs17099545(A;A) common in complete genomics 11 102632193 LOC100128088 1
17937 rs17103671(A;A) common in clinvar 14 21811196 RPGRIP1 1
17938 rs17119280(G;G) common in complete genomics 1 59799161 FGGY 1
17939 rs17120527(A;A) common in complete genomics 12 65016300 RASSF3
17940 rs17131547(G;G) common in complete genomics 1 92211020 TGFBR3 4
17941 rs17151919(G;G) common in complete genomics 7 127894592 LEP 1
17942 rs17169056(A;A) common in complete genomics 7 15790826 1
17943 rs1724577(G;G) common in complete genomics 15 52689631 MYO5A 1
17944 rs1777672(T;T) common in complete genomics 13 36177819 NBEA 1
17945 rs1799914(G;G) common in complete genomics 5 174869905 DRD1 1
17946 rs1800172(G;G) common in complete genomics 11 2869129 KCNQ1 10
17947 rs1800414(A;A) common in complete genomics 15 28197037 OCA2 4
17948 rs1800431(G;G) common in complete genomics 15 72638892 HEXA
17949 rs1800443(T;T) common in clinvar 11 639830 DRD4 2 3.5
17950 rs1801426(A;A) common in complete genomics 13 32972884 BRCA2 1 2



17951 rs1874792(G;G) common in complete genomics 1 22207235 HSPG2
17952 rs1884596(T;T) common in complete genomics 20 21904139 1
17953 rs192408(G;G) common in complete genomics 6 128140463 THEMIS 1
17954 rs2069830(C;C) common in complete genomics 7 22767137 IL6 5
17955 rs2074356(C;C) common in complete genomics 12 112645401 C12orf51 7 2.2
17956 rs2075686(C;C) common in complete genomics 5 82372746 TMEM167A 5
17957 rs2075702(T;T) common in complete genomics 6 31937511 SKIV2L 1
17958 rs222581(T;T) common in complete genomics 18 55317676 ATP8B1
17959 rs2228063(A;A) common 8 86392989 CA2 1
17960 rs2228065(G;G) common in complete genomics 10 45920506 ALOX5 5
17961 rs2228563(G;G) common in complete genomics 3 48624040 COL7A1
17962 rs2230500(G;G) normal risk 14 61924239 PRKCH 4
17963 rs2233578(C;C) common in complete genomics 7 127254551 PAX4 1
17964 rs2233682(G;G) common in complete genomics 19 9949152 PIN1 3
17965 rs2277105(C;C) common in complete genomics 6 7884652 TXNDC5 1
17966 rs2278329(G;G) common in complete genomics 5 38921788 OSMR 1
17967 rs2282143(C;C) common on affy axiom data 6 160557643 SLC22A1 2
17968 rs2282440(C;C) common in complete genomics 1 31347320 SDC3 2
17969 rs2285644(C;C) common in clinvar 17 42328621 SLC4A1 2
17970 rs2291667(C;C) common in complete genomics 19 6669986 TNFSF14 1
17971 rs229813(C;C) common in complete genomics 14 83918364 2
17972 rs2298758(G;G) common in complete genomics 21 44485527 CBS
17973 rs2303298(G;G) common in complete genomics 2 50850686 NRXN1 2
17974 rs2303790(A;A) common in clinvar 16 57017292 CETP 2
17975 rs2309689(G;G) common in clinvar 17 7127184 ACADVL 1
17976 rs231778(A;A) common in complete genomics 2 204733821 CTLA4 1
17977 rs2501796(A;A) common in complete genomics 1 17633522 PADI4 1
17978 rs2515569(G;G) common in complete genomics 8 6302418 MCPH1
17979 rs25403(C;C) common in clinvar 15 48905270 FBN1



17980 rs2643103(G;G) common in complete genomics 17 58786625 BCAS3
17981 rs2679117(C;C) common in complete genomics 15 65489688 CILP
17982 rs2679118(C;C) common in complete genomics 15 65490901 CILP
17983 rs2692696(C;C) common in complete genomics 3 133485133 TF
17984 rs2720508(T;T) common in complete genomics 8 17329827 ADAM24P 1
17985 rs2797512(A;A) common in complete genomics 9 5807444 ERMP1 1
17986 rs2808415(A;A) common in complete genomics 9 126125318 CRB2
17987 rs28357225(T;T) common in complete genomics 7 27402456
17988 rs2856655(G;G) common in clinvar 11 47359085 MYBPC3 1
17989 rs2931761(A;A) common in complete genomics 3 112190137 BTLA 1
17990 rs2971410(C;C) common in clinvar 3 183855771 EIF2B5
17991 rs2974942(A;A) common in complete genomics 7 113519796 PPP1R3A
17992 rs3024778(G;G) common in complete genomics 13 113814465 PROZ 2
17993 rs3026906(C;C) common in complete genomics 1 21546501 ECE1 1
17994 rs3091339(A;A) normal 7 99370245 CYP3A4 1
17995 rs3092856(C;C) common in complete genomics 11 108159732 ATM 3
17996 rs3092857(A;A) common in complete genomics 11 108143299 ATM 1
17997 rs3092891(C;C) common in clinvar 13 48953730 RB1 2
17998 rs3093062(G;G) common in complete genomics 1 159684684 CRP 7
17999 rs3093066(C;C) common in complete genomics 1 159683099 CRP 5
18000 rs3208363(T;T) normal 7 99364798 CYP3A4
18001 rs3211938(T;T) common in complete genomics 7 80300449 CD36 10
18002 rs3218695(C;C) common in complete genomics 11 108129778 ATM 1
18003 rs3218713(G;G) common in clinvar 14 23900677 MYH7 1 3
18004 rs3218714(C;C) common in clinvar 14 23898488 MYH7 1 3
18005 rs339097(T;T) common in complete genomics 7 128399224 CALU 2
18006 rs35390(A;A) common in complete genomics 5 33955326 SLC45A2 1

18007 rs35520756(G;G) common in clinvar 11 66287196 BBS1 1



18008 rs35790011(G;G) common in complete genomics 17 19463591 SLC47A1 1
18009 rs359312(G;G) common in complete genomics 10 17388143 ST8SIA6 3
18010 rs363807(C;C) common in clinvar 15 48737627 FBN1
18011 rs3731245(G;G) common in complete genomics 9 21972445 CDKN2A 2
18012 rs3731685(G;G) common in complete genomics 2 109003654 SULT1C4 1
18013 rs3734091(C;C) common in complete genomics 5 82500734 XRCC4 8
18014 rs3735061(C;C) common in complete genomics 7 55163867 EGFR 1
18015 rs3737482(T;T) common in complete genomics 4 100349466 ADH7 1
18016 rs3741040(C;C) common in clinvar 11 10521792 AMPD3 1
18017 rs3747052(A;A) common in complete genomics 22 19118992 TSSK2 1
18018 rs3751489(G;G) common in complete genomics 14 23313980 MMP14 1
18019 rs3764220(A;A) common in complete genomics 15 51972058 SCG3 3
18020 rs3769528(A;A) common in complete genomics 2 33471192 LTBP1 1
18021 rs3782886(A;A) common in complete genomics 12 112110489 BRAP 2
18022 rs3783605(A;A) common in complete genomics 1 101184877 VCAM1 2
18023 rs3796530(C;C) common in complete genomics 4 57797253 REST 1
18024 rs3798220(T;T) normal 6 160961137 LPA 19 2.6
18025 rs3805322(A;A) common in complete genomics 4 100056998 ADH4 2
18026 rs3810265(G;G) common in complete genomics 19 50223266 RPS9P4 2
18027 rs3827063(C;C) common in complete genomics 20 45644416 EYA2 1
18028 rs3827760(T;T) common in clinvar 2 109513601 EDAR 9 3
18029 rs3842789(G;G) common in complete genomics 9 125140241 PTGS1 2
18030 rs3842792(A;A) common in complete genomics 9 125143707 PTGS1 2
18031 rs3880457(T;T) common in complete genomics 6 31920219 RDBP 1
18032 rs3916840(C;C) common in complete genomics 19 45862297 ERCC2 1
18033 rs391695(G;G) common in complete genomics 6 164525586 LOC100289273 2
18034 rs3924426(T;T) common in complete genomics 15 92445873 SLCO3A1 2
18035 rs4148323(G;G) normal 2 234669144 UGT1A1 14



18036 rs421262(C;C) common in complete genomics 14 88401213 GALC
18037 rs4290(C;C) normal 17 61552128 1
18038 rs4397449(G;G) common in complete genomics 8 90342186 1
18039 rs4648310(A;A) common in complete genomics 1 186640525 PTGS2 3
18040 rs4746720(T;T) common in complete genomics 10 69676830 SIRT1 5
18041 rs4752(T;T) common in complete genomics 4 72622566 GC 1
18042 rs4775765(T;T) common in complete genomics 15 48807637 FBN1
18043 rs4838508(C;C) common in complete genomics 10 50561507 1
18044 rs4838544(A;A) common in complete genomics 10 50856652 CHAT 1
18045 rs4846051(A;A) common in complete genomics 1 11854457 MTHFR 3
18046 rs4954449(C;C) common in complete genomics 2 136575534 LCT
18047 rs497116(T;T) common in complete genomics 11 104763117 CASP12 4
18048 rs4986854(T;T) common in clinvar 17 41223048 BRCA1
18049 rs4986907(G;G) normal 7 99367427 CYP3A4 2
18050 rs4986913(C;C) normal 7 99358459 CYP3A4 1
18051 rs4986996(G;G) common in complete genomics 8 18257877 NAT2 2
18052 rs4987161(T;T) normal 7 99366081 CYP3A4 2
18053 rs5030729(A;A) common in complete genomics 9 120474339 TLR4 1
18054 rs5030849(G;G) common in clinvar 12 103246653 PAH 1 6
18055 rs523747(G;G) 10 13166076 OPTN
18056 rs5490(A;A) common in complete genomics 19 10381827 ICAM1 3
18057 rs5558(T;T) normal 16 55733559 SLC6A2 2
18058 rs568413(C;C) common in complete genomics 2 21235475 APOB
18059 rs573332(T;T) common in complete genomics 4 13122535 1
18060 rs5736(G;G) common in clinvar 16 23200921 SCNN1G 1
18061 rs5742904(G;G) normal 2 21229160 APOB 2 4
18062 rs5742905(T;T) common in clinvar 21 44483184 CBS 4 3.5
18063 rs5917(G;G) common 17 45361953 ITGB3 1
18064 rs6002530(A;A) common in complete genomics 22 42302464 SREBF2



18065 rs6006460(G;G) common in complete genomics 22 44342174 PNPLA3 3 1.5
18066 rs6122014(C;C) common in complete genomics 20 61151515 C20orf166
18067 rs6125048(G;G) common in complete genomics 20 46208605 NCOA3 3
18068 rs6264(G;G) common in complete genomics 7 50611735 DDC
18069 rs6413438(C;C) normal 10 96541615 CYP2C19 2 3
18070 rs6576507(T;T) common in complete genomics 15 26288394 EPB41L1 1
18071 rs6659553(C;C) common in complete genomics 1 46655158 POMGNT1
18072 rs6661174(T;T) common in complete genomics 1 171178090 FMO2 4
18073 rs6677208(A;A) common in complete genomics 1 239601969 LOC100505872 1
18074 rs6716543(A;A) common in complete genomics 2 56157961
18075 rs6791924(G;G) common in complete genomics 3 38674699 SCN5A 7
18076 rs6806362(G;G) common in complete genomics 3 102891303 LOC100287880 1
18077 rs6971925(C;C) common in complete genomics 7 14445917 DGKB 3
18078 rs6995588(C;C) common in complete genomics 8 61003897 1
18079 rs7037102(G;G) common in complete genomics 9 126317639 DENND1A 1
18080 rs7128311(T;T) common in complete genomics 11 20562519 LOC645490 3
18081 rs7213516(G;G) normal 17 61551550 ANAPC16 1
18082 rs726640(C;C) common in complete genomics 1 159655518 2
18083 rs7338333(G;G) common in complete genomics 13 111368164 ING1
18084 rs7436338(G;G) common in complete genomics 4 69433279 UGT2B17 1
18085 rs7500834(C;C) common in complete genomics 16 16272670 ABCC6
18086 rs755793(T;T) common in complete genomics 10 123310871 FGFR2 2
18087 rs7651620(G;G) common in complete genomics 3 11301532 HRH1 2
18088 rs769416(G;G) common in complete genomics 8 90983457 NBN 1
18089 rs788517(G;G) common in complete genomics 5 53247386 ARL15 1
18090 rs7958709(T;T) common in clinvar 12 102164255 GNPTAB 1
18091 rs8013190(A;A) common in complete genomics 14 58355048 1
18092 rs8046121(G;G) common in complete genomics 16 10995933 CIITA



18093 rs8081536(C;C) common in complete genomics 17 63534451 AXIN2 1
18094 rs8098064(G;G) common in complete genomics 18 8209269 PTPRM 1
18095 rs8176038(T;T) common in clinvar 7 142640113 KEL 1
18096 rs8176874(A;A) common in complete genomics 12 80014373 PAWR 1
18097 rs8177516(C;C) common in complete genomics 6 160664685 SLC22A2 1
18098 rs8177517(A;A) common in complete genomics 6 160663420 SLC22A2 1
18099 rs8178085(A;A) common in complete genomics 8 48810704 PRKDC 1
18100 rs8192466(C;C) common 11 27680107 BDNF 3 4
18101 rs8193037(G;G) common in complete genomics 6 52051109 IL17A 3
18102 rs846664(T;T) common in clinvar 7 122635173 TAS2R16 4
18103 rs890335(C;C) common in complete genomics 18 72188252 CNDP2 1
18104 rs890336(A;A) common in complete genomics 18 72187612 CNDP2 1
18105 rs915909(C;C) normal 10 135347397 CYP2E1 1
18106 rs9332146(G;G) common in complete genomics 10 96722244 CYP2C9 2
18107 rs9332239(C;C) normal 10 96748777 CYP2C9 1
18108 rs9380272(G;G) common in complete genomics 6 31906010 C2 1
18109 rs941184(G;G) common in complete genomics 12 54114158 CALCOCO1 2
18110 rs9470004(C;C) common in complete genomics 6 35341850 PPARD 1
18111 rs9497975(G;G) common in complete genomics 6 148547802 1
18112 rs9893818(C;C) common in complete genomics 17 76142167 C17orf99 1
18113 rs989994(C;C) common in complete genomics 1 22206649 HSPG2
18114 rs9907627(G;G) common in complete genomics 17 29559158 NF1
18115 rs9913583(C;C) common in complete genomics 17 1665330 SERPINF1 3
18116 i3000001(I;I) 5
18117 i3002432(G;G) 2.1
18118 i3002468(A;A)
18119 i3002486(C;C) 4
18120 i3002758(G;G) Normal 4
18121 i3002808(G;G)



18122 i3003137(T;T) normal 4

18123 i3003626(I;I) 5
18124 i4000305(G;G) 5
18125 i4000309(G;G) normal 6
18126 i4000377(I;I) 10
18127 i4000378(D;D) 10
18128 i4000379(I;I) normal 8
18129 i4000386(C;C) 1
18130 i4000396(D;D) 4
18131 i4000415(T;T) 6
18132 i4000417(D;D) 6
18133 i4000419(C;C) normal 6
18134 i4000422(G;G) 3
18135 i4000446(I;I) 3
18136 i4000452(I;I)
18137 i4000504(C;C)
18138 i4000505(G;G)
18139 i4001387(C;C)
18140 i4001391(C;C)
18141 i4001396(G;G) 22 40856665 CYP2D6
18142 i4001404(T;T)
18143 i4001412(G;G) 22 40852622 CYP2D6
18144 i4001416(G;G)
18145 i4001417(G;G) 22 40853536 CYP2D6
18146 i4001419(G;G)
18147 i4001423(T;T)
18148 i4001425(G;G) 22 40855013 CYP2D6
18149 i4001428(A;A) 22 40853460 CYP2D6



18150 i4001432(G;G) 22 40854980 CYP2D6
18151 i4001434(T;T)
18152 i4001436(C;C)
18153 i4001442(I;I)
18154 i4001454(C;C)
18155 i4001456(G;G) normal 22 40854879 CYP2D6 3.5
18156 i4001459(I;I)
18157 i4001467(G;G) normal 22 40853799 CYP2D6 3.5
18158 i4001468(C;C)
18159 i4001472(G;G)
18160 i4001474(C;C)
18161 i4001477(G;G) 22 40854257 CYP2D6
18162 i4001479(D;D) 22 40854764 CYP2D6 2.5
18163 i4001483(G;G) 22 40855782 CYP2D6
18164 i4001488(G;G)
18165 i4001489(D;D)
18166 i4001490(C;C)
18167 i4001494(T;T)
18168 i4001495(G;G) 22 40855224 CYP2D6
18169 i4001499(A;A)
18170 i5000002(A;A)
18171 i5000003(A;A)
18172 i5000099(;G) 4
18173 i5000693(G;G)
18174 i5000696(T;T)
18175 i5003116(G;G)
18176 i5003117(C;C)
18177 i5003700(G;G)
18178 i5004213(A;A) Normal 4



18179 i5007145(G;G) 7
18180 i5007146(A;A) 4
18181 i5008233(A;A)
18182 i5012556(I;I)
18183 i5012558(C;C) 3
18184 i5012575(G;G)
18185 i5012578(I;I)
18186 i5012616(T;T)
18187 i5012618(A;A)
18188 i5012634(G;G)
18189 i5012660(A;A)
18190 i5012688(C;C)
18191 i5012755(C;C)
18192 i5012758(T;T)
18193 i5012759(A;A)
18194 i5012760(C;C)
18195 rs1006615(C;C) common in clinvar 9 133308780 HMCN2 1
18196 rs1013075(T;T) common in complete genomics 7 117118910 CFTR
18197 rs1042638(C;C) common in complete genomics 8 80949946 TPD52 1
18198 rs1042865(C;C) common in complete genomics 17 19286605 MAPK7 1
18199 rs1043994(G;G) common 19 15302844 NOTCH3 1
18200 rs1047286(C;C) common in clinvar 19 6713262 C3 11 1.7
18201 rs1050450(C;C) common in clinvar 3 49394834 GPX1 13
18202 rs1051231(A;A) common in complete genomics 8 82391687 FABP4 1
18203 rs1051557(C;C) common in complete genomics 2 136873153 CXCR4 1
18204 rs1053726(T;T) common in clinvar 6 31322047 HLAB
18205 rs1053878(C;C) common in complete genomics 9 136131651 ABO 2
18206 rs1055348(A;A) common in clinvar 6 31321948 HLAB



18207 rs1058171(G;G) 22 42523928 CYP2D6
18208 rs1065569(G;G) common in complete genomics 22 42523502 CYP2D6
18209 rs1065776(C;C) common in complete genomics 3 152553628 P2RY1 3
18210 rs1065852(C;C) normal 22 42526694 CYP2D6 6 3.2
18211 rs1080984(T;T) common in complete genomics 22 42528392 CYP2D6
18212 rs1080992(G;G) common in complete genomics 22 42527158 CYP2D6
18213 rs1080993(G;G) common in complete genomics 22 42526969 CYP2D6
18214 rs1080998(C;C) 22 42526567 CYP2D6
18215 rs1081003(C;C) common in complete genomics 22 42525756 CYP2D6
18216 rs1081004(G;G) common in complete genomics 22 42525625 CYP2D6
18217 rs10835638(G;G) common 11 30252352 FSHB 3
18218 rs10902758(A;A) common in complete genomics 4 648643 PDE6B 1
18219 rs11039155(G;G) 11 47280762 NR1H3 6
18220 rs11066001(T;T) common in complete genomics 12 112119171 BRAP 7
18221 rs1107946(C;C) common in complete genomics 17 48280990 COL1A1 5
18222 rs11214077(A;A) common in clinvar 11 111958677 SDHD 1
18223 rs1128501(G;G) common in clinvar 7 87195534 ABCB1 1
18224 rs1128870(G;G) common in complete genomics 6 44198315 SLC29A1 1
18225 rs1135728(G;G) common in complete genomics 5 133478773 TCF7 1
18226 rs1135823(G;G) 22 42525176 CYP2D6
18227 rs1135824(A;A) normal 22 42525044 CYP2D6 4.5
18228 rs1135825(C;C) common in complete genomics 22 42525039 CYP2D6
18229 rs1135826(T;T) common in complete genomics 22 42525038 CYP2D6
18230 rs1135839(T;T) 22 42522627 CYP2D6
18231 rs1136200(C;C) common in complete genomics 20 11790686 C20orf61 1
18232 rs1140476(C;C) common in complete genomics 7 55268089 EGFR 1
18233 rs1143679(G;G) normal 16 31276811 ITGAM 21 3
18234 rs11466314(G;G) common in complete genomics 19 41860236 TGFB1 1
18235 rs11544803(C;C) common in clinvar 5 132202707 UQCRQ 1



18236 rs11547464(G;G) normal 16 89986091 MC1R 1 3.5
18237 rs11549407(C;C) common in complete genomics 11 5248004 HBB 7 3.5

18238 rs11555566(A;A) common in complete genomics 20 43255220 ADA 1
18239 rs11557488(G;G) 19 11558275 PRKCSH
18240 rs11568496(C;C) common in complete genomics 11 62766439 SLC22A8 1
18241 rs11568503(C;C) common in complete genomics 5 131662989 SLC22A4 1
18242 rs11568563(A;A) common in complete genomics 12 21457434 SLCO1A2 2
18243 rs11568668(G;G) common in complete genomics 13 95839040 ABCC4 2
18244 rs11568821(G;G) 2 242793912 PDCD1 8
18245 rs11570255(G;G) common in complete genomics 20 57875916 EDN3 1
18246 rs11570351(G;G) common on affy axiom data 20 57899467 EDN3 1
18247 rs11574010(G;G) common in complete genomics 12 48298902 VDR 1
18248 rs11723091(T;T) common in complete genomics 4 69405470 UGT2B17 1
18249 rs11786893(C;C) common in complete genomics 8 63948265 GGH 1
18250 rs1186868(G;G) common in complete genomics 2 61991238 2
18251 rs11914(T;T) 6 137519588 IFNGR1 2
18252 rs119774(G;G) 16 16086833 ABCC1 1
18253 rs12208357(C;C) common in complete genomics 6 160543148 SLC22A1 3
18254 rs12721608(G;G) common in complete genomics 3 119530419 NR1I2 1
18255 rs12721634(T;T) normal 7 99381661 CYP3A4 1
18256 rs1289399(G;G) 1 163823416
18257 rs12948217(C;C) common in clinvar 17 3397702 ASPA 2 5
18258 rs12975333(G;G) common in complete genomics 19 52196528 MIR125A 5
18259 rs13043752(G;G) common in complete genomics 20 32883308 AHCY
18260 rs13046884(A;A) common in complete genomics 21 46413645 NCRNA00163 2
18261 rs13306035(T;T) 1 186641847 PTGS2 1
18262 rs1468271(A;A) 7 24326981 NPY 2
18263 rs165599(A;A) 22 19956781 COMT 62 1.5



18264 rs16947(G;G) normal 22 42523943 CYP2D6 10 0.1
18265 rs16969925(G;G) common in clinvar 19 35524449 SCN1B
18266 rs17111967(C;C) 14 20924325 APEX1 2

18267 rs17215437(G;G) common in complete genomics 11 74168361 KCNE3 1
18268 rs17215633(T;T) common in complete genomics 15 45559774 SLC28A2 1
18269 rs17221854(C;C) common in clinvar 11 2799220 KCNQ1 5
18270 rs17221959(C;C) common in complete genomics 2 219252630 SLC11A1 2
18271 rs17222814(G;G) 13 31299553 ALOX5AP 3
18272 rs17238540(T;T) common 5 74655498 HMGCR 5
18273 rs17290699(A;A) common in complete genomics 7 55268897 EGFR 2
18274 rs17339677(G;G) common in complete genomics 20 3053079 OXT 1
18275 rs17468382(T;T) common in complete genomics 18 50261011 DCC 1
18276 rs17677715(T;T) 12 96414451 LTA4H 5
18277 rs17847577(C;C) normal 8 30938648 WRN 2 7.5
18278 rs17848124(A;A) common in complete genomics 1 31845854 FABP3 1
18279 rs17848368(C;C) common in clinvar 11 73717343 UCP3 1
18280 rs17849079(C;C) common in complete genomics 3 178952020 PIK3CA 1
18281 rs17860403(C;C) common in clinvar 2 202072837 CASP10 2
18282 rs17860424(C;C) common in clinvar 2 202141631 CASP8 1
18283 rs17861031(G;G) common in complete genomics 20 21687344 PAX1 1
18284 rs17879685(C;C) normal 10 96609752 CYP2C19
18285 rs17879961(T;T) common in clinvar 22 29121087 CHEK2 4
18286 rs17882687(A;A) normal 10 96522517 CYP2C19 2
18287 rs17883862(C;C) common in complete genomics 22 29130456 CHEK2 1
18288 rs17884712(G;G) normal 10 96535246 CYP2C19 2
18289 rs1799972(C;C) common in complete genomics 6 154360696 OPRM1 1
18290 rs1800401(C;C) blue/gray eyes possible 15 28260053 OCA2 5
18291 rs1800460(G;G) normal 6 18139228 TPMT 8 3.5



18292 rs1800496(C;C) common in complete genomics 11 113283488 DRD2 2
18293 rs1800556(C;C) common in clinvar 12 121175678 ACADS 1
18294 rs1800561(C;C) common in complete genomics 4 15826558 CD38 4
18295 rs1800571(C;C) common in clinvar 3 12422848 PPARG 3

18296 rs1800575(C;C) common in clinvar 17 36099446 HNF1B 1
18297 rs1800576(G;G) common in complete genomics 20 23030015 THBD 2
18298 rs1800578(C;C) common in complete genomics 20 23028659 THBD 2
18299 rs1800747(G;G) common in clinvar 17 41215969 BRCA1
18300 rs1800862(C;C) common in clinvar 10 43615094 RET 4
18301 rs1801002(I;I) 13 20763686 GJB2 1
18302 rs1801176(G;G) common in clinvar 17 41055965 G6PC 2
18303 rs1801203(C;C) common in complete genomics 11 36595321 RAG1 1
18304 rs1802959(G;G) common in complete genomics 14 94844965 SERPINA1 2
18305 rs1803484(A;A) 4 71896343 DCK 1
18306 rs1804197(C;C) common in complete genomics 5 112179909 APC 2 2
18307 rs1804834(A;A) common in complete genomics 10 106022802 GSTO1 1
18308 rs1805006(C;C) common in complete genomics 16 89985918 MC1R 4
18309 rs1856161(C;C) common in complete genomics 1 209959168 IRF6 1
18310 rs1867277(G;G) normal 9 100615914 FOXE1 5 2
18311 rs2032487(T;T) common in complete genomics 22 36695428 MYH9 12
18312 rs2039620(T;T) common in complete genomics 1 225682175 ENAH 1
18313 rs2066847(D;D) 16 50763778 NOD2 29 4
18314 rs2066960(C;C) common in complete genomics 5 131994435 IL13 9
18315 rs2069861(C;C) 7 22771654 IL6 4
18316 rs2070197(T;T) common in complete genomics 7 128589000 IRF5 17
18317 rs2227532(T;T) common in complete genomics 4 74605532 IL8 2
18318 rs2229475(G;G) common on affy axiom data 1 22181895 HSPG2
18319 rs2233408(C;C) common in complete genomics 14 35874492 NFKBIA 3



18320 rs2234767(G;G) common on affy axiom data 10 90749256 ACTA2 17
18321 rs2234916(A;A) common in complete genomics 21 35742799 KCNE2 2
18322 rs2236196(A;A) common in complete genomics 20 61977556 CHRNA4 20
18323 rs2241766(T;T) normal 3 186570892 ADIPOQ 65
18324 rs2266637(G;G) common in complete genomics 22 24376845 GSTT1 2

18325 rs2267012(G;G) normal risk 22 23535982 BCR 1
18326 rs2273505(C;C) common in complete genomics 20 61990878 CHRNA4 5
18327 rs2279343(A;A) 19 41515263 CYP2B6 10
18328 rs2428496(A;A) common in complete genomics 6 31322121 HLAB
18329 rs2435322(G;G) common in complete genomics 6 51875250 PKHD1
18330 rs2482965(C;C) common in complete genomics 1 158619728 SPTA1
18331 rs2553(C;C) common in complete genomics 12 69747198 LYZ 1
18332 rs260630(C;C) common in complete genomics 2 109527373 EDAR
18333 rs2740574(A;A) normal 7 99382096 CYP3A 42 2
18334 rs28359483(G;G) common in complete genomics 8 18067697 NAT1 1
18335 rs28362286(C;C) common in complete genomics 1 55529215 PCSK9 2 3
18336 rs28363581(T;T) common in clinvar 1 171083398 FMO3
18337 rs28364006(A;A) common in complete genomics 16 16228249 ABCC1 1
18338 rs28364015(T;T) common in complete genomics 8 67090899 CRH
18339 rs28364274(G;G) common in complete genomics 7 87133651 ABCB1 1
18340 rs28371685(C;C) normal 10 96740981 CYP2C9 5 2.5
18341 rs28371694(C;C) 22 42526890 CYP2D6
18342 rs28371706(C;C) normal 22 42525772 CYP2D6 3
18343 rs28371710(G;G) common in complete genomics 22 42525077 CYP2D6
18344 rs28371715(C;C) common in complete genomics 22 42524490 CYP2D6
18345 rs28371717(G;G) common in complete genomics 22 42524310 CYP2D6 1
18346 rs28371719(G;G) common in complete genomics 22 42524191 CYP2D6
18347 rs28371722(G;G) 22 42524130 CYP2D6



18348 rs28371725(G;G) normal 22 42523805 CYP2D6 5
18349 rs28371729(C;C) common in complete genomics 22 42523358 CYP2D6
18350 rs28371732(G;G) common in complete genomics 22 42522965 CYP2D6
18351 rs28371735(C;C) common in complete genomics 22 42522638 CYP2D6
18352 rs28371736(C;C) common in complete genomics 22 42522621 CYP2D6
18353 rs28371759(T;T) normal 7 99361626 CYP3A4 1

18354 rs28374544(A;A) common in clinvar 8 106814279 ZFPM2 1
18355 rs28383468(C;C) normal 7 99273815 CYP3A5 3
18356 rs28383479(G;G) normal 7 99258139 CYP3A5 1 3
18357 rs28383481(G;G) common in clinvar 5 131729380 SLC22A5 1
18358 rs28399424(C;C) normal 15 75047169 CYP1A2 1 2
18359 rs28399468(G;G) common in complete genomics 19 41349732 CYP2A6 1
18360 rs28399499(T;T) common in complete genomics 19 41518221 CYP2B6 11
18361 rs28399504(A;A) normal 10 96522463 CYP2C19 7 2.5
18362 rs28399653(G;G) common in clinvar 19 45315445 BCAM 2
18363 rs28439001(G;G) common in complete genomics 22 42525651 CYP2D6
18364 rs28448769(G;G) common in complete genomics 22 42526710 CYP2D6
18365 rs2853578(A;A) common in clinvar 9 107593308 ABCA1 2
18366 rs28566535(A;A) common in complete genomics 15 51601141 CYP19A1 6
18367 rs2856758(A;A) common in complete genomics 3 46411661 CCR5 1
18368 rs28578778(A;A) common in complete genomics 22 42523400 CYP2D6
18369 rs28624811(G;G) 22 42527533 CYP2D6
18370 rs2870983(C;C) 22 18905842 PRODH 2
18371 rs28730837(C;C) common in clinvar 17 56355397 MPO 3
18372 rs28897672(T;T) normal 17 41258504 BRCA1 1 2
18373 rs28897686(G;G) common in clinvar 17 41243800 BRCA1 1
18374 rs28897696(C;C) normal 17 41215920 BRCA1 1 4
18375 rs28897698(G;G) common in clinvar 17 41199702 BRCA1



18376 rs28897746(T;T) common in clinvar 13 32937396 BRCA2
18377 rs28897751(T;T) common in clinvar 13 32944582 BRCA2
18378 rs28897756(G;G) normal 13 32954050 BRCA2
18379 rs28897758(T;T) common in clinvar 13 32968871 BRCA2
18380 rs28904921(T;T) common in complete genomics 11 108199929 ATM 1
18381 rs28914832(A;A) common in complete genomics 17 28538374 SLC6A4 1
18382 rs28928870(C;C) common in clinvar 2 49190614 FSHR 3
18383 rs28928871(G;G) common in clinvar 2 49190261 FSHR 1
18384 rs28928881(G;G) common in complete genomics 16 227351 HBA1 2
18385 rs28928884(C;C) common in complete genomics 16 227291 HBA1 2
18386 rs28928891(A;A) common in clinvar 2 176959390 HOXD13 1
18387 rs28928893(T;T) common in clinvar 17 39742731 KRT14 2
18388 rs28928894(T;T) normal 17 39768579 KRT16 1 3
18389 rs28928898(T;T) common in clinvar 17 39780499 KRT17 1
18390 rs28928901(C;C) common in clinvar 1 156104620 LMNA 1
18391 rs28928902(C;C) common in clinvar 1 156106742 LMNA 1
18392 rs28928904(T;T) common in complete genomics 7 150648703 KCNH2 7
18393 rs28928906(G;G) common in clinvar 15 75189391 MPI 1
18394 rs28928908(C;C) common in complete genomics 1 43805767 MPL 1
18395 rs28928909(G;G) common in clinvar 12 81101832 MYF6 1
18396 rs28928910(C;C) common in clinvar 8 24813966 NEFL 1
18397 rs28929469(C;C) common in clinvar 1 173883933 SERPINC1 1
18398 rs28929470(C;C) common in complete genomics 14 94847386 SERPINA1 1
18399 rs28929471(G;G) common in complete genomics 14 94845845 SERPINA1 1
18400 rs28929474(G;G) common in complete genomics 14 94844947 SERPINA1 4 4
18401 rs28929478(G;G) common in clinvar 12 110719662 ATP2A2 1
18402 rs28929480(G;G) common in clinvar 17 42338084 SLC4A1 1
18403 rs28929485(C;C) common in clinvar 13 20763671 GJB2 1
18404 rs28929488(G;G) common in clinvar 14 94770808 SERPINA6 1



18405 rs28929497(T;T) common in complete genomics 1 196716367 CFH 1
18406 rs28930074(T;T) common in complete genomics 8 143994269 CYP11B2
18407 rs28931569(T;T) common in complete genomics 14 94849381 SERPINA1 3 4
18408 rs28931570(C;C) common in complete genomics 14 94849388 SERPINA1 1
18409 rs28931573(C;C) common in clinvar 11 116706739 APOA1 1 3
18410 rs28931576(A;A) common in clinvar 19 45411151 APOE 1
18411 rs28931577(G;G) common in complete genomics 19 45411902 APOE 1
18412 rs28931578(G;G) common in clinvar 19 45412008 APOE 1
18413 rs28931579(A;A) common in clinvar 19 45412493 APOE 1
18414 rs28931580(A;A) common in clinvar 12 50344783 AQP2 1
18415 rs28931581(C;C) common in clinvar 9 35792499 NPR2 1
18416 rs28931582(T;T) common in clinvar 9 35792748 NPR2 1
18417 rs28931584(G;G) common in clinvar 17 42334882 SLC4A1 1
18418 rs28931585(C;C) common in clinvar 17 42328574 SLC4A1 1
18419 rs28931586(T;T) common in clinvar 20 44750988 CD40 1
18420 rs28931588(G;G) common in complete genomics 3 41266097 CTNNB1 2
18421 rs28931591(C;C) common in clinvar 20 61981912 CHRNA4 1
18422 rs28931593(G;G) common in clinvar 13 20763497 GJB2 1
18423 rs28931595(G;G) common in clinvar 13 20763186 GJB2 1
18424 rs28931596(A;A) common in complete genomics 5 108388109 FER
18425 rs28931597(T;T) common in complete genomics 5 108388107 FER
18426 rs28931598(G;G) common in complete genomics 5 108388098 FER
18427 rs28931599(G;G) common in complete genomics 5 108388094 FER
18428 rs28931600(G;G) common in clinvar 6 121768420 GJA1 1
18429 rs28931601(G;G) common in clinvar 6 121768279 GJA1 1
18430 rs28931602(T;T) common in clinvar 5 127671235 FBN2 1
18431 rs28931603(C;C) common in clinvar 3 98299553 CPOX 1
18432 rs28931604(C;C) common in clinvar 2 208992950 CRYGC 1



18433 rs28931607(G;G) common in clinvar 7 75615277 POR 1
18434 rs28931608(G;G) common in clinvar 7 75614497 POR 1
18435 rs28931609(C;C) common in clinvar 8 143996516 CYP11B2 1
18436 rs28931610(C;C) common in clinvar 6 7584591 DSP 2
18437 rs28931611(T;T) common in clinvar 19 853019 ELANE 1
18438 rs28931612(G;G) common in complete genomics 11 64577506 MEN1 1
18439 rs28932769(T;T) common in clinvar 17 42988676 GFAP 1
18440 rs28933074(A;A) common in clinvar 4 68606334 GNRHR 1
18441 rs28933076(G;G) common in complete genomics 11 5255241 HBD 2
18442 rs28933077(T;T) common in complete genomics 11 5255256 HBD 2
18443 rs28933081(G;G) common in clinvar 4 4861991 MSX1 1
18444 rs28933082(C;C) common in clinvar 2 176959342 HOXD13 1
18445 rs28933087(T;T) normal 12 52886453 KRT6A 1 3
18446 rs28933088(T;T) common in clinvar 17 39780470 KRT17 1
18447 rs28933089(T;T) common in clinvar 17 39780466 KRT17 1
18448 rs28933092(A;A) common in clinvar 1 156104288 LMNA 1
18449 rs28933093(G;G) common in clinvar 1 156100532 LMNA 1
18450 rs28933098(C;C) common in clinvar 14 23884230 MYH7 1
18451 rs28933100(G;G) common in clinvar 14 35873756 NFKBIA 1
18452 rs28933368(G;G) common in complete genomics 17 37881974 ERBB2 1
18453 rs28933369(G;G) common in complete genomics 17 37880997 ERBB2 1
18454 rs28933370(A;A) common in complete genomics 17 37881378 ERBB2 1
18455 rs28933371(T;T) common in clinvar 4 55593685 KIT 1
18456 rs28933373(A;A) common in clinvar 14 37132368 PAX9 1
18457 rs28933374(C;C) common in clinvar 10 72358443 PRF1 1
18458 rs28933375(A;A) common in clinvar 10 72358722 PRF1 1
18459 rs28933376(C;C) common in clinvar 10 72358173 PRF1 1
18460 rs28933377(T;T) common in clinvar 3 128780749 GP9 1
18461 rs28933379(G;G) common in complete genomics 5 112174650 APC 1



18462 rs28933382(C;C) common in clinvar 12 5021275 KCNA1 1
18463 rs28933384(G;G) common in complete genomics 21 35821913 KCNE1 2

18464 rs28933385(G;G) Prion protein Codon 200 (E)  Non
pathogenic variant 20 4680464 PRNP 2 4

18465 rs28933389(C;C) common in clinvar 3 165548010 BCHE 2 3.5
18466 rs28933390(G;G) common in clinvar 3 165547569 BCHE 2 4
18467 rs28933391(C;C) common in clinvar 3 58413811 PDHB 1
18468 rs28933392(G;G) common in clinvar 11 36597018 RAG1 1

18469 rs28933396(G;G) common in clinvar 19 38990637 RYR1 11 3
18470 rs28933398(T;T) common in clinvar 1 160105635 ATP1A2 1
18471 rs28933400(T;T) common in clinvar 1 160105300 ATP1A2 2
18472 rs28933401(G;G) common in clinvar 1 160105036 ATP1A2 1
18473 rs28933402(G;G) common in clinvar 9 136220748 SURF1 1
18474 rs28933405(G;G) common in complete genomics 2 179650726 TTN 1 3
18475 rs28933406(C;C) common in complete genomics 11 533875 HRAS 1
18476 rs28933407(C;C) common in clinvar 8 128750677 MYC 1
18477 rs28933408(C;C) common in clinvar 3 24164404 THRB 1
18478 rs28933692(G;G) common in clinvar 9 107581111 ABCA1 1
18479 rs28933693(C;C) common in clinvar 17 48245014 SGCA 1 5
18480 rs28933694(A;A) common in complete genomics 17 48245759 SGCA 1
18481 rs28933698(T;T) common in clinvar 19 15299815 NOTCH3 1
18482 rs28933972(C;C) common in clinvar 14 37132173 PAX9 1
18483 rs28933990(C;C) common in clinvar 15 89754025 RLBP1 1
18484 rs28933993(A;A) common in clinvar 3 129251195 RHO 1
18485 rs28934568(T;T) common in clinvar 3 30713598 TGFBR2 1 3
18486 rs28934572(G;G) common in complete genomics 17 7577550 TP53
18487 rs28934573(C;C) common in clinvar 17 7577559 TP53 1
18488 rs28934574(C;C) common in clinvar 17 7577094 TP53 1



18489 rs28934576(G;G) common in clinvar 17 7577120 TP53 2 5
18490 rs28934578(G;G) common in clinvar 17 7578406 TP53 1 8
18491 rs28934579(T;T) common in complete genomics 11 2189379 TH
18492 rs28934580(G;G) common in clinvar 11 2187923 TH 1
18493 rs28934581(A;A) common in clinvar 11 2188225 TH 1
18494 rs28934582(G;G) common in clinvar 16 20360180 UMOD 1
18495 rs28934583(T;T) common in clinvar 16 20359974 UMOD 1
18496 rs28934584(G;G) common in clinvar 16 20360316 UMOD 1
18497 rs28934585(C;C) common in complete genomics 17 7123838 ACADVL 1

18498 rs28934586(G;G) common in clinvar 8 143956428 CYP11B1 1
18499 rs28934587(T;T) common in complete genomics 11 66299182 BBS1
18500 rs28934590(C;C) common in complete genomics 6 31901653 C2 1
18501 rs28934591(C;C) common in complete genomics 16 67470018 HSD11B2 1
18502 rs28934592(G;G) common in complete genomics 16 67470004 HSD11B2 1
18503 rs28934593(G;G) common in complete genomics 16 67470698 HSD11B2 1
18504 rs28934594(C;C) common in clinvar 16 67470523 HSD11B2 1
18505 rs28934596(T;T) common in clinvar 6 26091306 HFE 1
18506 rs28934598(C;C) common in complete genomics 4 57461227 GLDCP1
18507 rs28934601(A;A) common in clinvar 3 15686118 BTD 1
18508 rs28934602(T;T) common in clinvar 21 38309098 HLCS 1
18509 rs28934604(G;G) common in clinvar 12 58159856 CYP27B1 1
18510 rs28934605(G;G) common in clinvar 12 58159802 CYP27B1 1
18511 rs28934607(C;C) common in clinvar 12 58157952 CYP27B1 1
18512 rs28934608(C;C) common in clinvar 4 187201487 F11 1
18513 rs28934610(G;G) common in clinvar 11 76867950 MYO7A 1
18514 rs28934872(G;G) common in clinvar 16 2120572 TSC2 2
18515 rs28934873(T;T) common in clinvar 17 7578532 TP53 1
18516 rs28934876(A;A) common in clinvar 11 118971106 DPAGT1 1



18517 rs28934878(T;T) common in clinvar 20 3063745 AVP 1
18518 rs28934886(G;G) common in clinvar 3 33058310 GLB1 1
18519 rs28934891(G;G) common in clinvar 21 44478972 CBS 1
18520 rs28934892(C;C) common in clinvar 21 44479037 CBS 1
18521 rs28935769(A;A) common in clinvar 3 58416578 PDHB 1
18522 rs28936368(C;C) common in clinvar 19 18893939 COMP 1
18523 rs28936371(C;C) common in clinvar 11 17415881 ABCC8 1
18524 rs28936379(A;A) common in clinvar 1 227076678 PSEN2 1
18525 rs28936382(A;A) common in clinvar 1 92941647 GFI1 1
18526 rs28936395(G;G) common in clinvar 1 23233346 EPHB2 1

18527 rs28936396(C;C) common in clinvar 20 33530409 GSS 1
18528 rs28936397(A;A) common in clinvar 20 34025192 GDF5 1
18529 rs28936399(T;T) common in clinvar 12 52309898 ACVRL1 1
18530 rs28936401(C;C) common in clinvar 12 52309891 ACVRL1 1
18531 rs28936403(G;G) common in complete genomics 9 98241323 PTCH1
18532 rs28936407(G;G) common in complete genomics 3 12458330 PPARG 1
18533 rs28936415(G;G) common in clinvar 16 8905010 PMM2 3
18534 rs28936668(A;A) common in clinvar 19 18896906 COMP 1
18535 rs28936669(A;A) common in clinvar 19 18896846 COMP 1
18536 rs28936670(C;C) common in clinvar 5 172662014 NKX25 2
18537 rs28936671(C;C) common in clinvar 14 36986962 NKX21 1
18538 rs28936672(G;G) common in clinvar 14 36986976 NKX21 1
18539 rs28936673(A;A) common in clinvar 1 53679173 CPT2 1
18540 rs28936674(G;G) common in clinvar 1 53675866 CPT2 1
18541 rs28936676(A;A) common in clinvar 1 161140257 PPOX 1 3.5
18542 rs28936677(T;T) common in clinvar 1 161136672 PPOX 1 3.5
18543 rs28936678(T;T) common in clinvar 11 17409199 KCNJ11 1
18544 rs28936680(T;T) common in clinvar 1 154561144 ADAR 1



18545 rs28936681(T;T) common in clinvar 1 154557469 ADAR 1
18546 rs28936682(C;C) common in clinvar 17 15134248 PMP22 1
18547 rs28936683(T;T) common in clinvar 20 34021891 GDF5 1
18548 rs28936685(T;T) common in clinvar 3 8787357 CAV3 2
18549 rs28936686(G;G) common in clinvar 3 8787374 CAV3 4
18550 rs28936687(G;G) common in clinvar 12 52308229 ACVRL1 1
18551 rs28936688(G;G) common in clinvar 12 52309267 ACVRL1 1
18552 rs28936690(T;T) common in complete genomics 16 2328352 ABCA3
18553 rs28936694(G;G) common in clinvar 1 171605384 MYOC 1
18554 rs28936695(T;T) common in clinvar 17 39023053 KRT12 1
18555 rs28936696(A;A) common in clinvar 17 59560831 TBX4 1

18556 rs28936697(C;C) common in clinvar 17 33902922 PEX12 1
18557 rs28936699(C;C) common in complete genomics 2 202074111 CASP10 1
18558 rs28936701(C;C) common in clinvar 2 38298092 CYP1B1 1
18559 rs28936703(C;C) common in clinvar 3 57232274 HESX1 1
18560 rs28936704(A;A) common in clinvar 3 57232242 HESX1 1
18561 rs28937313(A;A) common in clinvar 9 107584801 ABCA1 1
18562 rs28937314(A;A) common in clinvar 9 107584802 ABCA1 1
18563 rs28937315(A;A) common in clinvar 16 3807895 CREBBP 1
18564 rs28937316(G;G) common in clinvar 3 38592932 SCN5A 8
18565 rs28937318(G;G) common in clinvar 3 38648200 SCN5A 7
18566 rs28937568(C;C) common in clinvar 7 75933324 HSPB1 1
18567 rs28937569(C;C) common in clinvar 7 75933417 HSPB1 1
18568 rs28937571(A;A) common in clinvar 11 88027331 CTSC 1
18569 rs28937575(G;G) common in clinvar 9 100616366 FOXE1 1
18570 rs28937578(C;C) common in complete genomics 22 41574377 EP300 1
18571 rs28937579(A;A) common in clinvar 9 104133461 BAAT 1
18572 rs28937582(A;A) common in clinvar 3 160803746 B3GALNT1 1



18573 rs28937583(T;T) common in complete genomics 1 35250464 GJB3 1
18574 rs28937585(T;T) common in complete genomics 12 52294822
18575 rs28937590(A;A) common in clinvar 2 219525942 BCS1L 1
18576 rs28937592(C;C) common in clinvar 5 121786403 SNCAIP 1
18577 rs28937594(T;T) common in clinvar 9 36217396 GNE 1
18578 rs28937595(G;G) common in clinvar 1 169446685 SLC19A2 1
18579 rs28937597(C;C) common in clinvar 5 137206510 MYOT 1
18580 rs28937598(C;C) common in clinvar 22 50962330 SCO2 1
18581 rs28937868(G;G) common in clinvar 22 50962443 SCO2 1
18582 rs28937869(C;C) common in clinvar 5 177035995 B4GALT7 1 4
18583 rs28937871(A;A) common in complete genomics 14 75514863 MLH3 1
18584 rs28937872(C;C) common in clinvar 13 20797357 GJB6 1

18585 rs28937873(G;G) common in clinvar 15 72105913 NR2E3 1
18586 rs28937874(A;A) common in clinvar 10 95557034 LGI1 1
18587 rs28937875(G;G) common in clinvar 20 10394008 MKKS 1
18588 rs28937877(A;A) common in clinvar 16 75513206 CHST6 1
18589 rs28937880(G;G) common in clinvar 20 47570114 ARFGEF2 1
18590 rs28937881(G;G) common in complete genomics 12 4479741 FGF23
18591 rs28937883(G;G) common in clinvar 14 21794102 RPGRIP1 1
18592 rs28937884(T;T) common in clinvar 3 138665314 FOXL2 2
18593 rs28937890(C;C) common in clinvar 4 6303693 WFS1 1
18594 rs28937891(G;G) common in clinvar 4 6303606 WFS1 1
18595 rs28937892(C;C) common in clinvar 4 6303033 WFS1 1
18596 rs28937894(C;C) common in clinvar 4 6303618 WFS1 1
18597 rs28937895(G;G) common in clinvar 4 6304014 WFS1 1
18598 rs28937896(T;T) common in clinvar 1 247587809 NLRP3 2
18599 rs28937897(T;T) common in complete genomics 8 20112608 LZTS1 1
18600 rs28937898(G;G) common in complete genomics 19 46056933 OPA3



18601 rs28937900(C;C) common in clinvar 19 47259533 FKRP 1 5
18602 rs28937905(C;C) common in clinvar 19 47258867 FKRP 1
18603 rs28937906(C;C) common in clinvar 8 75276369 GDAP1 1
18604 rs28937908(T;T) common in clinvar 16 83932868 MLYCD 1
18605 rs28937909(G;G) common in clinvar 17 78086713 GAA 1
18606 rs28938173(C;C) common in clinvar 7 151265836 PRKAG2 1 3
18607 rs28938176(T;T) common in clinvar 15 55522621 RAB27A 1
18608 rs28938469(C;C) common in clinvar 11 17417206 ABCC8 1
18609 rs28938470(G;G) 3 184070598 CLCN2
18610 rs28938472(A;A) common in clinvar 20 33524779 GSS 1
18611 rs28938474(G;G) common in clinvar 17 59557282 TBX4 1
18612 rs28939075(T;T) common in clinvar 10 95556839 LGI1 1
18613 rs28939076(C;C) common in clinvar 2 190439928 SLC40A1 1
18614 rs28939077(A;A) common in clinvar 3 43743962 ABHD5 1
18615 rs28939079(A;A) common in clinvar 6 41127611 TREM2 1
18616 rs28939082(G;G) common in clinvar 3 193355769 OPA1 1
18617 rs28939085(C;C) common in clinvar 9 99003167 HSD17B3 1
18618 rs28939087(C;C) common in clinvar 11 45827791 SLC35C1 1
18619 rs28939088(T;T) common in clinvar 20 3893179 PANK2 1
18620 rs28939094(A;A) common in clinvar 14 51094851 ATL1 1
18621 rs28939383(C;C) 6 51947999 PKHD1
18622 rs28939672(C;C) common in clinvar 10 13330512 PHYH 1
18623 rs28939677(C;C) common in clinvar 2 20205639 MATN3 1
18624 rs28939679(C;C) common in clinvar 11 67800614 NDUFS8 1
18625 rs28939683(A;A) common in clinvar 20 62071027 KCNQ2 1
18626 rs28939688(G;G) common in clinvar 10 13151270 OPTN 1
18627 rs28939701(C;C) common in clinvar 16 16256944 ABCC6 2
18628 rs28939702(C;C) common in clinvar 16 16248756 ABCC6 2
18629 rs28939713(C;C) common in complete genomics 9 36218224 GNE



18630 rs28939715(G;G) common in complete genomics 4 41749499 PHOX2B
18631 rs28939719(T;T) common in clinvar 19 919563 KISS1R 1
18632 rs28939720(C;C) common in clinvar 1 197396689 CRB1 1
18633 rs28940269(A;A) common in clinvar 2 215851290 ABCA12 1
18634 rs28940270(G;G) common in clinvar 2 215846949 ABCA12 1
18635 rs28940271(G;G) common in clinvar 2 215845332 ABCA12 1
18636 rs28940274(T;T) common in clinvar 11 61723195 BEST1 1
18637 rs28940279(A;A) common in clinvar 17 3402294 ASPA 1 4
18638 rs28940280(G;G) common in clinvar 13 77574715 CLN5 1
18639 rs28940281(C;C) common in clinvar 8 1830835 ARHGEF10 1
18640 rs28940282(C;C) common in clinvar 17 70118921 SOX9 1
18641 rs28940283(A;A) common in clinvar 2 211456617 CPS1 1
18642 rs28940288(G;G) common in complete genomics 19 41928152 BCKDHA 3
18643 rs28940291(G;G) common in complete genomics 1 12052717 MFN2 1
18644 rs28940296(G;G) common in complete genomics 1 12052641 MFN2 1
18645 rs28940298(C;C) common in clinvar 3 10191605 VHL 2
18646 rs28940300(C;C) common in clinvar 3 10191581 VHL 1
18647 rs28940307(C;C) common in clinvar 19 50762467 MYH14 1
18648 rs28940308(G;G) common in clinvar 22 18562674 PEX26 1
18649 rs28940309(A;A) common in clinvar 12 116457651 MED13L 1
18650 rs28940310(G;G) common in clinvar 12 116413092 MED13L 1
18651 rs28940314(C;C) common in clinvar 14 68191267 RDH12 1
18652 rs28940315(C;C) common in clinvar 14 68191923 RDH12 1
18653 rs28940568(G;G) common in clinvar 2 215843554 ABCA12 1
18654 rs28940570(C;C) common in clinvar 11 61725631 BEST1 1
18655 rs28940571(C;C) common in clinvar 22 43089206 A4GALT 1
18656 rs28940572(G;G) common in clinvar 22 43089398 A4GALT 1
18657 rs28940573(C;C) common in clinvar 11 6638277 TPP1 2



18658 rs28940574(C;C) common in clinvar 17 3402354 ASPA 1 5
18659 rs28940577(A;A) common in complete genomics 16 3293410 MEFV 2.6
18660 rs28940578(G;G) common in clinvar 16 3293405 MEFV 2 3.5
18661 rs28940579(T;T) common in clinvar 16 3293310 MEFV 8 3.5
18662 rs28940580(G;G) common in clinvar 16 3293447 MEFV 8 3.5
18663 rs28940581(G;G) common in complete genomics 16 3293532 MEFV 2
18664 rs28940583(G;G) common in clinvar 6 31828365 NEU1 1
18665 rs28940586(T;T) common in clinvar 1 145415419 HFE2 1
18666 rs28940587(G;G) 11 64518939 PYGM
18667 rs28940588(G;G) common in clinvar 3 183963347 ALG3 1
18668 rs28940589(G;G) common in clinvar 11 66619415 PC 1
18669 rs28940869(C;C) common in clinvar 1 46658069 POMGNT1 1
18670 rs28940874(C;C) common in clinvar 12 121175742 ACADS 1
18671 rs28940875(C;C) common in clinvar 12 121177150 ACADS 1
18672 rs28940876(C;C) common in clinvar 11 88911363 TYR 1
18673 rs28940877(T;T) common in clinvar 11 88911386 TYR 1
18674 rs28940878(A;A) common in clinvar 11 88911246 TYR 1
18675 rs28940879(G;G) common in clinvar 11 88911285 TYR 1
18676 rs28940880(G;G) common in clinvar 11 88911737 TYR 1
18677 rs28940881(A;A) common in clinvar 11 88911122 TYR 1
18678 rs28940882(G;G) common in complete genomics 1 24124689 GALE 1
18679 rs28940883(A;A) common in complete genomics 1 24124650 GALE 1
18680 rs28940884(A;A) common in complete genomics 1 24123212 GALE 1
18681 rs28940885(G;G) common in complete genomics 1 24122673 GALE 1
18682 rs28940887(C;C) common in clinvar 16 67976622 LCAT 1
18683 rs28940889(C;C) common in clinvar 15 40707653 IVD 1
18684 rs28940891(T;T) common in complete genomics 1 5935006 NPHP4 1
18685 rs28940892(A;A) common in clinvar 18 13884757 MC2R 1
18686 rs28940893(C;C) common in clinvar 22 51063820 ARSA 6



18687 rs28940894(A;A) common in clinvar 22 51064699 ARSA 1
18688 rs28940896(C;C) common in clinvar 17 39727767 KRT9 1
18689 rs28940897(A;A) common in clinvar 18 21119787 NPC1 1
18690 rs28941468(G;G) common in clinvar 11 61726998 BEST1 1
18691 rs28941472(A;A) common in clinvar 7 65554101 ASL 1
18692 rs28941476(G;G) common in clinvar 16 88714511 CYBA 1
18693 rs28941477(G;G) common in complete genomics 7 72637963 NCF1B
18694 rs28941768(C;C) common in clinvar 21 47571859 FTCD 1
18695 rs28941771(T;T) common in clinvar 15 72645441 HEXA 1
18696 rs28941772(G;G) common in complete genomics 5 74016953 HEXB
18697 rs28941773(C;C) common in clinvar 12 121176971 ACADS 1 2
18698 rs28941774(C;C) common in clinvar 10 127503650 UROS 1 3.5
18699 rs28941778(G;G) common in clinvar 11 32413560 WT1 2

18700 rs28942070(T;T) common in complete genomics 9 127730689 SCAI
18701 rs28942072(T;T) common in clinvar 15 72641434 HEXA 1
18702 rs28942074(G;G) common in clinvar 13 52532469 ATP7B 1
18703 rs28942075(G;G) common in clinvar 13 52532509 ATP7B 1
18704 rs28942076(G;G) common in clinvar 13 52523836 ATP7B 1
18705 rs28942078(G;G) common in complete genomics 19 11224052 LDLR 1 3
18706 rs28942079(G;G) common in clinvar 19 11224058 LDLR 1
18707 rs28942090(T;T) common in clinvar 22 50304127 ALG12 1
18708 rs28942091(C;C) common in complete genomics 3 9985136 CRELD1 1
18709 rs28942092(C;C) common in complete genomics 3 9985083 CRELD1 1
18710 rs28942096(C;C) common in clinvar 3 46750645 TMIE 1
18711 rs28942097(C;C) common in clinvar 3 46750654 TMIE 1
18712 rs28942098(G;G) common in clinvar 1 193091333 CDC73 1
18713 rs28942100(C;C) common in clinvar 3 120363252 HGD 1
18714 rs28942102(A;A) common in complete genomics 11 108199923 ATM



18715 rs28942106(A;A) common in clinvar 18 21115647 NPC1 1
18716 rs28942108(C;C) common in clinvar 18 21118615 NPC1 1
18717 rs28989181(C;C) common in clinvar 15 40504844 BUB1B 1
18718 rs28989182(G;G) common in clinvar 15 40504755 BUB1B 1
18719 rs28989185(T;T) common in clinvar 15 40512842 BUB1B 1
18720 rs28989186(C;C) common in clinvar 15 40468873 BUB1B 1
18721 rs28989187(G;G) common in clinvar 15 40494810 BUB1B 1
18722 rs28999110(C;C) common in clinvar 17 4804366 CHRNE 1
18723 rs28999111(C;C) common in clinvar 17 79479026 ACTG1 1
18724 rs28999112(C;C) common in clinvar 17 79478104 ACTG1 1
18725 rs28999113(T;T) common in clinvar 16 88876242 APRT 1
18726 rs28999114(A;A) common in clinvar 4 186066117 SLC25A4 1
18727 rs29001584(T;T) common in clinvar 9 135205819 SETX 1
18728 rs29001637(C;C) common in clinvar 3 129252553 RHO 1

18729 rs29001665(C;C) common in clinvar 9 135206680 SETX 1
18730 rs29001685(T;T) common in clinvar 1 150769339 CTSK 1
18731 rs2904552(C;C) common in clinvar 22 18905964 PRODH 1
18732 rs3024632(T;T) common in complete genomics 16 27366296 IL4R 1
18733 rs307377(C;C) common in complete genomics 1 1269554 TAS1R3 3 4
18734 rs3087258(C;C) common in complete genomics 2 113594871 IL1B 2
18735 rs3188996(T;T) common in complete genomics 2 113993073 PAX8 1
18736 rs3208361(A;A) normal 7 99366070 CYP3A4
18737 rs326118(T;T) common in complete genomics 5 7868543 FASTKD3 2
18738 rs334558(A;A) later onset of BP 3 119813282 GSK3B 20
18739 rs33917394(C;C) common in complete genomics 11 5246929 HBB 2
18740 rs33926449(A;A) common on affy axiom data 18 57026361 LMAN1
18741 rs33927012(T;T) common in complete genomics 1 17354297 SDHB 7
18742 rs33930165(G;G) common in clinvar 11 5248233 HBB 4



18743 rs33931746(A;A) common in clinvar 11 5248329 HBB 3
18744 rs33935154(G;G) common in clinvar 16 68856041 CDH1 1
18745 rs33944208(C;C) common in complete genomics 11 5248389 HBB 7
18746 rs33945777(G;G) common in clinvar 11 5247806 HBB 8
18747 rs33950507(G;G) normal 11 5248173 HBB 8
18748 rs33952266(G;G) common in complete genomics 11 5246957 HBB 4
18749 rs33956485(T;T) common in complete genomics 11 5254213 HBD 2
18750 rs33958626(C;C) common on affy axiom data 2 110959026 NPHP1
18751 rs33959637(C;C) 8 16012710 MSR1 1
18752 rs33961459(C;C) common in complete genomics 11 5247917 HBB 2
18753 rs33971270(C;C) common in complete genomics 11 5254289 HBD 2
18754 rs33971440(G;G) common in clinvar 11 5248159 HBB 6
18755 rs33972927(T;T) common in complete genomics 11 5247842 HBB 2
18756 rs33974602(G;G) common in complete genomics 11 5270791 HBG1 3
18757 rs33981382(A;A) common in complete genomics 1 17668888 PADI4

18758 rs33985472(A;A) common in clinvar 11 5246715 HBB 4
18759 rs33996649(C;C) common in complete genomics 1 114394689 PTPN22 7
18760 rs34002892(I;I) 12 102147248 GNPTAB 4
18761 rs34005929(G;G) common in complete genomics 14 62207553 HIF1A 3
18762 rs34011123(T;T) common in complete genomics 16 227396 HBA1 2
18763 rs34017450(A;A) common in complete genomics 11 5275704 HBG2 3
18764 rs34022507(C;C) common in complete genomics 11 5246956 HBB 2
18765 rs34035085(C;C) common in clinvar 22 24896224 UPB1 1
18766 rs34049764(C;C) common in clinvar 11 5246923 HBB 3
18767 rs34069356(G;G) common in complete genomics 20 57570760 CTSZ 4
18768 rs34094720(C;C) common in complete genomics 5 1293767 TERT 1
18769 rs34097093(C;C) common in complete genomics 19 41518370 CYP2B6 1
18770 rs34098449(C;C) common in complete genomics 16 227290 HBA1 5



18771 rs34104736(C;C) common in complete genomics 6 160553314 SLC22A1 1
18772 rs34127117(A;A) common in complete genomics 11 5270620 HBG1 1
18773 rs34130495(G;G) common in complete genomics 6 160560824 SLC22A1 1
18774 rs34149886(A;A) common in complete genomics 11 5254198 HBD 2
18775 rs34150427(G;G) common in clinvar 11 2869144 KCNQ1 3
18776 rs34151786(C;C) common in complete genomics 11 5247934 HBB 2
18777 rs34159654(A;A) common in clinvar 12 102224444 GNPTAB 2
18778 rs34165323(A;A) common in complete genomics 11 5247923 HBB 4
18779 rs34173382(A;A) common in complete genomics 11 5247883 HBB 2
18780 rs34181110(G;G) common in complete genomics 14 64892470 MTHFD1 1
18781 rs34187924(G;G) common in complete genomics 12 52681408 KRT81
18782 rs34197769(G;G) common in complete genomics 16 2144176 PKD1
18783 rs34210653(C;C) normal risk 17 4535314 ALOX15 2
18784 rs34223104(T;T) common in complete genomics 19 41497129 CYP2B6 1
18785 rs34224604(I;I) 11 5255358 HBD 2
18786 rs34230288(G;G) common on affy axiom data 12 6103094 VWF

18787 rs34231037(A;A) 4 55972946 KDR 1
18788 rs34241435(G;G) 16 23313185 SCNN1B 1
18789 rs34248917(C;C) common in complete genomics 1 5951013 NPHP4
18790 rs34255532(C;C) common in complete genomics 5 180045911 FLT4 1
18791 rs34258285(A;A) common on affy axiom data 16 8906914 PMM2
18792 rs34263826(A;A) common in complete genomics 11 5275942 HBG1 3
18793 rs34305195(A;A) common in clinvar 11 5248301 HBB 7
18794 rs34336420(G;G) common in clinvar 2 10188123 KLF11 2
18795 rs34362537(T;T) common in complete genomics 11 5247907 HBB 3
18796 rs34378160(T;T) common in complete genomics 11 5247994 HBB 5
18797 rs34383555(C;C) common in complete genomics 11 5255426 HBD 2
18798 rs34387455(A;A) common in complete genomics 11 5248229 HBB 5



18799 rs34389944(G;G) common in complete genomics 11 5255587 HBD 2
18800 rs34390965(G;G) common in complete genomics 11 5255221 HBD 2
18801 rs34407387(A;A) common in complete genomics 11 5246853 HBB 3
18802 rs34410987(C;C) common in clinvar 12 40677699 LRRK2 1
18803 rs34424986(C;C) common in clinvar 6 162206852 PARK2 1
18804 rs34432567(A;A) common in complete genomics 11 5271015 HBG1 3
18805 rs34435255(G;G) common in complete genomics 11 5270675 HBG1 2
18806 rs34437781(C;C) common in clinvar 6 31324955 HLAB
18807 rs34438981(T;T) common in complete genomics 11 5275913 HBG1 2
18808 rs34439278(G;G) common in complete genomics 11 5247952 HBB 4
18809 rs34451549(C;C) common in clinvar 11 5247153 HBB 1
18810 rs34460332(G;G) common in complete genomics 11 5255590 HBD 2
18811 rs34490746(T;T) common in complete genomics 6 31625008 APOM 1
18812 rs34500389(C;C) common in complete genomics 11 5248333 HBB 3
18813 rs34505188(G;G) common on affy axiom data 2 228128568 COL4A3
18814 rs34532478(A;A) common in complete genomics 11 5275716 HBG1 2
18815 rs34536353(G;G) common in complete genomics 11 5254288 HBD 2

18816 rs34545616(C;C) common on affy axiom data 7 128851867 SMO
18817 rs34547608(T;T) common in complete genomics 2 234668828 UGT1A10 1
18818 rs34571024(A;A) common in complete genomics 11 5248007 HBB 2
18819 rs34585297(G;G) common in complete genomics 7 138269570 TRIM24
18820 rs34594498(C;C) common in clinvar 12 40646786 LRRK2 1
18821 rs34595252(T;T) common in clinvar 5 110454719 WDR36 1
18822 rs34598529(A;A) common in clinvar 11 5248330 HBB 6 3.5
18823 rs34599082(G;G) common in clinvar 1 159175494 DARC 1
18824 rs34604265(G;G) common in complete genomics 20 57896079 EDN3
18825 rs34612342(A;A) common in clinvar 1 45798475 MUTYH 4 2
18826 rs34637584(G;G) normal 12 40734202 LRRK2 7 3



18827 rs34647752(G;G) common in complete genomics 11 5269669 HBG1 5
18828 rs34704616(G;G) common in complete genomics 6 30080369 TRIM31 1
18829 rs34705969(G;G) common in complete genomics 7 34867124 NPSR1 1
18830 rs34716011(G;G) common in clinvar 11 5248204 HBB 3
18831 rs34718174(G;G) common in clinvar 11 5247913 HBB 5
18832 rs34727075(G;G) common in complete genomics 8 41550383 ANK1
18833 rs34728766(G;G) common in complete genomics 14 105609400 JAG2
18834 rs34738426(G;G) common in complete genomics 6 7581747 DSP
18835 rs34745240(G;G) common on affy axiom data 4 187122332 CYP4V2
18836 rs34747494(A;A) common in complete genomics 11 5270729 HBG1 2
18837 rs34767364(C;C) common in clinvar 8 90983460 NBN 1
18838 rs34778348(G;G) normal 12 40757328 LRRK2 8
18839 rs34802738(T;T) common in complete genomics 11 5254237 HBD 2
18840 rs34805604(A;A) common in clinvar 12 40692927 LRRK2 2
18841 rs34807671(C;C) common in complete genomics 11 5274512 HBG2 2
18842 rs34817956(A;A) common in complete genomics 16 222933 HBA2 3
18843 rs34826052(G;G) common in complete genomics 19 35836600 CD22 2
18844 rs34831026(G;G) common in complete genomics 11 5248000 HBB 3
18845 rs34833812(C;C) common in clinvar 3 30713619 TGFBR2 1
18846 rs34838342(T;T) common in complete genomics 5 42565986 GHR
18847 rs34844088(C;C) common in complete genomics 19 18182997 IL12RB1
18848 rs34849179(A;A) common in complete genomics 16 227400 HBA1 2
18849 rs34856846(I;I) 11 5248216 HBB 2
18850 rs34866629(A;A) common in complete genomics 11 5248194 HBB 2
18851 rs34870172(T;T) common in complete genomics 11 5247886 HBB 2
18852 rs34878913(T;T) common in complete genomics 11 5275712 HBG1 2
18853 rs34883338(C;C) common in clinvar 11 5248393 HBB 4
18854 rs34885143(G;G) common in clinvar 3 15677019 BTD
18855 rs34908405(T;T) common in complete genomics 15 65489880 CILP



18856 rs34911341(C;C) common in clinvar 3 10331519 GHRL 4
18857 rs34915311(T;T) common in complete genomics 11 5275670 HBG2 3
18858 rs34956202(G;G) common in complete genomics 16 222958 HBA2 4
18859 rs34958067(C;C) common in complete genomics 3 48455155 PLXNB1
18860 rs34975911(T;T) common in clinvar 11 5255790 HBD 4
18861 rs34980264(G;G) common in complete genomics 11 5246851 HBB 2
18862 rs34986638(G;G) common in clinvar 2 47705622 MSH2
18863 rs34991152(T;T) common in clinvar 11 5255659 HBD 2
18864 rs34995376(G;G) common in clinvar 12 40704237 LRRK2 3
18865 rs34999973(C;C) common in clinvar 11 5248391 HBB 2
18866 rs35004220(G;G) common in clinvar 11 5248050 HBB 7
18867 rs35020253(T;T) common in complete genomics 11 5274596 HBG2 2
18868 rs35023033(C;C) common in complete genomics 7 87174198 ABCB1 1
18869 rs35034250(C;C) common in complete genomics 3 15686534 BTD
18870 rs35046171(C;C) common in complete genomics 22 42527065 CYP2D6
18871 rs35062843(T;T) common in complete genomics 17 16852206 TNFRSF13B 1
18872 rs35068498(A;A) common in complete genomics 11 5247850 HBB 2
18873 rs35070995(T;T) common in complete genomics 7 150557707 ABP1 1
18874 rs35086888(C;C) common in clinvar 17 3550800 CTNS 1
18875 rs35103459(C;C) common in clinvar 11 5275560 HBG2 4
18876 rs35117167(A;A) common in complete genomics 11 5246835 HBB 6
18877 rs35142681(C;C) common in complete genomics 9 113449489 MUSK
18878 rs35155575(G;G) common in complete genomics 7 127255466 PAX4 1
18879 rs35166721(G;G) common in complete genomics 11 5255406 HBD 2
18880 rs35166834(T;T) common in complete genomics 16 227379 HBA1 2
18881 rs35187567(G;G) common in complete genomics 16 223534 HBA2 2
18882 rs35203747(C;C) common in complete genomics 11 5248211 HBB 2
18883 rs35225141(I;I) 11 5246950 HBB 2



18884 rs35256489(T;T) common in complete genomics 11 5246940 HBB 8
18885 rs35262412(A;A) common in complete genomics 11 5247991 HBB 2
18886 rs35297901(G;G) common in complete genomics 2 71791255 DYSF
18887 rs35301433(A;A) common in complete genomics 8 133883643 TG
18888 rs35303218(G;G) common in complete genomics 11 5247982 HBB 3
18889 rs35312232(G;G) common in clinvar 14 24724663 TGM1 1
18890 rs35324967(G;G) common in clinvar 11 5253995 HBD 2
18891 rs35328027(T;T) common in clinvar 11 5247102 HBB 4
18892 rs35329201(A;A) common in complete genomics 16 227292 HBA1 2
18893 rs35329985(G;G) common in complete genomics 11 5255238 HBD 2
18894 rs35332062(G;G) common on affy axiom data 7 73012042 MLXIPL
18895 rs35333334(C;C) common in clinvar 12 102142959 GNPTAB 3
18896 rs35348864(I;I) 11 5248028 HBB 2
18897 rs35351128(A;A) common in complete genomics 11 5247854 HBB 2
18898 rs35365413(A;A) common in clinvar 8 87641222 CNGB3 2
18899 rs35378915(G;G) common in complete genomics 11 5271204 HBG1 7
18900 rs35383149(A;A) common in clinvar 1 63872032 ALG6
18901 rs35431217(A;A) common in complete genomics 16 223553 HBA2 2
18902 rs35433207(A;A) common in clinvar 11 5255656 HBD 4
18903 rs35445598(G;G) common in complete genomics 6 72943505 RIMS1
18904 rs35461710(C;C) common in complete genomics 11 5246899 HBB 2
18905 rs35474880(G;G) common in complete genomics 11 5248175 HBB 2
18906 rs35477349(I;I) 11 5248172 HBB 2
18907 rs35481866(A;A) common in complete genomics 11 5275637 HBG2 2
18908 rs35485099(C;C) common in complete genomics 11 5246925 HBB 3
18909 rs35497102(I;I) 11 5248226 HBB 11
18910 rs35516286(T;T) common in clinvar 7 117171122 CFTR 1
18911 rs35518301(A;A) common in clinvar 11 5255744 HBD 2
18912 rs35529209(G;G) common in complete genomics 16 16205325 ABCC1 1



18913 rs35537181(A;A) common in complete genomics 11 5247943 HBB 3
18914 rs35572355(G;G) common in clinvar 16 68867247 CDH1 1
18915 rs35623035(G;G) common in complete genomics 3 48630252 COL7A1
18916 rs35654328(G;G) common in complete genomics 11 5275880 HBG1 2
18917 rs35662066(I;I) 11 5248201 HBB
18918 rs35667974(A;A) common in complete genomics 2 163124637 IFIH1 7
18919 rs35669711(C;C) common on affy axiom data 1 22179244 HSPG2
18920 rs35685286(G;G) common in complete genomics 11 5248163 HBB 3
18921 rs35687396(G;G) common in complete genomics 11 5275882 HBG1 2
18922 rs35693898(T;T) common in complete genomics 11 5247865 HBB 2
18923 rs35700518(T;T) common in complete genomics 11 5270801 HBG1 2
18924 rs35703285(T;T) common in clinvar 11 5246970 HBB 7
18925 rs35703638(C;C) common in clinvar 5 110441839 WDR36 1
18926 rs35710727(T;T) common in complete genomics 11 5271285 HBG1 5
18927 rs35723200(T;T) common in complete genomics 16 227402 HBA1 3
18928 rs35724775(T;T) common in clinvar 11 5248154 HBB 6
18929 rs35730308(T;T) common in complete genomics 7 87138758 ABCB1 1
18930 rs35732034(G;G) common in complete genomics 2 163124596 IFIH1 3

18931 rs35746147(C;C) common in complete genomics 11 5270752 HBG1 2
18932 rs35761343(C;C) common in complete genomics 3 119534626 NR1I2 2
18933 rs35801418(A;A) common in clinvar 12 40714916 LRRK2 3
18934 rs35802118(G;G) common in complete genomics 11 5248197 HBB 2
18935 rs35804026(T;T) common in complete genomics 9 77352340 TRPM6
18936 rs35808389(A;A) common in clinvar 12 40692290 LRRK2 1
18937 rs35810889(T;T) common in complete genomics 7 87214848 ABCB1 1
18938 rs35819837(C;C) common in complete genomics 11 5247862 HBB 3
18939 rs35825479(T;T) common in complete genomics 11 5246871 HBB 4
18940 rs35834416(T;T) common in complete genomics 11 5246881 HBB 3



18941 rs35848600(C;C) common in complete genomics 11 5254210 HBD 2
18942 rs35849348(G;G) common in complete genomics 11 5254228 HBD 4
18943 rs35849660(G;G) common in complete genomics 11 5269630 HBG1 2
18944 rs35854892(T;T) common in complete genomics 11 5246847 HBB 4
18945 rs35856562(A;A) common in complete genomics 1 186151390 HMCN1
18946 rs35859249(C;C) normal 4 37904089 TBC1D1 2
18947 rs35859650(G;G) common in clinvar 1 115220593 AMPD1 1
18948 rs35870237(T;T) common in clinvar 12 40734206 LRRK2 2
18949 rs35878526(C;C) common in clinvar 12 102164875 GNPTAB 1
18950 rs35882952(G;G) common in complete genomics 1 23189553 EPHB2 1
18951 rs35885783(G;G) common in complete genomics 11 5275734 HBG1 2
18952 rs35887507(G;G) common in clinvar 11 5255423 HBD 2
18953 rs35887622(A;A) normal hearing 13 20763620 GJB2 2 4
18954 rs35890959(G;G) common in complete genomics 11 5248191 HBB 5
18955 rs35906307(C;C) common in complete genomics 11 5248245 HBB 2
18956 rs35914488(C;C) common in complete genomics 11 5247868 HBB 2
18957 rs35916840(C;C) common in clinvar 8 63976767 TTPA
18958 rs35933842(C;C) common in complete genomics 12 121570899 P2RX7 2
18959 rs35939489(A;A) common in complete genomics 11 5247922 HBB 3

18960 rs35947132(G;G) common in complete genomics 10 72360387 PRF1 3
18961 rs35948326(C;C) common in clinvar 1 158624528 SPTA1 1
18962 rs35949130(I;I) 11 5246716 HBB 2
18963 rs35952774(C;C) common in complete genomics 17 10307655 MYH8
18964 rs35960772(A;A) common in complete genomics 11 5247869 HBB 2
18965 rs35973315(A;A) common in complete genomics 11 5248003 HBB 2
18966 rs35974739(T;T) common in complete genomics 16 227375 HBA1 3
18967 rs35977759(A;A) common in complete genomics 11 5270794 HBG1 2
18968 rs35983258(C;C) common in complete genomics 11 5271283 HBG1 2



18969 rs36006195(G;G) common in complete genomics 11 5275955 HBG1 2
18970 rs36008922(G;G) common in complete genomics 11 5247920 HBB 3
18971 rs36010656(C;C) common on affy axiom data 12 20864342 SLCO1C1 2
18972 rs36030576(T;T) common in complete genomics 16 226723 HBA2 2
18973 rs36049074(A;A) common in complete genomics 11 5274598 HBG2 4
18974 rs36053993(G;G) common in clinvar 1 45797228 MUTYH 3 2
18975 rs36070283(G;G) common in complete genomics 19 18876258 CRTC1
18976 rs36075744(C;C) common in complete genomics 16 223532 HBA2 5
18977 rs36081208(T;T) common in complete genomics 11 5247832 HBB 2
18978 rs36084266(A;A) common in complete genomics 11 5255405 HBD 2
18979 rs36089250(T;T) common on affy axiom data 2 176043906 ATP5G3
18980 rs36107977(I;I) 11 5247929 HBB 2
18981 rs361525(G;G) complex; generally normal risk 6 31543101 TNF 77
18982 rs36210421(G;G) common in complete genomics 7 150644428 KCNH2 10
18983 rs36212066(I;I) 11 47353826 MYBPC3 4
18984 rs362307(G;G) 4 3241845 HTT 1
18985 rs3731366(A;A) 7 92249777 CDK6 1
18986 rs3731566(A;G) normal 10 111886089 ADD3 2
18987 rs3803300(G;G) 14 105269779 ZBTB42 11
18988 rs3819276(G;G) common in clinvar 6 31323027 HLAB

18989 rs3819285(C;C) common in clinvar 6 31322742 HLAB
18990 rs3819301(T;T) common in clinvar 6 31322229 HLAB
18991 rs3918226(C;C) 7 150690176 NOS3 4
18992 rs3970559(G;G) common in clinvar 22 18905899 PRODH 1
18993 rs41261344(C;C) common in clinvar 3 38616876 SCN5A 7
18994 rs41265017(G;G) common in complete genomics 1 156146640 SEMA4A 1
18995 rs41268673(G;G) common in clinvar 2 167141109 SCN9A 2
18996 rs41270082(G;G) common in complete genomics 6 35762937 CLPS 1



18997 rs41276738(C;C) common in clinvar 12 6143978 VWF 1
18998 rs41278172(G;G) common in clinvar 16 16255424 ABCC6
18999 rs41279854(A;A) normal 7 99247772 CYP3A5 3
19000 rs41279857(G;G) normal 7 99270222 CYP3A5 3
19001 rs41282065(G;G) common in clinvar 17 72758167 SLC9A3R1 1
19002 rs41282918(A;A) common in complete genomics 11 27678780 BDNF 2
19003 rs41286296(G;G) common in clinvar 17 41245285 BRCA1
19004 rs41286844(G;G) common in clinvar 1 57406638 C8B 1
19005 rs41291556(T;T) normal 10 96535173 CYP2C19 2 3
19006 rs41292782(G;G) common in clinvar 13 52520508 ATP7B 3
19007 rs41293455(C;C) normal 17 41234451 BRCA1 2 2
19008 rs41293465(C;C) common in clinvar 17 41197784 BRCA1
19009 rs41293477(T;T) common in clinvar 13 32911650 BRCA2
19010 rs41293497(C;C) common in clinvar 13 32914174 BRCA2
19011 rs41293513(A;A) common in clinvar 13 32937507 BRCA2
19012 rs41294988(A;A) common in clinvar 2 48010410 MSH6 2
19013 rs41295338(C;C) common in clinvar 14 24731434 TGM1 1
19014 rs41298133(C;C) common in clinvar 11 76868015 MYO7A 3
19015 rs41298135(G;G) common in clinvar 11 76869378 MYO7A 1
19016 rs41298442(A;A) common in clinvar 14 55310817 GCH1 2
19017 rs41302905(C;C) common in complete genomics 9 136131316 ABO

19018 rs41307846(G;G) common in complete genomics 1 1959699 GABRD 1
19019 rs41309764(C;C) normal 9 139402690 NOTCH1 2 5
19020 rs41318021(C;C) common in complete genomics 13 30088607 SLC7A1 2
19021 rs41321345(A;A) common in complete genomics 16 223598 HBA2 4
19022 rs41323248(T;T) common in complete genomics 16 223228 HBA2 2
19023 rs41330850(G;G) common in complete genomics 11 5269648 HBG1 2
19024 rs41338947(C;C) common in complete genomics 16 223322 HBA2 2



19025 rs41341344(T;T) common in complete genomics 16 223000 HBA2 5
19026 rs41341748(G;G) common in clinvar 8 16012594 MSR1 1
19027 rs41348347(G;G) common in complete genomics 20 23028686 THBD 1
19028 rs41361546(A;A) common in complete genomics 16 223588 HBA2 2
19029 rs41364652(C;C) common in complete genomics 16 223579 HBA2 4
19030 rs41380347(T;T) common in complete genomics 2 136608651 MCM6 4
19031 rs41393644(A;A) common in complete genomics 16 223590 HBA2 2
19032 rs41417548(G;G) common in complete genomics 16 223484 HBA2 6
19033 rs41419545(C;C) common in complete genomics 17 17118598 FLCN 1
19034 rs41430445(T;T) common in complete genomics 16 223129 HBA2 2
19035 rs41457351(C;C) common in complete genomics 16 223505 HBA2 2
19036 rs41457746(A;A) common in complete genomics 16 223122 HBA2 2
19037 rs41469945(T;T) common in complete genomics 16 223580 HBA2 6
19038 rs41475844(G;G) common in complete genomics 11 5270783 HBG1 2
19039 rs41479844(T;T) common in complete genomics 16 223499 HBA2 4
19040 rs41484451(T;T) common in complete genomics 16 223272 HBA2 2
19041 rs4149015(G;G) common in complete genomics 12 21283322 SLCO1B1 2
19042 rs41510746(G;G) common in complete genomics 16 223224 HBA2 2
19043 rs41511344(G;G) common in complete genomics 4 149073701 NR3C2 1
19044 rs41549716(A;A) common in clinvar 15 89865073 POLG 1
19045 rs41555316(C;C) common in clinvar 6 29912122 HLAA
19046 rs41556217(C;C) common in clinvar 6 29912021 HLAA

19047 rs41556519(C;C) common in clinvar 19 45855610 ERCC2
19048 rs41557318(C;C) common in complete genomics 21 37443349 CBR1 2
19049 rs41558913(C;C) common in clinvar 6 29911265 HLAA
19050 rs41559613(G;G) common in clinvar 6 31324471 HLAB
19051 rs4238001(C;C) common on affy axiom data 12 125348263 SCARB1 2
19052 rs4251805(G;G) common in complete genomics 19 44174441 PLAUR 3



19053 rs4261597(C;C) common in complete genomics 17 38978536 KRT10
19054 rs429358(T;T) common 19 45411941 APOE 94 1.2
19055 rs4444903(A;A) average 4 110834110 EGF 14 2.1
19056 rs45444999(G;G) common in clinvar 17 41215899 BRCA1
19057 rs45471299(C;C) common in clinvar 11 2185569 TH 1
19058 rs45471994(G;G) common in clinvar 3 38655243 SCN5A 1
19059 rs45483392(C;C) common in clinvar 16 2137898 TSC2 4
19060 rs45511401(G;G) common on affy axiom data 16 16173232 ABCC1 4
19061 rs45515894(G;G) common in clinvar 16 2112562 TSC2 1
19062 rs45516293(A;A) common in clinvar 16 2134966 TSC2 4
19063 rs45517148(G;G) common in complete genomics 16 2110791 TSC2 3
19064 rs45517179(C;C) common in clinvar 16 2114342 TSC2 5
19065 rs45517214(T;T) common in clinvar 16 2122294 TSC2 2
19066 rs45517259(G;G) common in clinvar 16 2126143 TSC2 5
19067 rs45517349(G;G) common in complete genomics 16 2134967 TSC2 2
19068 rs45546039(G;G) common in clinvar 3 38655272 SCN5A 4
19069 rs45553935(T;T) Normal 17 41209139 BRCA1
19070 rs45558339(G;G) common in complete genomics 7 150554995 ABP1 1
19071 rs45562031(C;C) common in clinvar 17 42338993 SLC4A1 1
19072 rs45575636(G;G) common in complete genomics 7 87060844 ABCB4 1
19073 rs45580035(C;C) common in clinvar 13 32954180 BRCA2
19074 rs45584739(T;T) common in complete genomics 15 85486730 SLC28A1 1
19075 rs45590836(G;G) common in complete genomics 1 11851273 MTHFR 2
19076 rs45620037(C;C) common in clinvar 3 38655278 SCN5A 1
19077 rs4614723(T;T) common in complete genomics 16 51171175 SALL1 1
19078 rs4804803(A;A) some resistance to tuberculosis 19 7812733 CD209 7 1.5
19079 rs4858847(C;C) common in complete genomics 3 47699427 SMARCC1 1
19080 rs4986883(A;A) common in complete genomics 15 75012217 CYP1A1 1
19081 rs4986893(G;G) normal 10 96540410 CYP2C19 19 2.1



19082 rs4986908(G;G) normal 7 99367392 CYP3A4 1
19083 rs4986910(T;T) normal 7 99358524 CYP3A4 5
19084 rs4988234(G;G) common in complete genomics 2 136608673 MCM6 1
19085 rs5030773(A;A) common in clinvar 19 49519530 LHB 1
19086 rs5030776(T;T) common in clinvar 11 30255162 FSHB 1
19087 rs5030809(T;T) common in clinvar 3 10183823 VHL 1
19088 rs5030812(A;A) common in complete genomics 3 10188200 VHL 1
19089 rs5030841(T;T) common in clinvar 12 103306594 PAH 1
19090 rs5030852(G;G) common in clinvar 12 103246592 PAH
19091 rs5030853(G;G) common in clinvar 12 103245479 PAH
19092 rs5030855(G;G) common in clinvar 12 103237568 PAH
19093 rs5030857(C;C) common in clinvar 12 103234285 PAH
19094 rs5030858(C;C) common in clinvar 12 103234271 PAH 1
19095 rs5030861(G;G) common in clinvar 12 103234177 PAH
19096 rs5030866(G;G) common in complete genomics 22 42524817 CYP2D6
19097 rs5030867(A;A) normal 22 42523858 CYP2D6 1 4
19098 rs5030952(C;C) 2 241542703 CAPN10 12
19099 rs5031016(T;T) common in complete genomics 19 41349774 CYP2A6 2
19100 rs5186(A;A) normal risk 3 148459988 AGTR1 57 4
19101 rs52795588(G;G) common in complete genomics 4 26483454 CCKAR 1
19102 rs52804924(G;G) common in clinvar 18 58038687 MC4R 6
19103 rs5471(A;A) common in complete genomics 16 72088461 HP 1
19104 rs55640102(A;A) normal 10 96612671 CYP2C19
19105 rs55716624(C;C) common in clinvar 13 32930633 BRCA2
19106 rs55752064(T;T) normal 10 96522512 CYP2C19 1
19107 rs55770810(C;C) normal 17 41215948 BRCA1 3.5
19108 rs55774500(C;C) common in clinvar 6 162683724 PARK2 1
19109 rs55785340(A;A) normal 7 99365983 CYP3A4



19110 rs55795227(G;G) common in complete genomics 6 10586905 GCNT2 1
19111 rs55817950(G;G) normal 7 99273821 CYP3A5 3
19112 rs55843567(C;C) common in clinvar 11 17548878 USH1C 2
19113 rs55870409(T;T) common in complete genomics 16 223591 HBA2 3
19114 rs55889066(G;G) normal 15 75045575 CYP1A2 1
19115 rs55897648(G;G) normal 10 135351264 CYP2E1 1
19116 rs55948437(A;A) common in complete genomics 16 227381 HBA1 1
19117 rs55951658(T;T) normal 7 99367825 CYP3A4
19118 rs55960271(C;C) common in clinvar 7 143048771 CLCN1 3
19119 rs55964869(C;C) common in complete genomics 9 136131620 ABO 1
19120 rs56025238(G;G) common in complete genomics 1 43296522 ERMAP 1
19121 rs56047316(G;G) common in complete genomics 1 43296492 ERMAP 1
19122 rs56079734(C;C) common in complete genomics 15 40457337 BUB1B 1
19123 rs56106312(G;G) common in complete genomics 6 10586727 GCNT2 1
19124 rs56109847(G;G) common in complete genomics 3 183824557 HTR3E 3
19125 rs56141211(G;G) common in clinvar 6 10626680 GCNT2 1
19126 rs56142442(C;C) common in complete genomics 9 87636265 NTRK2 1
19127 rs56208331(G;G) common in clinvar 8 11615928 GATA4 1
19128 rs56214919(T;T) common in clinvar 9 71687562 FXN 3
19129 rs56244447(A;A) normal 7 99270276 CYP3A5 3
19130 rs56257827(G;G) common in clinvar 16 47549473 PHKB
19131 rs56276455(G;G) normal 15 75044195 CYP1A2
19132 rs56307355(A;A) common in clinvar 6 43581755 POLH 1
19133 rs56308100(C;C) common in complete genomics 16 227383 HBA1 1
19134 rs56348461(A;A) common in complete genomics 16 223589 HBA2 2
19135 rs56361140(C;C) common in clinvar 17 42337809 SLC4A1 1
19136 rs56378716(T;T) common in clinvar 17 56356502 MPO 1
19137 rs56398830(G;G) common in complete genomics 13 103701690 SLC10A2 2
19138 rs56411402(T;T) normal 7 99262860 CYP3A5 1 3



19139 rs56699480(C;C) common in clinvar 1 156106808 LMNA 1
19140 rs56816490(G;G) common in clinvar 1 156105704 LMNA
19141 rs56829062(G;G) common in clinvar 12 53040567 KRT2 1
19142 rs56984562(C;C) common in clinvar 1 156107457 LMNA
19143 rs57019720(G;G) common in clinvar 17 39727734 KRT9 1
19144 rs57052654(T;T) normal 12 52882130 KRT6A 1 3
19145 rs57120761(C;C) common in clinvar 17 42992629 GFAP 1
19146 rs57318642(C;C) common in clinvar 1 156106994 LMNA 1
19147 rs57358989(G;G) common in clinvar 17 39742730 KRT14 1
19148 rs574174(C;C) 20 3650694 ADAM33 4
19149 rs57419521(G;G) common in clinvar 12 52680896 KRT81 1
19150 rs5744168(C;C) common in complete genomics 1 223285200 TLR5 15
19151 rs57499803(C;C) common in clinvar 16 16248793 ABCC6
19152 rs57499817(C;C) common in clinvar 12 52914007 KRT5 6
19153 rs57508089(C;C) common in clinvar 1 156105901 LMNA
19154 rs57510142(A;A) common in clinvar 12 53045385 KRT2 1
19155 rs5758598(G;G) common in complete genomics 22 42524759 CYP2D6
19156 rs57599352(T;T) common in clinvar 12 52910472 KRT5 1
19157 rs57639980(T;T) common in clinvar 2 220286072 DES 1
19158 rs57695159(T;T) common in clinvar 12 53073651 KRT1 1
19159 rs57749775(T;T) common in clinvar 12 53298606 KRT8 1
19160 rs57758262(G;G) common in clinvar 17 39727757 KRT9 1
19161 rs57784225(A;A) common in clinvar 17 38978378 KRT10 1

19162 rs57837128(T;T) common in clinvar 12 53070098 KRT1 1
19163 rs57872071(G;G) common in clinvar 12 53185000 KRT3 1
19164 rs57920071(C;C) common in clinvar 1 156106775 LMNA 1
19165 rs57955682(T;T) common in clinvar 2 220286192 DES 1
19166 rs58058996(T;T) common in clinvar 12 52913599 KRT5 1



19167 rs58064122(C;C) common in clinvar 17 42990702 GFAP 1
19168 rs58072617(T;T) common in clinvar 12 52911486 KRT5 1
19169 rs58075662(G;G) common in clinvar 17 38978371 KRT10 1
19170 rs58173258(G;G) common in complete genomics 16 1256126 CACNA1H 1
19171 rs58238559(T;T) common in clinvar 7 87082273 ABCB4 1
19172 rs58293603(T;T) normal 17 39768570 KRT16 1 3
19173 rs58330629(G;G) common in clinvar 17 39742713 KRT14 1
19174 rs58331765(C;C) common in clinvar 1 94512602 ABCA4 1
19175 rs58380626(T;T) common in clinvar 17 39739518 KRT14 1
19176 rs58410481(A;A) common in clinvar 17 39023036 KRT12 1
19177 rs58414354(T;T) common in clinvar 17 38978360 KRT10 1
19178 rs58420087(A;A) common in clinvar 12 53070089 KRT1 1
19179 rs58597584(A;A) common in clinvar 17 39727776 KRT9 1
19180 rs58597806(G;G) normal 2 234581346 UGT1A9 2 2
19181 rs58668703(G;G) common in clinvar 16 16244584 ABCC6 1
19182 rs58672172(C;C) common in clinvar 1 156106042 LMNA 1
19183 rs58694313(G;G) common in clinvar 16 16251531 ABCC6 1
19184 rs58695352(C;C) common in clinvar 16 16248612 ABCC6 1
19185 rs58730926(C;C) common in clinvar 17 39780482 KRT17 1
19186 rs58912633(C;C) common in clinvar 1 156100479 LMNA 1
19187 rs58917027(A;A) common in clinvar 1 156100499 LMNA
19188 rs58918655(T;T) common in clinvar 17 39023020 KRT12 1
19189 rs58922911(T;T) common in clinvar 1 156084885 LMNA 1
19190 rs58932704(C;C) common in clinvar 1 156106204 LMNA 1

19191 rs58982919(A;A) common in clinvar 8 24813737 NEFL
19192 rs59101996(C;C) common in clinvar 8 24813584 NEFL
19193 rs59115483(G;G) common in clinvar 12 52913573 KRT5 1
19194 rs59151893(A;A) common in clinvar 17 39780487 KRT17 1



19195 rs59169454(I;I) 12 53069302 KRT1
19196 rs59172778(A;A) common in clinvar 11 128709126 KCNJ1 1
19197 rs59186128(C;C) common in complete genomics 7 83789426 SEMA3A 1
19198 rs59285727(G;G) common in clinvar 17 42992619 GFAP 1
19199 rs59349773(A;A) normal 17 39768576 KRT16 1 3
19200 rs5935(C;C) common in clinvar 2 128186027 PROC
19201 rs59371185(G;G) common in complete genomics 3 119526149 NR1I2 1
19202 rs59421388(C;C) common in complete genomics 22 42523610 CYP2D6 2
19203 rs59443585(A;A) common in clinvar 8 24813035 NEFL 1
19204 rs59510579(T;T) common in clinvar 17 39727775 KRT9 1
19205 rs59565950(G;G) common in clinvar 17 42990701 GFAP 1
19206 rs59616921(C;C) common in clinvar 17 39727758 KRT9 1
19207 rs59629244(T;T) common in clinvar 17 39739610 KRT14 1
19208 rs59793293(C;C) common in clinvar 17 42992620 GFAP 1
19209 rs59885338(C;C) common in clinvar 1 156105059 LMNA 1
19210 rs59886214(G;G) common in clinvar 1 156108401 LMNA 1
19211 rs6002635(G;G) common in complete genomics 22 42524614 CYP2D6
19212 rs60035576(C;C) common in clinvar 17 38975842 KRT10
19213 rs60118264(T;T) common in clinvar 17 38978356 KRT10 1
19214 rs60284988(T;T) common in clinvar 7 107301201 SLC26A4 2
19215 rs60369023(G;G) common in complete genomics 1 20931474 CDA 5
19216 rs60440396(T;T) common in clinvar 17 39661447 KRT13 1
19217 rs60554162(G;G) normal 12 52882122 KRT6A 1 3
19218 rs60580541(C;C) common in clinvar 1 156107001 LMNA 1
19219 rs60627726(G;G) common in clinvar 12 52841572 KRT6B 1

19220 rs60652225(T;T) common in clinvar 1 156100470 LMNA 1
19221 rs60682848(C;C) common in clinvar 1 156104629 LMNA
19222 rs60715293(T;T) common in clinvar 12 52913540 KRT5 1



19223 rs60734921(C;C) common in complete genomics 16 1252303 CACNA1H 1
19224 rs60791294(G;G) common in clinvar 16 16256943 ABCC6 3
19225 rs60831116(C;C) common in clinvar 17 39743033 KRT14 1
19226 rs60864230(G;G) common in clinvar 1 156100449 LMNA 1
19227 rs608781(A;A) common in complete genomics 18 48407326 ME2 2
19228 rs60890628(C;C) common in clinvar 1 156108298 LMNA 1
19229 rs60934003(T;T) common in clinvar 1 156107004 LMNA 1
19230 rs60944949(T;T) common in clinvar 17 39768546 KRT16 1
19231 rs60975032(C;C) common in clinvar 16 16259579 ABCC6 1
19232 rs60986317(G;G) common in clinvar 13 52508989 ATP7B 5
19233 rs61064130(G;G) common in clinvar 1 156108402 LMNA 1
19234 rs61157095(T;T) common in clinvar 17 39727742 KRT9 1
19235 rs61195471(G;G) common in clinvar 1 156104287 LMNA
19236 rs61214927(G;G) common in clinvar 1 156104644 LMNA 1
19237 rs61282106(G;G) common in clinvar 1 156106725 LMNA 1
19238 rs61295588(T;T) common in clinvar 1 156104600 LMNA
19239 rs61348633(A;A) common in clinvar 12 52910436 KRT5 1
19240 rs61371557(T;T) common in clinvar 17 39740124 KRT14 1
19241 rs61434181(A;A) common in clinvar 17 38975827 KRT10 1
19242 rs61495246(T;T) common in clinvar 11 14907393 CYP2R1 1
19243 rs61622935(C;C) common in clinvar 17 42992593 GFAP 1
19244 rs61630004(G;G) common in clinvar 12 52760957 KRT85 1
19245 rs61672878(G;G) common in clinvar 1 156105885 LMNA 1
19246 rs61688134(C;C) common in clinvar 12 22017410 ABCC9
19247 rs61733458(G;G) common in clinvar 3 148916215 CP
19248 rs61734651(C;C) common in complete genomics 20 61451332 COL9A3 1

19249 rs61735045(G;G) common in clinvar 9 137642654 COL5A1 2
19250 rs61735303(G;G) common in clinvar 11 86663296 FZD4 2



19251 rs61736512(C;C) common on affy axiom data 22 42525134 CYP2D6 1
19252 rs61742739(A;A) common in clinvar 16 31501798 SLC5A2 1
19253 rs61747071(C;C) common in clinvar 16 53720436 RPGRIP1L 2
19254 rs61748436(G;G) common in clinvar 19 48339521 CRX 1
19255 rs61748477(C;C) common in clinvar 12 6153527 VWF 1
19256 rs61748478(A;A) common in clinvar 12 6153515 VWF
19257 rs61748497(T;T) common in clinvar 12 6134790 VWF
19258 rs61748548(T;T) common in clinvar 1 94546115 ABCA4 1
19259 rs61749372(T;T) common in clinvar 12 6128770 VWF 1
19260 rs61749380(C;C) common in clinvar 12 6128730 VWF 1
19261 rs61749384(C;C) common in clinvar 12 6128668 VWF 1
19262 rs61749387(C;C) common in clinvar 12 6128662 VWF 1
19263 rs61749397(G;G) common in clinvar 12 6128638 VWF 1
19264 rs61749398(G;G) common in clinvar 12 6128614 VWF 1
19265 rs61749403(G;G) common in clinvar 12 6128562 VWF 1
19266 rs61749438(G;G) common in clinvar 1 94520689 ABCA4 1
19267 rs61749755(T;T) common in clinvar 17 7912849 GUCY2D 1
19268 rs61750061(G;G) common in clinvar 1 94508976 ABCA4 1
19269 rs61750101(T;T) common in clinvar 12 6128043 VWF 1
19270 rs61750117(C;C) common in clinvar 12 6127795 VWF 1
19271 rs61750120(C;C) common in clinvar 1 94508323 ABCA4
19272 rs61750126(T;T) common in clinvar 1 94505604 ABCA4 1
19273 rs61750130(C;C) common in clinvar 1 94496666 ABCA4 1
19274 rs61750173(G;G) common in clinvar 17 7918019 GUCY2D 1
19275 rs61750174(C;C) common in clinvar 17 7918022 GUCY2D 1
19276 rs61750200(C;C) common in clinvar 1 94564484 ABCA4 1
19277 rs61750420(G;G) common in clinvar 7 92130876 PEX1 1

19278 rs61750434(C;C) common in clinvar 1 2340118 PEX10 2



19279 rs61750581(T;T) common in clinvar 12 6127747 VWF 1
19280 rs61750584(T;T) common in clinvar 12 6127701 VWF 1
19281 rs61750612(C;C) common in clinvar 12 6122710 VWF 1
19282 rs61750630(G;G) common in clinvar 12 6091154 VWF 1
19283 rs61751296(C;C) common in clinvar 12 6078503 VWF 1
19284 rs61751374(C;C) common in clinvar 1 94508969 ABCA4 1
19285 rs61751383(C;C) common in clinvar 1 94471056 ABCA4 1
19286 rs61751392(T;T) common in clinvar 1 94528806 ABCA4
19287 rs61751399(G;G) common in clinvar 1 94506923 ABCA4
19288 rs61751408(C;C) common in clinvar 1 94471065 ABCA4 1
19289 rs61751507(C;C) common in clinvar 10 101829514 CPN1 1
19290 rs61752092(C;C) common in clinvar 1 2338205 PEX10 1
19291 rs61752096(G;G) common in clinvar 1 2337954 PEX10 1
19292 rs61752103(C;C) common in clinvar 17 33904199 PEX12 1
19293 rs61752112(C;C) common in clinvar 17 33902932 PEX12 2
19294 rs61752115(T;T) common in clinvar 2 61275670 PEX13 1
19295 rs61752116(C;C) common in clinvar 1 10684462 PEX14 1
19296 rs61752117(C;C) common in clinvar 11 45936170 PEX16 1
19297 rs61752119(G;G) common in clinvar 8 77896252 PEX2 2
19298 rs61752137(C;C) common in clinvar 12 7361150 PEX5 1
19299 rs61752138(T;T) common in clinvar 12 7362296 PEX5 1
19300 rs61752435(A;A) common in clinvar 1 94490606 ABCA4
19301 rs61752871(C;C) common in clinvar 1 68910541 RPE65
19302 rs61752878(G;G) common in clinvar 1 68910315 RPE65
19303 rs61752895(C;C) common in clinvar 1 68905269 RPE65
19304 rs61752909(T;T) common in clinvar 1 68903976 RPE65
19305 rs61753033(T;T) common in clinvar 1 94474323 ABCA4 1
19306 rs61753034(T;T) common in clinvar 1 94473283 ABCA4 1
19307 rs61753178(C;C) common in clinvar 11 88911182 TYR 1



19308 rs61753180(G;G) common in clinvar 11 88911261 TYR 1
19309 rs61753185(G;G) common in clinvar 11 88911351 TYR 1
19310 rs61753190(I;I) 11 88911407 TYR 1
19311 rs61753344(G;G) common in clinvar 1 171083232 FMO3 3 3
19312 rs61754002(C;C) common in clinvar 12 6181535 VWF
19313 rs61754010(A;A) common in clinvar 12 6167161 VWF
19314 rs61754278(G;G) common in clinvar 10 104592367 CYP17A1 1
19315 rs61754360(G;G) common in clinvar 11 88911654 TYR 1
19316 rs61754361(I;I) 11 88911689 TYR 1
19317 rs61754367(G;G) common in clinvar 11 88911828 TYR 1
19318 rs61754375(G;G) common in clinvar 11 88924446 TYR 1
19319 rs61754387(A;A) common in clinvar 11 88961066 TYR 1
19320 rs61754388(C;C) common in clinvar 11 88961072 TYR 1
19321 rs61754399(I;I) 11 89028411 TYR
19322 rs61754487(C;C) common in complete genomics 14 94754643 SERPINA10 1
19323 rs61754634(C;C) common in clinvar 19 34869876 GPI 1
19324 rs61754966(T;T) common in clinvar 8 90990521 NBN 1
19325 rs61755771(C;C) common in clinvar 6 42689937 PRPH2 1
19326 rs61755789(G;G) common in clinvar 6 42689573 PRPH2 1
19327 rs61755792(C;C) common in clinvar 6 42689559 PRPH2 1
19328 rs61755793(G;G) common in clinvar 6 42689558 PRPH2 1
19329 rs61755806(C;C) common in clinvar 6 42672284 PRPH2 1
19330 rs61755816(C;C) common in clinvar 6 42672199 PRPH2 1
19331 rs61757582(G;G) common in clinvar 11 71146639 DHCR7 3
19332 rs61757781(A;A) Normal 1 227075813 PSEN2 1.5
19333 rs61759860(C;C) common in clinvar 12 6483709 SCNN1A 1
19334 rs61759861(G;G) common in clinvar 12 6483610 SCNN1A 1
19335 rs61884288(G;G) common in clinvar 11 18303533 HPS5



19336 rs62063857(A;A) common on affy axiom data 17 44076665 MAPT 1
19337 rs62205366(T;T) common in complete genomics 20 57478193 GNAS 1
19338 rs62507321(G;G) common in clinvar 12 103271235 PAH
19339 rs62507322(G;G) common in clinvar 12 103234294 PAH
19340 rs62507347(A;A) common in clinvar 12 103288638 PAH 1
19341 rs62508578(A;A) common in clinvar 12 103238205 PAH
19342 rs62508646(T;T) common in clinvar 12 103238134 PAH 1
19343 rs62514893(G;G) common in clinvar 12 103310906 PAH 1
19344 rs62514927(A;A) common in clinvar 12 103249009 PAH 1
19345 rs62514934(A;A) common in clinvar 12 103248958 PAH 1
19346 rs62514953(C;C) common in clinvar 12 103246617 PAH 1
19347 rs62514956(G;G) common in clinvar 12 103245464 PAH
19348 rs62514959(G;G) common in clinvar 12 103238202 PAH 1
19349 rs62516060(C;C) common in clinvar 12 103238182 PAH 1
19350 rs62516109(T;T) common in clinvar 12 103248982 PAH
19351 rs62517167(T;T) common in clinvar 12 103288572 PAH 1
19352 rs62541771(G;G) common in clinvar 9 36218221 GNE 1
19353 rs62542743(C;C) common in clinvar 9 33385241 AQP7 1
19354 rs6257(T;T) 17 7533717 SHBG 3
19355 rs62625011(G;G) common in clinvar 2 234675738 UGT1A10
19356 rs62625307(C;C) common in clinvar 17 41243950 BRCA1
19357 rs62635654(C;C) common in clinvar 1 197396745 CRB1 1
19358 rs62635655(G;G) common in clinvar 1 197403976 CRB1 1
19359 rs62635656(T;T) common in clinvar 1 197404115 CRB1 1
19360 rs62636275(G;G) common in clinvar 1 197404300 CRB1 1
19361 rs62636291(T;T) common in clinvar 1 197404534 CRB1 1
19362 rs62636300(A;A) common in clinvar 1 68897011 RPE65
19363 rs62636495(C;C) common in clinvar 2 220283222 DES
19364 rs62637004(T;T) common in clinvar 1 68896843 RPE65



19365 rs62637012(T;T) common in clinvar 17 6330004 AIPL1 1
19366 rs62637014(G;G) common in clinvar 17 6329101 AIPL1 2
19367 rs62637015(G;G) common in clinvar 17 6329030 AIPL1
19368 rs62637016(I;I) 17 6328924 AIPL1
19369 rs62638185(C;C) common in clinvar 12 56115186 RDH5 1
19370 rs62638191(G;G) common in clinvar 12 56117812 RDH5 1
19371 rs62638208(G;G) common in clinvar 5 178413690 GRM6 1
19372 rs62638214(C;C) common in clinvar 5 178413394 GRM6 1
19373 rs62638624(C;C) common in clinvar 5 178413133 GRM6 1
19374 rs62638625(G;G) common in clinvar 5 178410006 GRM6 1
19375 rs62641228(C;C) common in clinvar 22 18562701 PEX26 1
19376 rs62642930(T;T) common in clinvar 12 103246671 PAH 1
19377 rs62642934(A;A) common in clinvar 12 103240726 PAH 1
19378 rs62642935(C;C) common in clinvar 12 103240716 PAH
19379 rs62642936(T;T) common in clinvar 12 103240710 PAH 1
19380 rs62642937(C;C) common in clinvar 12 103237484 PAH 1
19381 rs62642939(G;G) common in clinvar 12 103245487 PAH
19382 rs63749794(C;C) common in clinvar 16 16257016 ABCC6 1
19383 rs63749795(C;C) common in clinvar 3 37070324 MLH1
19384 rs63749797(G;G) common in complete genomics 11 5269624 HBG1 2
19385 rs63749802(G;G) common in clinvar 2 47703691 MSH2
19386 rs63749807(G;G) common in clinvar 16 16256959 ABCC6
19387 rs63749810(G;G) common in clinvar 21 27264165 APP
19388 rs63749811(I;I) 2 47703613 MSH2 3
19389 rs63749818(C;C) common in clinvar 3 37048493 MLH1
19390 rs63749820(C;C) common in clinvar 3 37048537 MLH1
19391 rs63749823(G;G) common in clinvar 16 16248810 ABCC6 1
19392 rs63749824(C;C) common in clinvar 14 73637653 PSEN1 3



19393 rs63749827(C;C) common in clinvar 3 37035114 MLH1
19394 rs63749830(G;G) common in clinvar 2 47707951 MSH2
19395 rs63749849(C;C) common in clinvar 2 47656951 MSH2
19396 rs63749851(A;A) common in clinvar 1 227073246 PSEN2 1
19397 rs63749854(G;G) common in clinvar 2 47705475 MSH2
19398 rs63749869(G;G) common in clinvar 19 39071080 RYR1 8 4
19399 rs63749877(I;I) 17 42428509 GRN
19400 rs63749884(G;G) common in clinvar 1 227076680 PSEN2 3
19401 rs63749885(C;C) common in clinvar 14 73653567 PSEN1 1
19402 rs63749932(C;C) common in clinvar 2 47703538 MSH2 1
19403 rs63749934(T;T) common in complete genomics 16 223195 HBA2 2
19404 rs63749964(T;T) common in clinvar 21 27264095 APP 1
19405 rs63749980(C;C) common in clinvar 2 48025864 MSH6
19406 rs63749985(A;A) common in complete genomics 6 88279230 RARS2 2
19407 rs63749992(T;T) common in clinvar 16 16253359 ABCC6 1
19408 rs63749993(T;T) common in clinvar 2 47703563 MSH2
19409 rs63749997(G;G) common in clinvar 16 223236 HBA2 2
19410 rs63749998(T;T) common in clinvar 16 16256976 ABCC6
19411 rs63749999(C;C) common in clinvar 2 48028225 MSH6
19412 rs63750037(C;C) common in clinvar 2 47637413 MSH2
19413 rs63750047(C;C) common in clinvar 2 47702205 MSH2 1
19414 rs63750048(C;C) common in clinvar 1 227071518 PSEN2 1
19415 rs63750059(T;T) common in clinvar 3 37083767 MLH1
19416 rs63750066(G;G) common in clinvar 21 27264108 APP 1
19417 rs63750073(C;C) common in complete genomics 16 223480 HBA2 2
19418 rs63750077(C;C) common in clinvar 17 42427619 GRN 1
19419 rs63750110(A;A) common in clinvar 1 227083249 PSEN2 1
19420 rs63750125(C;C) common in clinvar 16 16253398 ABCC6 1
19421 rs63750129(A;A) common in clinvar 17 44073978 MAPT 1



19422 rs63750139(C;C) common in clinvar 2 48033627 MSH6
19423 rs63750146(G;G) common in clinvar 16 16256941 ABCC6 1
19424 rs63750197(C;C) common in clinvar 1 227073271 PSEN2 1
19425 rs63750217(G;G) common in clinvar 3 37090446 MLH1 1
19426 rs63750218(T;T) common in clinvar 14 73683879 PSEN1 1
19427 rs63750223(I;I) 11 5248026 HBB 2
19428 rs63750235(G;G) common in clinvar 16 16248772 ABCC6 1
19429 rs63750258(G;G) common in clinvar 2 48028105 MSH6
19430 rs63750267(C;C) common in clinvar 2 47656933 MSH2
19431 rs63750276(G;G) common in clinvar 2 47641474 MSH2
19432 rs63750290(C;C) 16 227328 HBA1 1
19433 rs63750291(C;C) common in clinvar 2 47707957 MSH2
19434 rs63750295(T;T) common in clinvar 16 16244567 ABCC6 1
19435 rs63750302(C;C) common in clinvar 2 47656987 MSH2
19436 rs63750312(T;T) common in clinvar 2 47702261 MSH2
19437 rs63750315(T;T) common in complete genomics 1 6529504 PLEKHG5 2
19438 rs63750316(C;C) common in clinvar 3 37067365 MLH1
19439 rs63750318(G;G) common in clinvar 2 47635629 MSH2
19440 rs63750331(G;G) common in clinvar 17 42426535 GRN 1
19441 rs63750355(C;C) common in clinvar 3 87302622 CHMP2B 1
19442 rs63750376(G;G) common in clinvar 17 44074023 MAPT 1
19443 rs63750399(A;A) common in clinvar 21 27264099 APP 1
19444 rs63750402(C;C) common in clinvar 16 16253371 ABCC6 1
19445 rs63750424(C;C) common in clinvar 17 44101427 MAPT 1
19446 rs63750425(C;C) common in clinvar 17 44096041 MAPT 1
19447 rs63750428(C;C) common in clinvar 16 16248624 ABCC6 1
19448 rs63750446(G;G) common in clinvar 16 16248876 ABCC6 1
19449 rs63750451(C;C) common in clinvar 7 6026514 PMS2 1



19450 rs63750459(C;C) common in clinvar 16 16256967 ABCC6 2

19451 rs63750466(G;G) common in clinvar 2 47630334 MSH2
19452 rs63750475(I;I) 11 5248248 HBB 2
19453 rs63750483(C;C) common in clinvar 3 37067281 MLH1
19454 rs63750488(C;C) common in clinvar 2 47639622 MSH2
19455 rs63750508(C;C) common in clinvar 2 47702265 MSH2
19456 rs63750526(C;C) common in clinvar 14 73659540 PSEN1 1
19457 rs63750552(G;G) common in clinvar 2 48025936 MSH6
19458 rs63750558(C;C) common in clinvar 2 47656924 MSH2
19459 rs63750563(C;C) common in clinvar 2 48028135 MSH6
19460 rs63750564(C;C) common in clinvar 2 48026957 MSH6
19461 rs63750567(T;T) common in clinvar 5 38925333 OSMR 2
19462 rs63750570(G;G) common in clinvar 17 44095995 MAPT 1
19463 rs63750577(C;C) common in clinvar 14 73653589 PSEN1 3
19464 rs63750585(T;T) common in clinvar 16 222919 HBA2 2
19465 rs63750590(A;A) common in clinvar 14 73653568 PSEN1 1
19466 rs63750599(T;T) common in clinvar 14 73637671 PSEN1 1
19467 rs63750604(G;G) common in clinvar 3 37089068 MLH1
19468 rs63750607(G;G) common in clinvar 16 16255320 ABCC6 1
19469 rs63750610(C;C) common in clinvar 3 37090054 MLH1
19470 rs63750611(C;C) common in clinvar 2 47656993 MSH2
19471 rs63750618(C;C) common in clinvar 2 47705534 MSH2
19472 rs63750624(G;G) common in clinvar 2 47637350 MSH2
19473 rs63750625(G;G) common in clinvar 16 16251525 ABCC6 1
19474 rs63750630(T;T) common in clinvar 2 47643481 MSH2
19475 rs63750635(C;C) common in clinvar 17 44091652 MAPT 1
19476 rs63750636(C;C) common in clinvar 2 47703631 MSH2
19477 rs63750639(G;G) common in clinvar 3 37090403 MLH1



19478 rs63750640(T;T) common in clinvar 2 47641544 MSH2
19479 rs63750641(A;A) common in clinvar 3 37042488 MLH1

19480 rs63750643(A;A) common in clinvar 21 27264105 APP 1
19481 rs63750652(G;G) common in clinvar 3 87302861 CHMP2B 1
19482 rs63750653(G;G) common in clinvar 3 87302571 CHMP2B 2
19483 rs63750663(G;G) common in clinvar 3 37090416 MLH1
19484 rs63750666(C;C) common in clinvar 1 227083222 PSEN2 1
19485 rs63750706(C;C) common in clinvar 3 37035100 MLH1
19486 rs63750708(T;T) common in complete genomics 16 223568 HBA2 2
19487 rs63750710(A;A) common in clinvar 3 37061902 MLH1 1
19488 rs63750726(C;C) common in clinvar 3 37090072 MLH1
19489 rs63750734(G;G) common in clinvar 21 27264102 APP 1
19490 rs63750741(T;T) common in clinvar 2 48026468 MSH6
19491 rs63750743(C;C) common in clinvar 3 14183165 TMEM43 1
19492 rs63750758(G;G) common in clinvar 16 16256975 ABCC6
19493 rs63750759(C;C) common in clinvar 16 16248831 ABCC6 2
19494 rs63750760(C;C) common in clinvar 3 37067242 MLH1
19495 rs63750763(C;C) common in clinvar 16 16244461 ABCC6 1
19496 rs63750783(G;G) common in clinvar 11 5248205 HBB 3
19497 rs63750796(G;G) common in clinvar 3 37061871 MLH1
19498 rs63750801(T;T) common in complete genomics 16 223585 HBA2 2
19499 rs63750809(T;T) common in clinvar 3 37090443 MLH1
19500 rs63750815(G;G) common in clinvar 14 73637682 PSEN1 1
19501 rs63750818(A;A) common in clinvar 3 87289899 CHMP2B 3
19502 rs63750847(G;G) normal 21 27269932 APP 1 4
19503 rs63750857(C;C) common in clinvar 2 47707912 MSH2
19504 rs63750871(C;C) common in clinvar 7 6042221 PMS2 1
19505 rs63750881(A;A) common in clinvar 2 47639643 MSH2



19506 rs63750899(C;C) common in clinvar 3 37090053 MLH1 1
19507 rs63750900(G;G) common in clinvar 14 73664775 PSEN1 1
19508 rs63750909(C;C) common in clinvar 2 48026566 MSH6

19509 rs63750912(T;T) common in clinvar 17 44087741 MAPT 1
19510 rs63750915(D;D) 11 5248030 HBB 2
19511 rs63750934(C;C) common in clinvar 2 47641507 MSH2
19512 rs63750952(A;A) common in clinvar 3 37038184 MLH1
19513 rs63750954(A;A) common in clinvar 11 5246716 HBB 2
19514 rs63750961(T;T) common in clinvar 2 47703589 MSH2
19515 rs63750972(C;C) common in clinvar 17 44087782 MAPT
19516 rs63750973(C;C) common in clinvar 21 27264104 APP 1
19517 rs63750992(G;G) common in clinvar 16 16248839 ABCC6 1
19518 rs63750996(C;C) common in clinvar 2 48025828 MSH6
19519 rs63751001(G;G) common in clinvar 16 16253412 ABCC6 1
19520 rs63751006(T;T) common in clinvar 17 42426534 GRN 1
19521 rs63751017(C;C) common in clinvar 2 48027853 MSH6
19522 rs63751037(A;A) common in clinvar 14 73640350 PSEN1 3
19523 rs63751048(C;C) common in clinvar 3 87302886 CHMP2B 1
19524 rs63751058(T;T) common in clinvar 2 48033464 MSH6
19525 rs63751061(T;T) common in clinvar 6 97344666 NDUFAF4 2
19526 rs63751068(G;G) common in clinvar 14 73653628 PSEN1 2
19527 rs63751099(C;C) common in clinvar 2 47630358 MSH2
19528 rs63751105(G;G) common in clinvar 2 47705492 MSH2
19529 rs63751110(T;T) common in clinvar 2 47637461 MSH2
19530 rs63751112(C;C) common in clinvar 16 16248735 ABCC6 1
19531 rs63751119(G;G) common in clinvar 2 47705451 MSH2
19532 rs63751127(C;C) common in clinvar 2 48027316 MSH6
19533 rs63751144(C;C) common in clinvar 14 73653600 PSEN1 1



19534 rs63751153(C;C) common in clinvar 3 37067314 MLH1
19535 rs63751163(T;T) common in clinvar 14 73659552 PSEN1 1
19536 rs63751165(G;G) common in clinvar 17 44087767 MAPT 1
19537 rs63751208(C;C) common in clinvar 11 5248402 HBB 6
19538 rs63751215(C;C) common in clinvar 16 16253413 ABCC6 1
19539 rs63751218(I;I) 11 5247901 HBB 2
19540 rs63751220(T;T) common in clinvar 8 97157293 GDF6 3
19541 rs63751226(C;C) common in clinvar 2 47637338 MSH2
19542 rs63751229(C;C) common in clinvar 14 73664768 PSEN1 1
19543 rs63751241(G;G) common in clinvar 16 16248495 ABCC6 1
19544 rs63751243(C;C) common in clinvar 17 42426558 GRN 1
19545 rs63751246(G;G) common in clinvar 2 47630412 MSH2
19546 rs63751262(G;G) common in clinvar 16 16244585 ABCC6 1
19547 rs63751271(C;C) common in clinvar 2 47657019 MSH2
19548 rs63751273(C;C) common in clinvar 17 44087755 MAPT 1
19549 rs63751279(G;G) common in clinvar 16 16244061 ABCC6 1
19550 rs63751294(C;C) common in clinvar 17 42429772 GRN 2
19551 rs63751318(T;T) common in clinvar 16 16248852 ABCC6 1
19552 rs63751320(A;A) common in clinvar 14 73659570 PSEN1 1
19553 rs63751321(C;C) common in clinvar 2 48027625 MSH6
19554 rs63751325(G;G) common in clinvar 16 16248879 ABCC6 2
19555 rs63751326(C;C) common in clinvar 2 47637443 MSH2
19556 rs63751391(G;G) common in clinvar 17 44087761 MAPT 1
19557 rs63751415(T;T) common in clinvar 3 37089153 MLH1
19558 rs63751417(T;T) common in complete genomics 16 223564 HBA2 3
19559 rs63751422(C;C) common in clinvar 7 6026469 PMS2
19560 rs63751429(C;C) common in clinvar 2 47635605 MSH2
19561 rs63751442(C;C) common in clinvar 2 48027313 MSH6
19562 rs63751449(I;I) 2 47637320 MSH2



19563 rs63751457(C;C) common in clinvar 16 222980 HBA2 1
19564 rs63751682(A;A) common in clinvar 3 37090099 MLH1
19565 rs6506640(A;A) common in complete genomics 18 9099200 1
19566 rs66492417(G;G) common in clinvar 16 16272766 ABCC6 1
19567 rs66523073(G;G) common in clinvar 17 48266138 COL1A1 1
19568 rs66721653(G;G) common in clinvar 17 48273026 COL1A1 1
19569 rs6679667(T;T) common in complete genomics 1 105656225 1
19570 rs66820119(G;G) common in clinvar 7 94030878 COL1A2
19571 rs673(G;G) common in complete genomics 6 31543095 TNF 6
19572 rs67368147(G;G) common in clinvar 17 48269166 COL1A1 1
19573 rs67561842(G;G) common in clinvar 16 16272776 ABCC6 1
19574 rs67586389(G;G) common in clinvar 2 74605194 DCTN1
19575 rs67682641(G;G) common in clinvar 17 48271736 COL1A1 1
19576 rs67784355(G;G) normal 7 99359829 CYP3A4
19577 rs67828806(G;G) common in clinvar 17 48275538 COL1A1 1
19578 rs7118833(C;C) common in complete genomics 11 128782002 KCNJ5 1
19579 rs71454844(G;G) common in clinvar 12 1953632 CACNA2D4 1
19580 rs71524377(G;G) common in clinvar 4 6303641 WFS1
19581 rs71579353(C;C) common in complete genomics 10 75842257 VCL 1
19582 rs71645922(C;C) common in complete genomics 3 45518073 LARS2
19583 rs71647808(G;G) common in clinvar 15 90319895 MESP2 1
19584 rs71647871(G;G) common in complete genomics 16 55857570 CES1 1
19585 rs7176005(C;C) common in complete genomics 15 51631279 CYP19A1 5
19586 rs72466451(A;A) common in clinvar 2 198363487 HSPD1 1
19587 rs72466486(A;A) common in clinvar 2 74605192 DCTN1
19588 rs72466487(A;A) common in clinvar 2 74605185 DCTN1 1
19589 rs72466496(C;C) common in complete genomics 2 74588717 DCTN1 1
19590 rs72470544(G;G) common in complete genomics 2 74757554 HTRA2 3



19591 rs72470545(G;G) common in clinvar 2 74759825 HTRA2 2
19592 rs72474224(C;C) common in clinvar 13 20763612 GJB2 9
19593 rs7252299(C;C) common in complete genomics 19 8645786 ADAMTS10
19594 rs72544141(A;A) common in clinvar 4 114269433 ANK2 2
19595 rs72546667(G;G) common in clinvar 3 8787263 CAV3 2
19596 rs72546668(C;C) common in clinvar 3 8787330 CAV3 2
19597 rs72547505(C;C) common in clinvar 13 103701773 SLC10A2 1
19598 rs72547508(G;G) common in complete genomics 15 74632028 CYP11A1 1
19599 rs72547515(C;C) normal 15 75044552 CYP1A2
19600 rs72547517(G;G) normal 15 75047245 CYP1A2 1
19601 rs72547524(G;G) common in clinvar 16 16244463 ABCC6 1
19602 rs72547528(C;C) common in clinvar 16 31102655 VKORC1 1
19603 rs72547544(A;A) common in clinvar 16 75513398 CHST6 1
19604 rs72547564(G;G) common in clinvar 17 19559848 ALDH3A2 1
19605 rs72547571(C;C) common in clinvar 17 19566648 ALDH3A2 1
19606 rs72547575(A;A) common in clinvar 17 19568310 ALDH3A2 1
19607 rs72549369(C;C) common in clinvar 2 31620584 XDH 1
19608 rs72549389(T;T) common in clinvar 2 38302530 CYP1B1 1
19609 rs72549397(G;G) common in complete genomics 2 169788931 ABCB11 1
19610 rs72549401(G;G) common in clinvar 2 169826641 ABCB11 1
19611 rs72549405(G;G) common in clinvar 7 23030679 FAM126A 2
19612 rs72550870(A;A) common in complete genomics 1 11106666 MASP2 3
19613 rs72551322(C;C) common in clinvar 2 219679439 CYP27A1 1
19614 rs72551348(A;A) common in clinvar 2 234675807 UGT1A6 1
19615 rs72551349(C;C) common in clinvar 2 234676519 UGT1A6 1
19616 rs72551351(A;A) common in clinvar 2 234676568 UGT1A6 1
19617 rs72551362(G;G) common in clinvar 3 12458335 PPARG 1
19618 rs72551364(C;C) common in clinvar 3 12475399 PPARG 1
19619 rs72551371(C;C) common in complete genomics 3 119529002 NR1I2 1



19620 rs72551372(G;G) common in complete genomics 3 119530472 NR1I2 1
19621 rs72551374(A;A) common in complete genomics 3 119530542 NR1I2 1
19622 rs72551375(C;C) common in complete genomics 3 119534659 NR1I2 1
19623 rs72551376(A;A) common in complete genomics 3 119535961 NR1I2 1

19624 rs72552255(C;C) common in clinvar 13 52520550 ATP7B 6
19625 rs72552258(G;G) common in clinvar 14 74531952 ALDH6A1 1
19626 rs72552267(G;G) normal 10 96535210 CYP2C19
19627 rs72552269(C;C) 22 42526694 CYP2D6
19628 rs72552272(T;T) common in clinvar 14 23244747 SLC7A7 1
19629 rs72552387(G;G) common in clinvar 8 16026077 MSR1 1
19630 rs72552711(G;G) common in complete genomics 4 74279326 ALB 2
19631 rs72552713(G;G) common in complete genomics 4 89052957 ABCG2 1
19632 rs72552724(G;G) common in clinvar 5 131705747 SLC22A5 1
19633 rs72552725(A;A) common in clinvar 5 131705759 SLC22A5 1
19634 rs72552728(G;G) common in clinvar 5 131721092 SLC22A5 1
19635 rs72552729(T;T) common in clinvar 5 131722739 SLC22A5 2
19636 rs72552730(C;C) common in clinvar 5 131722794 SLC22A5 1
19637 rs72552732(C;C) common in clinvar 5 131728176 SLC22A5 1
19638 rs72552733(G;G) common in clinvar 5 131728193 SLC22A5 1
19639 rs72552734(G;G) common in clinvar 5 131728211 SLC22A5 1
19640 rs72552771(T;T) common in clinvar 7 75610390 POR 1
19641 rs72552772(G;G) common in clinvar 7 75615483 POR 1
19642 rs72552778(C;C) common in clinvar 7 87076396 ABCB4 1
19643 rs72552780(G;G) common in complete genomics 7 87082366 ABCB4 1
19644 rs72552784(C;C) common in complete genomics 7 87145914 ABCB1 1
19645 rs72552791(A;A) normal 7 99273745 CYP3A5 3
19646 rs72554080(A;A) common in clinvar 2 233612450 GIGYF2 1
19647 rs72554620(C;C) common in clinvar 8 65517310 CYP7B1 1



19648 rs72554626(T;T) common in complete genomics 8 143993416 CYP11B2 1
19649 rs72554627(A;A) 8 143993962 CYP11B2 1
19650 rs72555358(C;C) common in clinvar 3 33114136 GLB1 2
19651 rs72555359(C;C) common in clinvar 3 33058311 GLB1 2
19652 rs72555360(C;C) common in clinvar 3 33099713 GLB1 2

19653 rs72555361(A;A) common in clinvar 3 33093258 GLB1 1
19654 rs72555362(G;G) common in clinvar 3 33093471 GLB1 1
19655 rs72555364(T;T) common in clinvar 3 33110461 GLB1 1
19656 rs72555365(C;C) common in clinvar 3 33058236 GLB1 1
19657 rs72555366(C;C) common in clinvar 3 33099692 GLB1 1
19658 rs72555367(G;G) common in clinvar 3 33059974 GLB1 1
19659 rs72555368(A;A) common in clinvar 3 33055784 GLB1 2
19660 rs72555369(A;A) common in clinvar 3 33063068 GLB1 1
19661 rs72555370(C;C) common in clinvar 3 33114079 GLB1 1
19662 rs72555371(A;A) common in clinvar 3 33038799 GLB1 2
19663 rs72555372(C;C) common in clinvar 3 33087629 GLB1 2
19664 rs72555391(G;G) common in clinvar 3 33058235 GLB1 4
19665 rs72555392(G;G) common in clinvar 3 33114105 GLB1 3
19666 rs72555393(C;C) common in clinvar 3 33114036 GLB1 1
19667 rs72556554(G;G) common in clinvar 3 48508395 TREX1 2
19668 rs72558181(G;G) common in clinvar 10 82034933 MAT1A 1
19669 rs72558190(C;C) normal 10 96707539 CYP2C9
19670 rs72558191(T;T) common in clinvar 10 96707676 CYP2C9 1
19671 rs72558199(C;C) common in clinvar 10 101591826 ABCC2
19672 rs72558200(G;G) common in clinvar 10 101595882 ABCC2 1
19673 rs72558202(A;A) common in clinvar 10 101605538 ABCC2 1
19674 rs72559723(C;C) common in clinvar 11 17448671 ABCC8 1
19675 rs72561723(G;G) common in clinvar 13 20763587 GJB2 1



19676 rs72645320(G;G) common in clinvar 17 48274414 COL1A1 1
19677 rs72645323(G;G) common in clinvar 17 48274388 COL1A1 1
19678 rs72645328(G;G) common in clinvar 17 48274031 COL1A1 1
19679 rs72645331(G;G) common in clinvar 17 48274022 COL1A1 1
19680 rs72645333(G;G) common in clinvar 17 48274012 COL1A1 1
19681 rs72645347(C;C) common in clinvar 17 48273698 COL1A1 1

19682 rs72645357(G;G) common in clinvar 17 48273524 COL1A1 2
19683 rs72645365(G;G) common in clinvar 17 48273017 COL1A1 1
19684 rs72646508(C;C) common 1 55518422 PCSK9 1 3
19685 rs72648320(G;G) common in clinvar 17 48272794 COL1A1 1
19686 rs72648333(G;G) common in clinvar 17 48272460 COL1A1 1
19687 rs72648356(G;G) common in clinvar 17 48271726 COL1A1 1
19688 rs72650677(C;C) common in clinvar 21 45713715 AIRE 1
19689 rs72650697(G;G) common in clinvar 16 16302655 ABCC6 1
19690 rs72650698(C;C) common in clinvar 16 16295947 ABCC6 1
19691 rs72650700(C;C) common in clinvar 16 16284104 ABCC6 1
19692 rs72650701(G;G) common in clinvar 16 16276354 ABCC6 1
19693 rs72650702(C;C) common in clinvar 16 16271388 ABCC6
19694 rs72651653(G;G) common in clinvar 17 48268751 COL1A1 1
19695 rs72651657(G;G) common in clinvar 17 48268230 COL1A1 1
19696 rs72653131(G;G) common in clinvar 17 48267406 COL1A1 1
19697 rs72653136(G;G) common in clinvar 17 48267388 COL1A1 1
19698 rs72653137(G;G) common in clinvar 17 48267369 COL1A1 1
19699 rs72653143(G;G) common in clinvar 17 48267228 COL1A1 1
19700 rs72653152(G;G) common in clinvar 17 48266881 COL1A1 1
19701 rs72653154(G;G) common in clinvar 17 48266791 COL1A1 1
19702 rs72653166(G;G) common in clinvar 17 48266370 COL1A1 1
19703 rs72653169(G;G) common in clinvar 17 48266281 COL1A1 1



19704 rs72653170(C;C) common in clinvar 17 48266269 COL1A1 1
19705 rs72653172(G;G) common in clinvar 17 48266129 COL1A1 1
19706 rs72653173(C;C) common in clinvar 17 48266126 COL1A1 4
19707 rs72653703(C;C) common in clinvar 16 16271375 ABCC6 1
19708 rs72653705(C;C) common in clinvar 16 16259698 ABCC6 1
19709 rs72653706(C;C) common in clinvar 16 16256935 ABCC6 2
19710 rs72653743(C;C) common in clinvar 16 16256929 ABCC6 1

19711 rs72653744(C;C) common in clinvar 16 16256866 ABCC6 2
19712 rs72653745(G;G) common in clinvar 16 16253406 ABCC6 1
19713 rs72653746(C;C) common in clinvar 16 16253365 ABCC6 1
19714 rs72653747(T;T) common in clinvar 16 16253357 ABCC6 1
19715 rs72653748(G;G) common in clinvar 16 16253352 ABCC6 1
19716 rs72653749(C;C) common in clinvar 16 16251579 ABCC6 1
19717 rs72653750(G;G) common in clinvar 16 16248800 ABCC6 1
19718 rs72653755(G;G) common in clinvar 16 16302703 ABCC6 1
19719 rs72653756(C;C) common in clinvar 16 16302637 ABCC6
19720 rs72653757(C;C) common in clinvar 16 16302625 ABCC6 1
19721 rs72653758(T;T) common in clinvar 16 16295970 ABCC6 1
19722 rs72653760(A;A) common in clinvar 16 16295926 ABCC6 1
19723 rs72653761(C;C) common in clinvar 16 16295890 ABCC6 1
19724 rs72653762(A;A) common in clinvar 16 16295863 ABCC6 1
19725 rs72653764(A;A) common in clinvar 16 16292024 ABCC6 1
19726 rs72653766(T;T) common in clinvar 16 16291898 ABCC6 1
19727 rs72653768(G;G) common in clinvar 16 16284196 ABCC6 1
19728 rs72653772(G;G) common in clinvar 16 16284103 ABCC6 1
19729 rs72653773(T;T) common in clinvar 16 16284053 ABCC6 1
19730 rs72653774(T;T) common in clinvar 16 16282815 ABCC6 1
19731 rs72653775(T;T) common in clinvar 16 16282782 ABCC6 1



19732 rs72653777(C;C) common in clinvar 16 16281050 ABCC6
19733 rs72653779(A;A) common in clinvar 16 16276767 ABCC6 1
19734 rs72653780(G;G) common in clinvar 16 16276744 ABCC6 1
19735 rs72653781(G;G) common in clinvar 16 16276735 ABCC6
19736 rs72653782(T;T) common in clinvar 16 16276701 ABCC6 1
19737 rs72653783(A;A) common in clinvar 16 16276423 ABCC6 1
19738 rs72653784(G;G) common in clinvar 16 16276419 ABCC6 1
19739 rs72653785(T;T) common in clinvar 16 16276339 ABCC6 1

19740 rs72653787(G;G) common in clinvar 16 16272807 ABCC6 1
19741 rs72653788(C;C) common in clinvar 16 16272792 ABCC6 1
19742 rs72653791(C;C) common in clinvar 16 16272728 ABCC6 1
19743 rs72653793(C;C) common in clinvar 16 16271480 ABCC6 1
19744 rs72653794(G;G) common in clinvar 16 16271479 ABCC6 1
19745 rs72653795(G;G) common in clinvar 16 16271471 ABCC6 1
19746 rs72653796(C;C) common in clinvar 16 16271467 ABCC6 1
19747 rs72653798(T;T) common in clinvar 16 16271422 ABCC6 1
19748 rs72653799(T;T) common in clinvar 16 16271347 ABCC6 1
19749 rs72653800(G;G) common in clinvar 16 16269791 ABCC6 1
19750 rs72653801(C;C) common in clinvar 16 16263667 ABCC6 1
19751 rs72654338(G;G) common in clinvar 16 23379280 SCNN1B 1
19752 rs72654797(G;G) common in clinvar 17 48265916 COL1A1 1
19753 rs72656306(G;G) common in clinvar 17 48265335 COL1A1 1
19754 rs72656314(C;C) common in clinvar 17 48264847 COL1A1 1
19755 rs72656321(G;G) common in clinvar 17 48264455 COL1A1 1
19756 rs72656324(G;G) common in clinvar 17 48264411 COL1A1 1
19757 rs72656334(G;G) common in clinvar 17 48264232 COL1A1 1
19758 rs72656343(G;G) common in clinvar 17 48263747 COL1A1 1
19759 rs72656352(I;I) 17 48262896 COL1A1



19760 rs72656353(T;T) common in clinvar 17 48262867 COL1A1
19761 rs72656387(G;G) common in clinvar 7 94038679 COL1A2 2
19762 rs72656402(G;G) common in clinvar 7 94039741 COL1A2 1
19763 rs72657689(G;G) common in clinvar 16 16263650 ABCC6 1
19764 rs72657690(T;T) common in clinvar 16 16263643 ABCC6 1
19765 rs72657693(T;T) common in clinvar 16 16259641 ABCC6 1
19766 rs72657694(C;C) common in clinvar 16 16259618 ABCC6 1
19767 rs72657695(T;T) common in clinvar 16 16259598 ABCC6 1
19768 rs72658152(G;G) common in clinvar 7 94047820 COL1A2 1
19769 rs72658154(G;G) common in clinvar 7 94047830 COL1A2 1
19770 rs72658163(G;G) common in complete genomics 7 94049588 COL1A2 1
19771 rs72658176(G;G) common in clinvar 7 94049916 COL1A2 1
19772 rs72658200(G;G) common in clinvar 7 94053657 COL1A2 1
19773 rs72659319(G;G) common in clinvar 7 94055771 COL1A2 1
19774 rs72659338(G;G) common in complete genomics 7 94056966 COL1A2 1
19775 rs72659343(G;G) common in clinvar 7 94057679 COL1A2 1
19776 rs72659345(I;I) 7 94059605 COL1A2
19777 rs72659357(G;G) common in clinvar 3 33155572 CRTAP 1
19778 rs72659361(C;C) common in clinvar 3 33171463 CRTAP 1
19779 rs72664207(T;T) common in clinvar 16 16278896 ABCC6 1
19780 rs72664209(G;G) common in clinvar 16 16267140 ABCC6 1
19781 rs72664210(G;G) common in clinvar 16 16255422 ABCC6 1
19782 rs72664212(C;C) common in clinvar 16 16253443 ABCC6 1
19783 rs72664213(G;G) common in clinvar 16 16248893 ABCC6 1
19784 rs72664214(G;G) common in clinvar 16 16248894 ABCC6 1
19785 rs72664233(I;I) 16 16251627 ABCC6 1
19786 rs72664281(G;G) common in clinvar 16 16308232 ABCC6 1
19787 rs72664283(A;A) common in clinvar 16 16295957 ABCC6 1
19788 rs72664285(C;C) common in clinvar 16 16269803 ABCC6 1



19789 rs72664287(G;G) common in clinvar 16 16263594 ABCC6 1
19790 rs72664288(A;A) common in clinvar 16 16248645 ABCC6 1
19791 rs72664289(C;C) common in clinvar 16 16244533 ABCC6 1
19792 rs72667023(I;I) 17 48275531 COL1A1 1
19793 rs72667037(G;G) common in clinvar 17 48275128 COL1A1 1
19794 rs73415876(G;G) common in clinvar 22 38379543 SOX10 1
19795 rs73598374(C;C) common on affy axiom data 20 43280227 ADA 5
19796 rs740602(G;G) common in complete genomics 22 19950268 COMT 2

19797 rs7412(C;C) more likely to gain weight if taking
olanzapine 19 45412079 APOE 28

19798 rs7445271(C;C) common in complete genomics 5 177422876 PROP1
19799 rs7550232(A;A) common in complete genomics 1 218518515 TGFB2 1
19800 rs769449(G;G) 19 45410002 APOE 9
19801 rs769455(C;C) common in clinvar 19 45412040 APOE 2
19802 rs7900194(G;G) normal 10 96702066 CYP2C9 2
19803 rs793862(G;G) common 6 24207200 DCDC2 4 2
19804 rs80338925(G;G) common in clinvar 5 148407326 SH3TC2 2
19805 rs80338934(C;C) common in clinvar 5 148389835 SH3TC2 3
19806 rs8052394(A;A) 16 56673828 MT1A 6
19807 rs8177400(G;G) common in complete genomics 11 126162590 TIRAP 3 3
19808 rs8179176(C;C) common in complete genomics 6 152163334 ESR1 2
19809 rs8192488(C;C) common in complete genomics 22 19951237 COMT 2
19810 rs8192789(C;C) common in complete genomics 19 41597751 CYP2A13 1
19811 rs890334(C;C) common in complete genomics 18 72188371 CNDP2 1
19812 rs908832(G;G) normal 9 139912484 ABCA2 3
19813 rs916457(C;C) 11 637014 DRD4 1
19814 rs9282858(G;G) common in clinvar 2 31805826 SRD5A2 4
19815 rs9332964(G;G) average 2 31754395 SRD5A2 3 4
19816 rs9427573(C;C) common in complete genomics 1 192995213 UCHL5 1



19817 rs9623532(G;G) 22 42524723 CYP2D6
19818 rs968566(A;A) common in complete genomics 13 20716533 GJA3
19819 rs9913621(C;C) common in complete genomics 17 63533539 AXIN2 1
19820 rs1050828(;G) X 153764217 G6PD 6 4
19821 rs273900(C;T) common in complete genomics 5 131694606 LOC553103 2
19822 rs5030868(;C) X 153762634 G6PD 2 6
19823 rs1333049(G;G) normal 9 22125503 79 4
19824 rs7807268(C;C) 1.4x risk 7 148258048
19825 rs12934922(A;A) normal 16 81301694 BCMO1 4 1
19826 rs11564148(T;T) common in clinvar 12 40713901 LRRK2 5
19827 rs3793784(C;C) normal 10 50747539 ERCC6 4 2
19828 rs2296336(G;G) normal 6 33636660 ITPR3 2
19829 rs10830963(C;C) normal 11 92708710 MTNR1B 55
19830 rs2301612(C;C) common in clinvar 9 136301982 ADAMTS13 1
19831 rs10501320(G;G) common on affy axiom data 11 47293799 MADD 1
19832 rs12340895(C;C) 9 5076691 JAK2 3 3.5
19833 rs210135(A;A) common in complete genomics 20 31277094 BAK1 3
19834 rs8176740(T;T) 9 136131472 ABO 1
19835 rs261342(G;G) common in complete genomics 15 58731153 LIPC 1
19836 rs2086310(C;C) common in complete genomics 5 5146335 ADAMTS16 3
19837 rs2292912(C;C) common in complete genomics 11 45877688 CRY2 2
19838 rs229526(C;C) common in complete genomics 22 37581422 C1QTNF6 1
19839 rs2910164(G;G) normal 5 159912418 MIR146A 95 2.5
19840 rs6735208(A;A) 2 152536498 NEB
19841 rs212077(C;C) common in complete genomics 16 16280776 ABCC6 2
19842 rs17824933(C;C) common on affy axiom data 11 60760612 CD6 8
19843 rs10762058(G;G) common in complete genomics 10 68088508 CTNNA3 2
19844 rs17520378(G;G) 15 50900606 TRPM7 1
19845 rs2156552(A;A) common on affy axiom data 18 47181668 12



19846 rs1052133(C;C) normal 3 9798773 OGG1 55 2.2
19847 rs2230199(C;C) common 19 6718387 C3 44 2
19848 rs2630578(G;G) common in complete genomics 12 32305787 BICD1 5
19849 rs7396187(G;G) common in complete genomics 11 11989151 DKK3 1
19850 rs2740348(G;G) common on affy axiom data 17 649935 GEMIN4 4
19851 rs3218499(G;G) common in complete genomics 7 152352139 XRCC2 2
19852 rs2820037(A;A) normal 1 239436542 3
19853 rs1529276(A;A) common on affy axiom data 13 103928007 2
19854 rs1800437(G;G) average 19 46181392 GIPR 6

19855 rs7586898(C;C) common in complete genomics 2 15961599 1
19856 rs2070673(T;T) normal 10 135340567 CYP2E1 2
19857 rs1801968(G;G) common in clinvar 9 132580901 TOR1A 10
19858 rs308395(C;C) common in complete genomics 4 123746942 FGF2 1
19859 rs7757956(T;T) common in complete genomics 6 152317140 ESR1 7
19860 rs6007413(C;C) common in complete genomics 22 45430316 1
19861 rs11718863(A;A) normal 3 15216703 DVWA 3
19862 rs2241394(C;C) common in complete genomics 19 6685230 C3 3
19863 rs1800863(C;C) common in complete genomics 10 43615633 RET 4
19864 rs2070676(C;C) normal 10 135351137 CYP2E1 4 2
19865 rs609320(C;C) common in clinvar 1 25717365 RHCE 1
19866 rs6539137(T;T) normal 12 104707180 TXNRD1 1
19867 rs16966460(C;C) common in complete genomics 15 38511983 1
19868 rs17690232(C;C) common in complete genomics 4 55234825 2
19869 rs2230782(G;G) common on affy axiom data 20 46264888 NCOA3 2 2
19870 rs328(C;C) common in clinvar 8 19819724 LPL 43
19871 rs7732671(G;G) common in clinvar 5 149212243 PPARGC1B 2
19872 rs6085920(A;A) common in complete genomics 20 7180056 2
19873 rs4630362(C;C) common in complete genomics 12 104727744 TXNRD1 1



19874 rs11053646(C;C) common in complete genomics 12 10313448 OLR1 6
19875 rs964184(C;C) 11 116648917 ZNF259 27 2.2
19876 rs1045485(G;G) common on affy axiom data 2 202149589 CASP8 28
19877 rs9253(G;G) common on affy axiom data 1 37958813 MEAF6 1
19878 rs11225297(A;A) 11 102387878 3
19879 rs8176747(G;G) common in clinvar 9 136131315 ABO 5
19880 rs11676382(C;C) 2 85777633 GGCX 2
19881 rs2031640(A;A) common on affy axiom data 13 23930055 SACS
19882 rs1573496(C;C) normal 4 100349669 ADH7 5
19883 rs16880441(C;C) common in complete genomics 6 88975977 RPS14P9 2

19884 rs2296212(C;C) common in complete genomics 9 2191309 SMARCA2 3
19885 rs4684677(T;T) common on affy axiom data 3 10328453 GHRL 13
19886 rs357394(C;C) common on affy axiom data 7 138049387 1
19887 rs3901517(G;G) 16 50391386 BRD7 1
19888 rs7853989(G;G) 9 136131592 ABO 2
19889 rs3817964(A;A) normal 6 32367997 BTNL2 1
19890 rs2404646(C;C) common in complete genomics 4 136086281 1
19891 rs1529927(G;G) common in complete genomics 16 56904587 SLC12A3
19892 rs2071747(G;G) common in complete genomics 22 35777185 HMOX1 3
19893 rs4947019(C;C) common in complete genomics 6 110090049 FIG4 1
19894 rs5744247(C;C) common in complete genomics 11 112026156 IL18 4
19895 rs6659176(C;C) common on affy axiom data 1 27239920 NR0B2 3
19896 rs35866326(C;C) common in complete genomics 10 59316923 3
19897 rs12210810(G;G) common in complete genomics 6 118653204 2
19898 rs7308720(C;C) common in complete genomics 12 40657700 LRRK2 2
19899 rs10501920(C;C) common in complete genomics 11 99493173 CNTN5 2
19900 rs4696688(G;G) common in complete genomics 4 7939915 AFAP1
19901 rs1991517(C;C) common on affy axiom data 14 81610583 TSHR 1



19902 rs754635(G;G) common in complete genomics 3 42305131 CCK 1
19903 rs9402373(C;C) common in complete genomics 6 132277431 LOC100131774 4
19904 rs12302525(C;C) common in complete genomics 12 89726425 1
19905 rs151222(G;G) common on affy axiom data 16 20674492 ACSM1 3
19906 rs447529(G;G) common in clinvar 16 23633423 PALB2 1
19907 rs1800947(G;G) normal 1 159683438 CRP 55
19908 rs701753(A;A) common in complete genomics 3 148916235 CP 1
19909 rs1058930(C;C) common in complete genomics 10 96818119 CYP2C8 6
19910 rs17222723(T;T) common on affy axiom data 10 101595996 ABCC2 5
19911 rs2257401(G;G) common in complete genomics 7 99306685 CYP3A7 2
19912 rs3813867(G;G) normal 10 135339605 CYP2E1 20

19913 rs3823339(C;C) common in clinvar 6 29912968 HLAA
19914 rs3135506(G;G) common on affy axiom data 11 116662407 APOA5 29
19915 rs2072649(C;C) 15 74710485 SEMA7A 1
19916 rs6453373(T;T) common in complete genomics 5 77425028 AP3B1
19917 rs1057911(A;A) normal 10 96748737 CYP2C9 2 3
19918 rs12507099(C;C) common on affy axiom data 4 79832706 BMP2K 1
19919 rs2854386(G;G) common in complete genomics 2 219027502 CXCR1 1
19920 rs4151667(T;T) common in clinvar 6 31914024 CFB 15
19921 rs4986970(T;T) common in complete genomics 16 67976320 LCAT 3
19922 rs6438833(T;T) common in complete genomics 3 123925595 KALRN 1
19923 rs9332739(G;G) normal 6 31903804 C2 10 2
19924 rs1705236(T;T) common in complete genomics 12 71545558 TSPAN8 1
19925 rs17580(A;A) common in complete genomics 14 94847262 SERPINA1 8 1
19926 rs2326810(G;G) common in complete genomics 6 6612467 LY86 1
19927 rs1801272(T;T) common in clinvar 19 41354533 CYP2A6 10 2
19928 rs2250889(C;C) 1.69x higher risk for lung cancer 20 44642406 MMP9 12
19929 rs327127(C;C) common in complete genomics 13 29518900 1



19930 rs3747531(G;G) common on affy axiom data 8 16012648 MSR1 2
19931 rs5880(G;G) common in complete genomics 16 57015091 CETP 9
19932 rs723874(C;C) common in complete genomics 8 20107601 LZTS1
19933 rs17683231(T;T) 5 3416372 LOC285577 1
19934 rs7764491(C;C) common in complete genomics 6 33060840 HLADPA2 1
19935 rs1800796(G;G) common in complete genomics 7 22766246 IL6 68
19936 rs17408150(T;T) common on affy axiom data 5 96239258 ERAP2 1
19937 rs1800206(C;C) common in complete genomics 22 46614274 PPARA 23
19938 rs3093668(G;G) common in complete genomics 6 31546495 TNF 2
19939 rs4500567(G;G) common in complete genomics 12 71559862 1
19940 rs12735723(C;C) common in clinvar 1 161138933 PPOX 1 3.5
19941 rs432375(G;G) common in complete genomics 6 32979679 1

19942 rs5029939(C;C) common in complete genomics 6 138195723 TNFAIP3 14
19943 rs13078881(G;G) common in clinvar 3 15686693 BTD 2
19944 rs13306702(G;G) common in complete genomics 7 95034046 PON2 1
19945 rs17098707(A;A) common in complete genomics 10 121086097 GRK5 3
19946 rs17612648(C;C) common in complete genomics 1 198665917 PTPRC 3
19947 rs1800057(C;C) common in complete genomics 11 108143456 ATM 3 1.5
19948 rs2288377(T;T) common in complete genomics 12 102874762 IGF1 5
19949 rs3813865(G;G) common in complete genomics 10 135339244 CYP2E1 2
19950 rs11259365(G;G) common in complete genomics 10 14876527 CDNF 2
19951 rs3859866(C;C) common in complete genomics 22 26166900 MYO18B

19952 rs16891982(G;G) Generally European; Light skin; Possibly an
increased risk of melanoma 5 33951693 SLC45A2 13 2

19953 rs10487818(T;T) common in complete genomics 7 105910061 NAMPT 4
19954 rs4953(G;G) common in complete genomics 8 42587659 CHRNB3 9
19955 rs2292303(G;G) common in complete genomics 12 102513531 NUP37 1
19956 rs12733102(G;G) common in complete genomics 1 17662705 PADI4
19957 rs11571833(A;A) common in complete genomics 13 32972626 BRCA2 4 2



19958 rs1801673(A;A) common in complete genomics 11 108175463 ATM 3
19959 rs2020908(C;C) common in complete genomics 2 48026308 MSH6 8
19960 rs2229860(C;C) common in complete genomics 7 103205827 RELN 1
19961 rs16834871(G;G) common in complete genomics 1 152996161 1

19962 rs1047781(A;A) ABH blood group 'Secretor' status if
Japanese 19 49206631 FUT2 4

19963 rs10498345(T;T) normal 14 39020505 2
19964 rs10499138(A;A) common in complete genomics 6 128492182 PTPRK 1
19965 rs11466026(C;C) common in clinvar 16 3298947 MEFV
19966 rs11568482(A;A) common in complete genomics 11 62763264 SLC22A8 2
19967 rs11572103(A;A) common in complete genomics 10 96818106 CYP2C8 5
19968 rs11861980(G;G) common in clinvar 16 16267233 ABCC6 1
19969 rs12059277(G;G) common in complete genomics 1 160919628 ITLN2 1
19970 rs12084681(G;G) common in complete genomics 1 200363020

19971 rs12530380(T;T) common in clinvar 6 32007587 CYP21A2 1
19972 rs12941376(A;A) common on affy axiom data 17 33903148 PEX12
19973 rs13306435(T;T) common in complete genomics 7 22771039 IL6 7
19974 rs17022444(C;C) common in complete genomics 2 83029469 1
19975 rs2080391(C;C) common in complete genomics 2 71058270 CD207 1
19976 rs2228119(G;G) common in complete genomics 4 178359960 AGA
19977 rs2229107(T;T) common in complete genomics 7 87138659 ABCB1 1
19978 rs2555364(G;G) common in complete genomics 15 48419386 SLC24A5
19979 rs2569788(C;C) common in complete genomics 19 10514159 CDC37 1
19980 rs2754157(T;T) common in complete genomics 14 23887219 MYH7 1
19981 rs2974938(A;A) common in complete genomics 7 113518502 PPP1R3A
19982 rs2974944(A;A) common in complete genomics 7 113519719 PPP1R3A
19983 rs3093058(A;A) common in complete genomics 1 159685315 CRP 2
19984 rs3218707(G;G) common in complete genomics 11 108114727 ATM 1



19985 rs3783613(G;G) common in complete genomics 1 101196787 VCAM1 1
19986 rs3792323(A;A) common in complete genomics 3 50660331 MAPKAPK3 1
19987 rs4253208(C;C) normal 10 50678722 ERCC6 1 3
19988 rs4668338(C;C) common in complete genomics 2 171733225 2
19989 rs4987047(A;A) common in complete genomics 13 32953529 BRCA2 1 2
19990 rs4987121(A;A) common in complete genomics 21 37518679 CBR3 1
19991 rs5491(A;A) common in complete genomics 19 10385540 ICAM1 23
19992 rs6478078(C;C) common in complete genomics 9 117166338 DFNB31
19993 rs689732(C;C) common in complete genomics 5 153339968 1
19994 rs7283442(A;A) 21 15516976 LIPI
19995 rs7560008(T;T) common in complete genomics 2 215876166 ABCA12
19996 rs7895372(C;C) common in complete genomics 10 15719621 ITGA8 1
19997 rs927344(T;T) common in complete genomics 10 101544447 ABCC2
19998 rs9302841(T;T) common in complete genomics 16 7227122 A2BP1 1
19999 rs1007371(A;A) 2 80553345 CTNNA2 1.2
20000 rs1009388(C;C) 2 25391101 POMC 4
20001 rs1058170(C;C) 22 42523930 CYP2D6
20002 rs1061235(A;A) common in clinvar 6 29913298 HLAA 1 4
20003 rs1064651(C;C) common in complete genomics 1 155205518 GBA 1
20004 rs11146020(G;G) 9 140033084 GRIN1 5
20005 rs11178997(T;T) 12 72332153 TPH2 8
20006 rs1135833(C;C) common in complete genomics 22 42522665 CYP2D6
20007 rs1135837(G;G) common in complete genomics 22 42522635 CYP2D6
20008 rs1135840(G;G) normal 22 42522613 CYP2D6 5 2
20009 rs11934801(G;G) common in clinvar 4 996555 IDUA 1
20010 rs12720449(C;C) common in complete genomics 11 2610034 KCNQ1 8
20011 rs12721627(C;C) normal 7 99366093 CYP3A4 4
20012 rs12794795(A;A) common in complete genomics 11 32625904 CCDC73 1
20013 rs16022(G;G) common in clinvar 19 13409696 CACNA1A 2



20014 rs16996652(A;A) common in complete genomics 22 36696249 MYH9 1
20015 rs17244841(A;A) more responsive to statin treatment 5 74642855 HMGCR 4
20016 rs17337451(C;C) common in complete genomics 7 55268044 EGFR 1
20017 rs17876030(C;C) common in complete genomics 5 176831826 F12
20018 rs17878459(G;G) normal 10 96534922 CYP2C19 1
20019 rs1799895(C;C) common in clinvar 4 24801834 SOD3 13
20020 rs1800054(C;C) common on affy axiom data 11 108098576 ATM 2 1.5
20021 rs1800098(G;G) common in clinvar 7 117230454 CFTR 8
20022 rs1800171(G;G) common in clinvar 11 2604775 KCNQ1
20023 rs1800435(G;G) common in clinvar 9 116153891 ALAD 10
20024 rs1800462(G;G) normal for 23andMe 6 18143955 TPMT 8 3.5
20025 rs1800471(G;G) common 19 41858876 TGFB1 32 2
20026 rs1800544(C;C) 10 112836503 ADRA2A 13 2
20027 rs1800580(G;G) common in complete genomics 4 74285357 ALB 2
20028 rs1800751(C;C) common in clinvar 17 41199693 BRCA1 1
20029 rs1800956(C;C) common in complete genomics 9 130586621 ENG 1
20030 rs1801028(C;C) normal risk 11 113283484 DRD2 14
20031 rs1801155(T;T) common in complete genomics 5 112175211 APC 11 3
20032 rs1805142(G;G) common in clinvar 11 61723297 BEST1 1
20033 rs1805192(C;C) common in clinvar 3 12421238 PPARG 15
20034 rs2066845(G;G) common in complete genomics 16 50756540 NOD2 36 4
20035 rs28371686(C;C) normal 10 96741058 CYP2C9 5 2.5
20036 rs28371723(T;T) common in complete genomics 22 42524033 CYP2D6
20037 rs28493229(G;G) 19 41224204 ITPKC 7
20038 rs28720026(G;G) 11 18290880 SAA1
20039 rs28756986(G;G) common in clinvar 14 75514489 MLH3 1 2
20040 rs28897759(A;A) common in complete genomics 13 32968940 BRCA2 1
20041 rs28903098(C;C) common in clinvar 17 59937223 BRIP1 1



20042 rs28928872(G;G) common in clinvar 2 85779042 GGCX 1
20043 rs28928874(T;T) common in clinvar 3 170716088 SLC2A2 1
20044 rs28928892(C;C) common in clinvar 2 176959373 HOXD13 1
20045 rs28928895(T;T) normal 17 39768558 KRT16 1 3
20046 rs28928900(C;C) common in clinvar 1 156084887 LMNA 1
20047 rs28928903(G;G) common in clinvar 1 156084878 LMNA 1
20048 rs28929473(A;A) common in complete genomics 14 94844912 SERPINA1 1
20049 rs28929479(T;T) common in clinvar 9 35792933 NPR2 1
20050 rs28930069(C;C) common in clinvar 1 201022667 CACNA1S 4
20051 rs28931572(T;T) common in complete genomics 14 94849228 SERPINA1 2
20052 rs28931583(C;C) common in clinvar 17 42335888 SLC4A1 1
20053 rs28931590(A;A) common in complete genomics 19 33793070 CEBPA 1 2.5
20054 rs28932472(C;C) common in complete genomics 2 25384048 POMC 1
20055 rs28933068(C;C) common in clinvar 4 1807371 FGFR3 1
20056 rs28933372(G;G) common in clinvar 7 42005871 GLI3 1
20057 rs28933383(C;C) common in complete genomics 12 5021221 KCNA1 1
20058 rs28933394(C;C) common in clinvar 3 129247749 RHO 1
20059 rs28933395(C;C) common in clinvar 3 129247734 RHO 1
20060 rs28933695(G;G) common in clinvar 17 7918017 GUCY2D 1
20061 rs28933971(G;G) common in clinvar 14 37132180 PAX9 1
20062 rs28934003(A;A) common in complete genomics 2 166900474 SCN1A 1
20063 rs28934569(G;G) common in complete genomics 1 77165788 TPI1P1
20064 rs28934597(G;G) common in clinvar 6 26091269 HFE 1
20065 rs28934600(A;A) common in clinvar 19 12776570 MAN2B1 1
20066 rs28934606(G;G) common in clinvar 12 58158293 CYP27B1 1
20067 rs28934875(G;G) common in clinvar 17 7578518 TP53 1
20068 rs28934899(G;G) normal 12 103234255 PAH
20069 rs28936370(G;G) common in clinvar 11 17418527 ABCC8 1
20070 rs28936383(C;C) common in clinvar 4 52895065 SGCB 1 3



20071 rs28936409(G;G) common in clinvar 4 111542459 PITX2 1
20072 rs28936692(G;G) common in clinvar 20 62680560 SOX18 1
20073 rs28936693(T;T) common in clinvar 20 62680587 SOX18 1
20074 rs28936698(A;A) common in clinvar 17 33904464 PEX12 1
20075 rs28937584(G;G) common in clinvar 14 81610299 TSHR 1
20076 rs28937589(G;G) common in complete genomics 1 41285134 KCNQ4
20077 rs28937591(C;C) common in clinvar 2 26684624 OTOF 2 3
20078 rs28937870(C;C) common in complete genomics 14 75516289 MLH3 1
20079 rs28937885(T;T) common in clinvar 3 138664793 FOXL2 2
20080 rs28938174(A;A) common in clinvar 11 71153365 DHCR7 1
20081 rs28939068(T;T) common in clinvar 20 23615967 CST3 1
20082 rs28939675(T;T) common in clinvar 22 19750796 TBX1 2
20083 rs28940273(G;G) common in clinvar 11 61723221 BEST1 1 2.5
20084 rs28940301(C;C) common in clinvar 3 10191578 VHL 1
20085 rs28940569(G;G) common in clinvar 8 1728661 CLN8 1

20086 rs28940576(C;C) common in clinvar 6 18122633 NHLRC1 1
20087 rs28940871(C;C) common in clinvar 15 72638646 HEXA 2 5
20088 rs28940890(T;T) common in complete genomics 11 31823134 PAX6
20089 rs28941469(T;T) common in clinvar 11 61724901 BEST1 1
20090 rs28942110(T;T) common in clinvar 5 133942700 SAR1B 1
20091 rs28989183(G;G) common in clinvar 15 40509781 BUB1B 1
20092 rs28997576(G;G) common in complete genomics 2 215617178 BARD1 4 4
20093 rs308963(G;G) 3 12181751 SYN2 5
20094 rs3192453(G;G) 17 74133102 FOXJ1 2
20095 rs33915217(G;G) common in clinvar 11 5248155 HBB 6
20096 rs33917740(C;C) common in complete genomics 3 167506937 SERPINI1
20097 rs33928909(T;T) common on affy axiom data 22 26286738 MYO18B
20098 rs33931006(C;C) common in complete genomics 15 40914831 CASC5



20099 rs33932548(A;A) common in complete genomics 11 5247925 HBB 2
20100 rs33935983(G;G) common in complete genomics 11 5247953 HBB 4
20101 rs33949390(G;G) normal 12 40713845 LRRK2 5
20102 rs33952147(G;G) common in complete genomics 11 5247863 HBB 2
20103 rs33956879(T;T) common in clinvar 11 5248158 HBB 3
20104 rs33960103(G;G) common in clinvar 11 5248160 HBB 14
20105 rs33986703(A;A) common in complete genomics 11 5248200 HBB 4
20106 rs33991472(C;C) common in complete genomics 11 5247946 HBB 3
20107 rs34012192(G;G) common in complete genomics 11 5255615 HBD 4
20108 rs34037627(T;T) common in complete genomics 11 5247958 HBB 2
20109 rs34093840(T;T) common in complete genomics 11 5255602 HBD 2
20110 rs34095019(G;G) common in complete genomics 11 5246872 HBB 2
20111 rs34188626(G;G) common in complete genomics 11 5246876 HBB 2
20112 rs34313675(T;T) common in clinvar 11 5255625 HBD 5
20113 rs34314652(C;C) common in complete genomics 11 5248025 HBB 2
20114 rs34333511(A;A) common in complete genomics 5 156485368 HAVCR1 1

20115 rs34410516(G;G) common in complete genomics 16 226739 HBA2 2
20116 rs34420481(A;A) common in complete genomics 11 5255264 HBD 2
20117 rs34430836(C;C) common in clinvar 11 5255310 HBD 2
20118 rs34440919(C;C) common in complete genomics 16 227069 HBA2 4
20119 rs34484056(T;T) common in complete genomics 11 5246931 HBB 8
20120 rs34527846(T;T) common in clinvar 11 5248032 HBB 7
20121 rs34536443(G;G) common in complete genomics 19 10463118 TYK2 7
20122 rs34665886(C;C) common in complete genomics 11 5247833 HBB 2
20123 rs34690599(C;C) common in clinvar 11 5247062 HBB 3
20124 rs34769005(C;C) common in complete genomics 11 5248235 HBB 2
20125 rs34868397(C;C) common in complete genomics 11 5247988 HBB 2
20126 rs34890875(A;A) common in complete genomics 16 226956 HBA2 2



20127 rs34907654(G;G) common in complete genomics 11 5275910 HBG1 2
20128 rs34933313(C;C) common in complete genomics 11 5255271 HBD 2
20129 rs34933455(G;G) common in complete genomics 11 5247935 HBB 2
20130 rs34945623(G;G) common in complete genomics 11 5246926 HBB 4
20131 rs34946266(A;A) common in clinvar 12 102179792 GNPTAB 1
20132 rs34974709(A;A) common in complete genomics 11 5247937 HBB 2
20133 rs34977235(A;A) common in complete genomics 11 5255393 HBD 2
20134 rs35059618(T;T) common in complete genomics 16 227294 HBA1 2
20135 rs35067717(C;C) common in complete genomics 11 5247810 HBB 3
20136 rs35094013(T;T) common in complete genomics 11 5247955 HBB 2
20137 rs35198910(G;G) common in complete genomics 11 5248225 HBB 2
20138 rs35286210(G;G) common in complete genomics 11 5247893 HBB 1
20139 rs35291591(T;T) common in complete genomics 11 5246834 HBB 4
20140 rs35321913(C;C) common in complete genomics 11 5271282 HBG1 2
20141 rs35337543(G;G) common in complete genomics 2 163136505 IFIH1 4
20142 rs35492035(G;G) common in complete genomics 11 5246866 HBB 2
20143 rs35617911(C;C) common in clinvar 11 5276213 HBG2 3

20144 rs35654785(G;G) common in clinvar 11 5255572 HBD 2
20145 rs35669708(G;G) common in clinvar 1 156851382 NTRK1 1
20146 rs35687532(C;C) common in complete genomics 16 223166 HBA2 1
20147 rs35790721(A;A) common in complete genomics 11 5254273 HBD 2
20148 rs35857380(A;A) common in complete genomics 11 5248015 HBB 5
20149 rs35910969(C;C) common in clinvar 17 72745313 SLC9A3R1 1
20150 rs35913713(G;G) common in complete genomics 11 5255328 HBD 4
20151 rs35957832(G;G) common in complete genomics 11 5270959 HBG1 2
20152 rs36078803(C;C) common in complete genomics 11 5254262 HBD 2
20153 rs36094464(A;A) common in clinvar 4 88533540 DSPP
20154 rs36103319(G;G) common in complete genomics 6 160553407 SLC22A1 1



20155 rs3743930(G;G) common in clinvar 16 3304626 MEFV 2 2.1
20156 rs3812316(C;C) common on affy axiom data 7 73020337 MLXIPL 10
20157 rs3909184(C;C) common 6 30699384 FLOT1 2
20158 rs41293461(G;G) common in clinvar 17 41215390 BRCA1
20159 rs41293511(G;G) common in clinvar 13 32937506 BRCA2
20160 rs41298401(C;C) common in complete genomics 7 128578307 IRF5 1
20161 rs41331747(A;A) common in complete genomics 16 223285 HBA2 3
20162 rs41404150(C;C) common in complete genomics 11 5270803 HBG1 2
20163 rs41408348(G;G) common in complete genomics 11 69633960 FGF3 2
20164 rs41412046(A;A) common in complete genomics 16 223599 HBA2 5
20165 rs41461652(C;C) common in complete genomics 16 223179 HBA2 7
20166 rs41466346(C;C) common in complete genomics 16 223269 HBA2 2
20167 rs41491146(C;C) common in complete genomics 16 223160 HBA2 4
20168 rs41525747(C;C) common in complete genomics 2 136608643 MCM6 3
20169 rs41541518(C;C) common in clinvar 6 29911194 HLAA
20170 rs41552215(G;G) common in clinvar 6 29910675 HLAA
20171 rs41562119(C;C) common in clinvar 6 29910784 HLAA
20172 rs5030824(C;C) common in clinvar 3 10191569 VHL 1

20173 rs5030826(C;C) common in clinvar 3 10183725 VHL
20174 rs52815063(T;T) common in clinvar 7 44555699 NPC1L1 1
20175 rs55778349(G;G) common in clinvar 19 17953950 JAK3 6
20176 rs55901263(G;G) normal 7 99365994 CYP3A4
20177 rs56136737(C;C) common in complete genomics 1 43296531 ERMAP 1
20178 rs56195291(G;G) common in complete genomics 20 48129688 PTGIS 1
20179 rs5622(A;A) common in complete genomics 20 48164401 PTGIS 1
20180 rs56298569(C;C) common in clinvar 8 11612591 GATA4 1
20181 rs56350726(T;T) common in complete genomics 9 86900369 SLC28A3 3
20182 rs56673169(G;G) common in clinvar 1 156107462 LMNA 1



20183 rs56851164(T;T) common in clinvar 1 156105731 LMNA
20184 rs57218384(G;G) common in clinvar 17 39023035 KRT12 1
20185 rs57348201(A;A) common in clinvar 12 52910446 KRT5 1
20186 rs57424749(G;G) normal 17 39768561 KRT16 1 3
20187 rs57520892(G;G) common in clinvar 1 156106995 LMNA 1
20188 rs57536312(T;T) common in clinvar 17 39727762 KRT9 1
20189 rs57965306(G;G) common in clinvar 2 220286087 DES 1
20190 rs57977969(A;A) common in clinvar 12 53073912 KRT1 1
20191 rs58026994(T;T) common in clinvar 17 38975817 KRT10 1
20192 rs58048078(T;T) common in clinvar 1 156104733 LMNA 1
20193 rs58163069(G;G) common in clinvar 12 52913562 KRT5 1
20194 rs58343600(G;G) common in clinvar 17 39023012 KRT12 1
20195 rs58732244(A;A) common in clinvar 17 42992626 GFAP 1
20196 rs59296273(A;A) common in clinvar 17 39727764 KRT9 1
20197 rs59301204(G;G) common in clinvar 1 156105747 LMNA
20198 rs59328451(A;A) normal 17 39766801 KRT16 1 3
20199 rs59757815(A;A) common in clinvar 16 16276341 ABCC6 1
20200 rs59912467(C;C) common in clinvar 19 1223125 STK11
20201 rs59962885(G;G) common in clinvar 2 220285661 DES 1

20202 rs60586163(C;C) common in clinvar 12 52912921 KRT5 1
20203 rs60725382(T;T) common in clinvar 17 39740662 KRT14 1
20204 rs61218439(A;A) common in clinvar 12 53070099 KRT1 1
20205 rs61491953(C;C) common in clinvar 8 24814007 NEFL 1
20206 rs61749392(G;G) common in clinvar 12 6128645 VWF 1
20207 rs61749393(G;G) common in clinvar 12 6128644 VWF 1
20208 rs61752094(C;C) common in clinvar 1 2337967 PEX10 1
20209 rs61752095(C;C) common in complete genomics 1 2337965 PEX10 2
20210 rs61752904(A;A) common in clinvar 1 68904716 RPE65



20211 rs61753238(C;C) common in clinvar 6 137143923 PEX7 2
20212 rs61754363(T;T) common in clinvar 11 88911767 TYR 1
20213 rs61755794(A;A) common in clinvar 6 42689555 PRPH2 1
20214 rs61757642(A;A) common in clinvar 13 32969073 BRCA2
20215 rs62514958(C;C) common in clinvar 12 103240677 PAH 1
20216 rs62637010(G;G) common in clinvar 17 6330254 AIPL1
20217 rs62637011(T;T) common in clinvar 17 6330226 AIPL1
20218 rs63749796(G;G) common in clinvar 16 16253362 ABCC6 2
20219 rs63749809(T;T) common in complete genomics 16 223577 HBA2 2
20220 rs63749873(C;C) common in clinvar 2 48023042 MSH6
20221 rs63749888(G;G) common in clinvar 4 103806378 CISD2 2
20222 rs63749915(A;A) common in clinvar 2 47641516 MSH2
20223 rs63750018(G;G) common in clinvar 16 16248633 ABCC6 1
20224 rs63750092(A;A) common in clinvar 17 44091643 MAPT 1
20225 rs63750214(T;T) common in clinvar 2 47637354 MSH2
20226 rs63750215(A;A) common in clinvar 1 227073304 PSEN2 5
20227 rs63750224(C;C) common in clinvar 2 47693852 MSH2
20228 rs63750232(G;G) common in clinvar 2 47703574 MSH2
20229 rs63750345(T;T) common in clinvar 11 5255215 HBD 2
20230 rs63750349(C;C) common in clinvar 17 44074004 MAPT 1
20231 rs63750363(G;G) common in clinvar 21 27269954 APP 1
20232 rs63750473(G;G) common in clinvar 16 16256958 ABCC6 1
20233 rs63750490(A;A) common in clinvar 7 6026556 PMS2
20234 rs63750493(C;C) common in clinvar 2 47702239 MSH2
20235 rs63750540(A;A) common in clinvar 3 37067470 MLH1 6
20236 rs63750542(A;A) common in clinvar 3 37045952 MLH1
20237 rs63750554(C;C) common in clinvar 2 48033468 MSH6
20238 rs63750560(G;G) common in clinvar 5 38923339 OSMR 2
20239 rs63750597(G;G) common in clinvar 2 47693947 MSH2



20240 rs63750603(G;G) common in clinvar 3 37090508 MLH1
20241 rs63750671(C;C) common in clinvar 21 27264170 APP 2
20242 rs63750711(A;A) common in clinvar 17 44096011 MAPT 1
20243 rs63750843(C;C) common in clinvar 2 47637374 MSH2
20244 rs63750872(T;T) common in clinvar 2 47703591 MSH2
20245 rs63750875(G;G) common in clinvar 2 47702310 MSH2 2
20246 rs63750886(C;C) common in clinvar 14 73664780 PSEN1 1
20247 rs63751141(G;G) common in complete genomics 14 73637692 PSEN1 1
20248 rs63751207(G;G) common in clinvar 2 47693857 MSH2 1
20249 rs63751223(G;G) common in clinvar 14 73685869 PSEN1 1
20250 rs63751235(C;C) common in clinvar 14 73664825 PSEN1 1
20251 rs63751264(A;A) common in clinvar 17 44096092 MAPT 1
20252 rs63751419(C;C) common in clinvar 2 48027227 MSH6
20253 rs6413413(A;A) common in complete genomics 4 100239284 ADH1B 2
20254 rs67608943(C;C) common in complete genomics 1 55512222 PCSK9 2 3
20255 rs7093146(G;G) common in complete genomics 10 125127396 1
20256 rs71647806(C;C) common in clinvar 15 90319961 MESP2 2
20257 rs71799110(C;C) common in clinvar 22 32889256 FBXO7 1
20258 rs72547516(A;A) normal 15 75044578 CYP1A2 1
20259 rs72549406(G;G) common in clinvar 7 23016959 FAM126A 2
20260 rs72551341(T;T) common in clinvar 2 234669457 UGT1A6 1
20261 rs72551363(T;T) common in clinvar 3 12458547 PPARG 1
20262 rs72555373(T;T) common in clinvar 3 33038800 GLB1 2
20263 rs72558186(T;T) normal 10 96541756 CYP2C19 1
20264 rs72653704(C;C) common in clinvar 16 16263684 ABCC6 1
20265 rs72653751(A;A) common in clinvar 16 16244082 ABCC6
20266 rs72653759(C;C) common in clinvar 16 16295943 ABCC6 1
20267 rs72653767(T;T) common in clinvar 16 16286730 ABCC6 1



20268 rs72653769(T;T) common in clinvar 16 16284172 ABCC6 1
20269 rs72653771(A;A) common in clinvar 16 16284151 ABCC6 1
20270 rs72653786(T;T) common in clinvar 16 16272818 ABCC6 1
20271 rs72653797(G;G) common in clinvar 16 16271441 ABCC6 1
20272 rs72657691(G;G) common in clinvar 16 16263607 ABCC6 1
20273 rs72657692(G;G) common in clinvar 16 16263524 ABCC6
20274 rs72664206(T;T) common in clinvar 16 16281097 ABCC6 1
20275 rs72664215(C;C) common in clinvar 16 16244424 ABCC6 1
20276 rs7543418(C;C) common in complete genomics 1 26474838 1
20277 rs9282671(T;T) common in complete genomics 2 38302291 CYP1B1 1
20278 rs9514067(C;C) common in complete genomics 13 103527930 ERCC5


